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TGCACTGTATTCATACTTATTGTTAAGTGAACACGAAAGATTGGTTTGTGAATTGTTCTTGCTGCCGTCTCATCTTACATTTGGTTCTTGCTCGATGAGATCAGTCAGAACAATTCGTAACTCAGTCCAAAATCGACCTTGTTTCTATTTAACTGGTTTACTGCGATT
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SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679
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SRR060670

9_testes_total
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SRR060656
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SRR060654
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SRR060658
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SRR060668
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SRR060664
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Strain 9
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Argx9_ovaries_total
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SRR2096058

Ovary_Min_98

SRR060672
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embryo

SRR1106727
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SRR2096050
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Strain 160
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SRR2096061
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2h from 14
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mothers
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SRR2096079
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head

SRR060676

9xArg_ovaries_total

SRR1106730

embryo_16-
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SRR2096013
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SRR060660

Argentina_ovaries_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR060667

160_females_carcasses_total
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SRR1106712
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2h

...............................................................................................TGAGATCAGTCAGAACAATTCG................................................... 22 0 1 272857.00 272857 59723 50470 41198 35391 24938 18672 17862 13350 4555 3212 1766 553 239 41 105 81 70 74 63 61 40 36 26 27 22 26 15 25 21 22 20 15 17 15 12 12 1 4 2 7 5 7 6 7 5 4 4 4 3 3 4 3 3 1 2 1 2 2 1 1 0

..................................................AATTGTTCTTGCTGCCGTCT.................................................................................................. 20 0 1 3919.00 3919 673 620 501 518 237 292 189 381 94 5 239 151 3 1 2 1 0 3 1 2 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTC.................................................... 21 0 1 3087.00 3087 509 463 465 61 46 235 57 70 61 850 7 6 6 184 0 1 11 0 8 9 7 4 0 0 4 2 0 0 1 0 1 4 0 1 3 0 1 2 3 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1

...............................................................................................TGAGATCAGTCAGAACAATT..................................................... 20 0 1 2340.00 2340 499 389 396 213 236 190 182 118 31 49 16 9 1 3 1 0 1 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGA.................................................. 23 1 1 1870.00 1870 339 253 243 130 88 89 95 81 19 77 243 188 0 6 0 0 1 0 1 3 2 1 0 0 2 0 2 0 0 0 0 2 0 1 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTC................................................................................................. 21 0 1 1273.00 1273 194 222 162 111 64 78 68 106 22 48 105 78 2 0 3 0 0 0 2 2 0 2 1 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCT................................................... 22 1 1 1053.00 1053 176 153 131 239 82 59 54 47 42 30 24 8 1 2 0 0 0 1 0 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGT.................................................. 23 0 1 877.00 877 170 129 160 84 67 55 76 32 33 12 37 17 0 0 0 0 0 0 0 0 0 1 0 1 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCC................................................... 22 1 1 729.00 729 99 104 92 168 37 34 20 17 23 96 9 26 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCA................................................................................................ 22 0 1 648.00 648 175 163 129 0 29 71 0 32 14 3 18 11 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCC................................................................................................ 22 1 1 571.00 571 110 68 65 75 61 49 41 52 17 8 19 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCATC.............................................................................................. 24 0 1 492.00 492 109 150 71 1 41 42 1 33 11 11 9 5 2 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTC................................................................................................... 19 0 1 423.00 423 56 50 42 59 19 27 24 28 2 1 55 59 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAAT...................................................... 19 0 1 344.00 344 78 47 48 29 21 31 26 14 2 33 4 0 0 7 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCAT............................................................................................... 23 0 1 319.00 319 94 75 58 18 16 29 6 8 4 0 7 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCA................................................... 22 1 1 311.00 311 76 40 50 54 41 14 15 13 5 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTC................................................. 24 1 1 304.00 304 58 74 58 17 10 29 4 9 18 11 0 0 1 11 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAA....................................................... 18 0 1 223.00 223 52 40 59 12 5 20 5 3 0 21 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTA................................................................................................. 21 1 1 166.00 166 24 21 14 23 3 12 1 8 1 0 30 29 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTACATTTGGTTCTTGCTCGA......................................................................... 21 0 1 129.00 129 36 27 12 17 8 9 7 6 4 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTA.................................................... 21 1 1 115.00 115 35 17 26 2 11 13 4 2 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTCT................................................ 25 2 1 102.00 102 24 12 9 12 9 7 8 10 4 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................GAGATCAGTCAGAACAATTCG................................................... 21 0 1 90.00 90 11 14 17 19 5 4 9 0 2 0 0 0 8 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCT................................................................................................ 22 1 1 77.00 77 18 15 13 3 2 7 5 5 1 1 3 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCCA.................................................. 23 2 1 76.00 76 28 12 13 9 3 7 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTT................................................................................................. 21 1 1 75.00 75 16 16 10 6 2 5 6 4 0 0 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTT.................................................... 21 1 1 71.00 71 17 8 16 2 8 11 5 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................GATCAGTCAGAACAATTCG................................................... 19 0 1 69.00 69 8 3 18 19 10 1 6 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGT.................................................................................................... 18 0 1 66.00 66 11 7 8 10 2 4 8 5 0 0 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................AGATCAGTCAGAACAATTCG................................................... 20 0 1 59.00 59 6 7 18 14 7 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................ATCAGTCAGAACAATTCG................................................... 18 0 1 57.00 57 0 5 19 11 5 1 9 2 0 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATGAGATCAGTCAGAACAATTCG................................................... 23 0 1 57.00 57 13 25 11 1 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCCC.................................................. 23 2 1 55.00 55 6 10 2 6 5 5 2 2 6 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGC.................................................. 23 1 1 54.00 54 15 14 8 1 4 6 1 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTTC................................................................................................ 22 2 1 52.00 52 16 1 6 7 3 3 6 3 3 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCA.................................................................................................. 20 1 1 44.00 44 7 3 10 5 0 5 2 2 0 0 7 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTAT................................................... 22 2 2 38.50 77 0 0 1 75 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTT................................................. 24 1 1 38.00 38 6 8 1 5 2 2 1 1 3 2 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCC.................................................................................................. 20 1 1 38.00 38 5 3 6 11 3 2 5 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTAC................................................... 22 2 1 36.00 36 0 0 0 35 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGG.................................................. 23 1 1 34.00 34 3 2 0 2 1 3 0 0 1 15 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTTT................................................... 22 2 1 31.00 31 0 0 0 29 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTCC................................................ 25 2 1 30.00 30 7 6 2 0 2 2 2 2 2 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTACATTTGGTTCTTGCTCG.......................................................................... 20 0 1 30.00 30 6 3 5 1 5 2 5 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATA..................................................... 20 1 1 27.00 27 10 5 5 0 2 2 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGCC................................................. 24 2 1 26.00 26 6 4 2 2 1 2 1 2 2 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTAA................................................... 22 2 2 26.00 52 6 2 3 39 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCTA.................................................. 23 2 1 24.00 24 2 4 3 4 3 1 2 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCTCC................................................. 24 3 1 23.00 23 4 7 2 2 0 1 0 2 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCAA.................................................. 23 2 1 19.00 19 4 4 4 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTA................................................. 24 0 1 18.00 18 4 3 3 2 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTTC................................................... 22 2 1 12.00 12 0 0 0 11 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCTC.................................................. 23 2 1 12.00 12 1 1 2 0 0 1 0 3 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCCCC................................................. 24 3 1 11.00 11 0 1 1 0 0 0 0 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTTT................................................................................................ 22 2 1 11.00 11 4 0 5 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCATCC............................................................................................. 25 1 1 9.00 9 3 2 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAAA...................................................... 19 1 1 9.00 9 2 3 1 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCAA............................................................................................... 23 1 1 8.00 8 1 3 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTACATTTGGTTCTTGCTC........................................................................... 19 0 1 8.00 8 2 1 0 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCATT.............................................................................................. 24 1 1 8.00 8 4 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTGT................................................... 22 2 2 8.00 16 0 0 0 16 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTT................................................................................................... 19 1 3 7.67 23 4 5 2 2 1 0 5 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTAA................................................ 25 0 1 7.00 7 3 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................CACGAAAGATTGGTTTGTG...................................................................................................................... 19 0 1 6.00 6 0 1 0 1 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCCC............................................................................................... 23 2 1 6.00 6 2 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCATCT............................................................................................. 25 0 1 6.00 6 0 0 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATC..................................................... 20 1 1 6.00 6 0 0 0 2 1 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGTTCTTGCTGCCGTCT.................................................................................................. 19 0 1 6.00 6 1 2 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATAA.................................................... 21 2 1 6.00 6 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTTA................................................... 22 2 2 6.00 12 1 1 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTGC................................................... 22 2 2 6.00 12 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................AGATCAGTCAGAACAATTCGT.................................................. 21 0 1 5.00 5 0 1 1 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................AGATCAGTCAGAACAATTCGTC................................................. 22 1 1 5.00 5 1 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GAATTGTTCTTGCTGCCGTCTCA................................................................................................ 23 0 1 5.00 5 2 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCG.................................................................................................. 20 1 1 5.00 5 1 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTAT................................................................................................ 22 2 1 5.00 5 0 3 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTACATTTGGTTCTTGCTCGAA........................................................................ 22 1 1 4.00 4 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGAT................................................. 24 2 1 3.00 3 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGTTCTTGCTGCCGTCTCAT............................................................................................... 21 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGTTCTTGCTGCCGTCTCA................................................................................................ 20 0 1 3.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCATCA............................................................................................. 25 1 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTG................................................................................................. 21 1 1 3.00 3 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TACATTTGGTTCTTGCTCGATGAG..................................................................... 24 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTACATTTGGTTCTTGCTCGAC........................................................................ 22 1 1 3.00 3 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TGAGATCAGTCAGAACAATTCGTAT................................................ 25 1 1 3.00 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATTGTTCTTGCTGCCGTCTCTC............................................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGTTCTTGCTGCCGTCTCA................................................................................................ 21 0 1 2.00 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TACATTTGGTTCTTGCTCGATGAGATC.................................................................. 27 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACGTGACATAAGTATGAATAACAATTCACTTGTGCTTTCTAACCAAACACTTAACAAGAACGACGGCAGAGTAGAATGTAAACCAAGAACGAGCTACTCTAGTCAGTCTTGTTAAGCATTGAGTCAGGTTTTAGCTGGAACAAAGATAAATTGACCAAATGACGCTAA

************************************...((((((.((((((((((((((.((((..((((((((...((.........))...)))))))))))).)))))))))))))).)))))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M027

male
body

SRR2096060

Ovary_Min_193

V053

head

SRR060666

160_males_carcasses_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6282829-

6282996 +
dvi_14 TGCACTGTATTCATACTTATTGTTAAGTGAACACGAAAGATTGGTTTGTGAATTGTTCTTGCTGCCGTCTCATCTTACATTTGGTTC---TTGCTCGATGAGATCAGTCAGAACAATTCGTAACTCAGTCCAAAATCGACCTTGTTTCTATTTAACTGGTTTACTGCGATT

droMoj3 scaffold_6540:6630115-
6630222 +

dmo_34 --------------------------------------GATTGGGCTGCGAGTTATTCTTGCTGTTGTCTCATCTTAGATATCGTTCTGCTTGAAGGATGAGATCAGTCAGAATAACTCGCAGCTCAATTGATAAGCAAC-------------------------AAGATT

Generated: 09/08/2015 at 09:30 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
2
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6282829-6282996
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6282829-6282996
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_14.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:6630115-6630222
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_34.html


ID:

dvi_264

Coordinate:

scaffold_12970:9419681-9419786 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCGCCCTCTTATCCCCCAAGCGACAGCAATAGAAGGGCGTTCGTTTAACATATGCAAGAAAGGGCGTTTGTTTCTGCGGTTCGAAATAGCGTCAAAAGTTATCTTCCAGCCGACACTATTTCTTACCTCATTGACGAAACACTTTTATTCTCACCGCTGCCCGAAACAGATGTCCGCATAGTCCAATGAAAGTGTTGATAAAATAC

********************************************************..(((((...((((((..((.(((..(((((((.(((..................))).)))))))..))).))..))))))...)))))....********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060670

9_testes_total

SRR060659

Argentina_testes_total

SRR060681

Argx9_testes_total

SRR060655

9x160_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060657

140_testes_total

SRR060680

Â 9xArg_testes_total

V116

male
body

SRR060656

9x160_ovaries_total

M047

female
body

SRR060658

140_ovaries_total

M027

male
body

SRR060673

9_ovaries_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

V053

head

SRR060674

9x140_ovaries_total
SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096014

Ovary_Strain_160_oxidized

SRR2096013

Ovary_Strain_9_oxidized

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096060

Ovary_Min_193

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

M061

embryo

V047

embryo

SRR060671

9x160_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR060661

160x9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR1106729

mixed
whole
adult body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M028

head

SRR060669

160x9_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR1106728

larvae

SRR1106730

embryo_16-
30h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

.......................................................................TTCTGCGGTTCGAAATAGCG................................................................................................................... 20 0 1 41804.00 41804 4995 11807 4399 3109 3359 2531 2491 2763 3982 1455 602 42 33 99 27 14 22 21 21 3 5 3 2 1 4 2 0 3 1 0 0 0 1 0 0 0 1 0 1 2 0 0 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCA................................................................................................................ 22 0 1 38728.00 38728 9465 1404 4792 4483 4429 4800 3548 2842 397 1289 931 105 67 13 9 38 21 23 4 12 4 9 2 0 7 6 0 0 0 7 4 4 2 1 0 2 2 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTC................................................................................................................. 22 0 1 22875.00 22875 4430 3807 1610 3752 2582 1744 1432 933 1267 456 467 75 40 53 53 22 21 22 10 12 7 7 7 15 0 1 8 10 10 0 2 1 2 0 5 1 1 1 0 0 3 2 0 0 0 0 0 0 1 1 0 0 0 1 0 1 0

.......................................................................TTCTGCGGTTCGAAATAGCGT.................................................................................................................. 21 0 1 11824.00 11824 2410 663 1730 1574 1320 844 1327 927 254 472 143 36 38 5 3 15 18 5 4 11 5 6 1 0 2 4 0 0 0 2 0 0 2 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCA................................................................................................................ 23 0 1 6451.00 6451 1590 182 962 532 631 750 680 576 79 244 139 23 10 1 0 10 7 12 0 3 6 2 0 0 0 0 0 0 0 0 3 1 0 1 0 0 1 0 0 1 0 0 3 0 0 0 0 1 0 0 1 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTC................................................................................................................. 21 0 1 4462.00 4462 420 1398 429 378 253 238 284 263 585 115 52 3 3 13 11 3 1 3 1 0 2 0 2 0 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCT................................................................................................................ 23 1 1 3616.00 3616 634 221 663 323 424 371 337 336 52 149 53 5 6 4 8 2 8 5 1 1 2 0 0 0 0 1 2 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 1

........................................................................TCTGCGGTTCGAAATAGCG................................................................................................................... 19 0 1 3469.00 3469 239 1310 327 169 136 142 168 203 629 109 16 2 0 8 2 0 1 2 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCC................................................................................................................ 23 1 1 2160.00 2160 568 73 151 356 312 278 132 103 3 52 93 8 6 2 9 3 4 3 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCAA............................................................................................................... 23 0 1 1420.00 1420 272 254 140 133 106 172 60 89 116 31 28 5 3 4 0 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTT................................................................................................................. 22 1 1 998.00 998 120 336 75 96 63 50 44 43 132 12 11 4 3 4 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGT.................................................................................................................. 20 0 1 875.00 875 130 96 145 97 88 59 86 89 18 52 5 3 3 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCT................................................................................................................ 22 1 1 845.00 845 76 129 176 47 69 64 76 108 20 54 7 2 0 1 10 0 1 2 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAG..................................................................................................................... 18 0 1 813.00 813 72 267 116 18 27 57 66 89 60 31 1 1 0 2 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCC................................................................................................................ 22 1 1 667.00 667 276 9 9 113 83 119 11 15 8 8 7 2 2 1 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGA.................................................................................................................. 21 1 1 514.00 514 45 175 47 46 29 25 20 36 62 14 5 0 1 2 0 0 0 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTA................................................................................................................. 22 1 1 487.00 487 81 132 30 46 34 14 28 30 75 7 7 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCAA............................................................................................................... 24 0 1 394.00 394 74 64 56 21 19 43 30 22 29 18 7 2 0 0 0 1 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGC.................................................................................................................... 19 0 1 341.00 341 35 82 39 30 25 23 20 29 34 16 3 0 0 2 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCAT............................................................................................................... 23 1 1 291.00 291 58 1 51 19 28 48 26 36 1 15 6 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGTCA................................................................................................................ 20 0 1 233.00 233 92 6 15 30 17 29 19 8 4 4 4 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GCGGTTCGAAATAGCGTCA................................................................................................................ 19 0 1 197.00 197 64 13 5 32 24 47 2 5 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTTC................................................................................................................ 23 2 1 141.00 141 36 8 15 30 16 11 7 8 0 4 2 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTT................................................................................................................. 21 1 1 123.00 123 13 40 12 5 6 2 8 2 32 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCC................................................................................................................... 20 1 1 105.00 105 15 10 8 19 9 5 11 9 0 3 10 1 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTTT................................................................................................................ 23 2 1 105.00 105 16 8 17 10 11 9 13 12 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GCGGTTCGAAATAGCGTC................................................................................................................. 18 0 1 101.00 101 19 34 1 11 10 10 0 0 15 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCG................................................................................................................ 22 1 1 101.00 101 16 22 9 17 8 7 2 4 13 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCG................................................................................................................ 23 1 1 94.00 94 8 32 12 10 3 5 5 4 6 2 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TTTCTGCGGTTCGAAATAGCG................................................................................................................... 21 0 1 81.00 81 3 22 10 7 3 5 10 5 11 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGTC................................................................................................................. 19 0 1 78.00 78 13 21 2 13 5 6 3 4 9 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCAC............................................................................................................... 23 1 1 76.00 76 34 3 11 8 7 2 3 6 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTGCGGTTCGAAATAGCGTCA................................................................................................................ 21 0 1 68.00 68 19 0 12 7 2 11 2 6 0 3 1 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGC.................................................................................................................... 18 0 1 58.00 58 15 10 0 8 3 13 2 1 3 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCAT............................................................................................................... 24 1 1 55.00 55 5 2 20 2 8 3 7 3 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTA................................................................................................................. 21 1 1 55.00 55 7 15 5 6 1 0 2 4 11 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCA................................................................................................................... 20 1 1 45.00 45 3 13 3 3 4 6 0 3 6 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCCT............................................................................................................... 24 2 1 44.00 44 9 0 7 5 8 3 2 5 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGC.................................................................................................................. 21 1 1 43.00 43 25 3 0 4 4 1 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCTT............................................................................................................... 24 2 1 37.00 37 5 1 7 1 2 1 6 10 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCAAA.............................................................................................................. 24 0 1 35.00 35 2 6 3 1 7 8 1 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGT.................................................................................................................. 18 0 1 32.00 32 11 2 4 5 4 2 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TTTCTGCGGTTCGAAATAGCGTC................................................................................................................. 23 0 1 30.00 30 9 4 2 3 2 1 4 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TTTCTGCGGTTCGAAATAGCGT.................................................................................................................. 22 0 1 27.00 27 11 0 1 1 2 4 3 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTAT................................................................................................................ 23 2 1 26.00 26 1 3 7 1 3 0 3 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGA.................................................................................................................. 20 1 1 24.00 24 0 7 3 2 1 0 1 1 6 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTTT................................................................................................................ 22 2 1 24.00 24 7 5 6 3 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCAG............................................................................................................... 23 1 1 22.00 22 6 1 3 1 4 1 0 4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGA.................................................................................................................... 19 1 1 22.00 22 0 4 7 1 2 0 3 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCTTT.............................................................................................................. 25 3 1 21.00 21 3 2 5 0 0 3 1 4 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCT................................................................................................................... 20 1 1 21.00 21 8 7 0 1 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAAGTTATCTTCCAGCCGA............................................................................................. 20 0 1 18.00 18 4 1 2 1 1 1 3 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTTC................................................................................................................ 22 2 1 17.00 17 10 2 1 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCATC.............................................................................................................. 24 2 1 17.00 17 5 0 2 0 0 2 0 2 0 1 1 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GCGGTTCGAAATAGCGTCAA............................................................................................................... 20 0 1 16.00 16 9 5 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTG................................................................................................................. 22 1 1 16.00 16 5 0 1 4 1 0 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTTG................................................................................................................ 23 2 1 14.00 14 1 0 2 2 1 0 1 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCCC............................................................................................................... 24 2 1 13.00 13 6 0 0 0 2 2 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CACTATTTCTTACCTCATTGAC....................................................................... 22 0 1 13.00 13 0 0 5 0 0 0 4 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTGCGGTTCGAAATAGCG................................................................................................................... 18 0 1 13.00 13 3 1 3 1 0 0 0 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCCA.................................................................................................................. 21 2 1 13.00 13 3 0 0 1 2 1 0 1 0 1 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCAAA.............................................................................................................. 25 0 1 12.00 12 3 0 3 0 0 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GCGGTTCGAAATAGCGTCT................................................................................................................ 19 1 1 12.00 12 5 1 0 1 2 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGTCAA............................................................................................................... 21 0 1 12.00 12 2 0 1 2 0 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGTCT................................................................................................................ 20 1 1 11.00 11 2 1 2 2 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCAC............................................................................................................... 24 1 1 10.00 10 5 0 0 0 1 2 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGAA................................................................................................................. 22 2 1 9.00 9 5 1 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGTCTTC.............................................................................................................. 25 3 1 9.00 9 4 0 1 0 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................CGGTTCGAAATAGCGTCA................................................................................................................ 18 0 1 9.00 9 2 1 1 1 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAGCGCT................................................................................................................. 22 2 1 8.00 8 5 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CACTATTTCTTACCTCATTGACC...................................................................... 23 1 1 8.00 8 0 0 4 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTAT................................................................................................................ 22 2 1 8.00 8 6 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTGCGGTTCGAAATAGCGTC................................................................................................................. 20 0 1 8.00 8 0 2 0 2 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TGCGGTTCGAAATAGCGTCC................................................................................................................ 20 1 1 8.00 8 4 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCTTT.............................................................................................................. 24 3 1 7.00 7 2 1 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ACACTATTTCTTACCTCATTGA........................................................................ 22 0 1 7.00 7 0 0 2 0 0 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCC................................................................................................................... 19 1 1 7.00 7 1 2 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCCT............................................................................................................... 23 2 1 7.00 7 3 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCA................................................................................................................... 19 1 1 7.00 7 0 4 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTCTT............................................................................................................... 23 2 1 7.00 7 1 2 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCGGTTCGAAATAGCGTG................................................................................................................. 21 1 1 7.00 7 1 0 0 0 0 0 1 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTGCGGTTCGAAATAA..................................................................................................................... 18 1 2 6.50 13 1 2 1 0 0 0 3 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGCGGGAGAATAGGGGGTTCGCTGTCGTTATCTTCCCGCAAGCAAATTGTATACGTTCTTTCCCGCAAACAAAGACGCCAAGCTTTATCGCAGTTTTCAATAGAAGGTCGGCTGTGATAAAGAATGGAGTAACTGCTTTGTGAAAATAAGAGTGGCGACGGGCTTTGTCTACAGGCGTATCAGGTTACTTTCACAACTATTTTATG

********************************************************..(((((...((((((..((.(((..(((((((.(((..................))).)))))))..))).))..))))))...)))))....********************************************************
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9419631-

9419836 -
dvi_264 TCGCCCTCTTATCCCCCAAGCGACAGCAATAGAAGGGCGTTCGTTTAACATATGCAAGAAAGGGCGTTTGTTTCTGCGGTTCGAAATAGCGTCAAAAGTTATCTTCCAGCCGACACTATTTCTTACCTCATTGACGAAACACTTTTATTCTCACCGCTGCCCGAAACAGATGTCCGCATAGTCCAATGAAAGTGTTGATAAAATAC
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ID:

dvi_189

Coordinate:

scaffold_13042:2032720-2032835 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure
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Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAGTGTATAAGCTCTACACCTCCATGTTCACTTTGATTTCGTTGACTTTCAGCTTTTGCTTGGCATATTGGCAGACGAATTGCGGGCATGTCCAAGACATATAATTTATATTTGAACTTATATGTTTTAGACGTGTTCAGGATTAGTCTCTCATTAGTCCACCTCCATGTTCACTTTAATCAATAGCTCGTGACTGAAAGAGGCGCAGATTAGTCG
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SRR060681

Argx9_testes_total

SRR060678
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SRR060670

9_testes_total

SRR060655

9x160_testes_total
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.......................................................................................................................ATATGTTTTAGACGTGTTCAGG........................................................................... 22 0 1 55541.00 55541 13376 13024 8805 3670 3502 3229 2548 2057 2155 1639 1413 51 1 20 16 7 4 6 4 2 2 2 1 1 1 0 2 1 1 0 0 0 0 0 1

.......................................................................................................................ATATGTTTTAGACGTGTTCAG............................................................................ 21 0 1 2031.00 2031 546 512 369 159 179 2 126 69 13 47 6 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGT.......................................................................... 23 1 1 797.00 797 203 168 116 46 70 19 50 24 27 30 43 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATAT.................................................................................................................. 22 0 1 333.00 333 141 93 0 35 4 0 15 12 1 12 6 0 13 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCA............................................................................. 20 0 1 333.00 333 95 68 87 30 22 0 12 12 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGT........................................................................... 22 1 1 260.00 260 10 6 15 2 11 37 65 12 18 66 14 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGA.......................................................................... 22 0 1 175.00 175 20 24 87 5 7 10 6 1 6 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGA.......................................................................... 23 0 1 171.00 171 42 34 42 11 13 2 7 3 7 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTC.............................................................................. 19 0 1 142.00 142 36 28 31 16 11 0 6 6 0 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGG........................................................................... 21 0 1 116.00 116 25 32 22 6 3 7 7 1 2 3 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATAA................................................................................................................ 22 0 1 111.00 111 39 37 0 11 3 0 13 3 0 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTTTTAGACGTGTTCAG............................................................................ 22 0 1 92.00 92 27 23 2 10 8 0 6 8 2 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTTTTAGACGTGTTCAGG........................................................................... 20 0 1 84.00 84 23 21 7 6 3 4 7 5 3 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGA........................................................................... 22 1 1 74.00 74 21 25 5 4 5 1 4 2 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATA................................................................................................................. 23 0 1 70.00 70 25 22 0 5 1 0 8 0 0 3 1 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTT............................................................................... 18 0 1 51.00 51 9 11 9 5 4 2 5 1 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATAT.................................................................................................................. 20 0 1 49.00 49 19 13 0 6 0 0 3 3 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATA................................................................................................................... 21 0 1 40.00 40 11 11 0 4 1 0 4 4 0 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGC........................................................................... 22 1 1 39.00 39 12 5 0 1 5 2 8 1 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAA............................................................................ 21 1 1 37.00 37 8 9 13 2 0 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATA................................................................................................................. 21 0 1 37.00 37 14 8 0 6 1 0 4 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..........................................................................................................................TGTTTTAGACGTGTTCAGG........................................................................... 19 0 1 34.00 34 3 8 7 3 5 0 1 1 0 1 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTTTTAGACGTGTTCA............................................................................. 21 0 1 33.00 33 13 5 0 5 6 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGC.......................................................................... 23 1 1 33.00 33 17 7 5 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAG............................................................................ 20 0 1 33.00 33 8 11 3 6 0 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGT.......................................................................... 22 1 1 30.00 30 7 4 13 0 1 0 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGTC......................................................................... 24 2 1 23.00 23 8 5 1 0 6 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................GTTTTAGACGTGTTCAGG........................................................................... 18 0 1 22.00 22 5 8 2 2 1 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATAA................................................................................................................ 24 0 1 20.00 20 9 5 0 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGAT......................................................................... 23 0 1 17.00 17 5 4 1 0 2 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGAA......................................................................... 23 1 1 16.00 16 5 6 2 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTTTTAGACGTGTTCAGG........................................................................... 23 0 1 15.00 15 2 7 0 0 0 0 1 0 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATAA.................................................................................................................. 22 1 1 15.00 15 7 4 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCATT........................................................................... 22 2 1 13.00 13 0 0 0 0 1 2 7 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATAAA............................................................................................................... 23 1 1 11.00 11 7 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTTTTAGACGTGTTCA............................................................................. 22 0 1 11.00 11 6 2 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................................................AAGAGGCGCAGATTAGTCG 19 0 1 11.00 11 0 0 0 0 0 8 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACAT.................................................................................................................... 20 0 1 9.00 9 4 1 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................................................AGAGGCGCAGATTAGTCG 18 0 1 8.00 8 0 0 1 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCATC........................................................................... 22 2 1 7.00 7 0 0 0 0 0 0 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAT............................................................................ 21 1 1 7.00 7 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAAA........................................................................... 22 2 2 6.50 13 2 4 2 1 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTC............................................................................... 18 1 1 6.00 6 1 2 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTTTTAGACGTGTTC.............................................................................. 21 0 1 6.00 6 2 1 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCACC........................................................................... 22 2 1 6.00 6 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGTA......................................................................... 24 2 1 6.00 6 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGTT.......................................................................... 23 2 1 6.00 6 0 0 0 0 1 0 2 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTTTTAGACGTGTTCAGGAT......................................................................... 22 0 1 5.00 5 0 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGAA......................................................................... 24 1 1 5.00 5 1 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTG.............................................................................. 19 1 1 5.00 5 1 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................................................AAAGAGGCGCAGATTAGTCG 20 0 1 5.00 5 1 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATAAAA.............................................................................................................. 24 2 1 5.00 5 1 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTTTTAGACGTGTTCAGGT.......................................................................... 21 1 1 5.00 5 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTTTTAGACGTGTTCAG............................................................................ 23 0 1 4.00 4 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGAAA........................................................................ 25 2 1 4.00 4 0 1 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGG.......................................................................... 23 1 1 4.00 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATC................................................................................................................. 23 1 1 4.00 4 1 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCATA........................................................................... 22 2 1 4.00 4 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTTTTAGACGTGTTCAG............................................................................ 19 0 1 3.00 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAAT........................................................................... 22 2 1 3.00 3 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCTC............................................................................ 21 2 1 3.00 3 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGGGCATGTCCAAGACATATA................................................................................................................. 22 0 1 3.00 3 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGAT......................................................................... 24 0 1 3.00 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCACT........................................................................... 22 2 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGC.......................................................................... 22 1 1 3.00 3 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGTCC........................................................................ 25 3 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCA............................................................................. 19 0 1 3.00 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATA................................................................................................................... 19 0 1 3.00 3 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTGT............................................................................. 20 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................GTTTTAGACGTGTTCAGGT.......................................................................... 19 1 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTTTTAGACGTGTTCAGG........................................................................... 24 0 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................................................GAAAGAGGCGCAGATTAGTCG 21 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATAT................................................................................................................ 24 1 1 2.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATAAA............................................................................................................... 25 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAC............................................................................ 21 1 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTTTTAGACGTGTT............................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTTTTAGACGTGTTC.............................................................................. 20 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGGTG......................................................................... 24 2 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGGGCATGTCCAAGACATAT.................................................................................................................. 21 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGTG.......................................................................... 23 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATAAT............................................................................................................... 23 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTTTTAGACGTGTTCAA............................................................................ 22 1 1 2.00 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGATT........................................................................ 24 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGATC........................................................................ 24 1 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCCC............................................................................ 21 2 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATGTA............................................................................................................... 23 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TTTTAGACGTGTTCAGGC.......................................................................... 18 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACATATT................................................................................................................. 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGAC......................................................................... 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGCGGGCATGTCCAAGACA..................................................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGGGCATGTCCAAGACATATAC................................................................................................................ 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAAC........................................................................... 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCACA........................................................................... 22 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCAGAT.......................................................................... 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGT........................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTTTTAGACGTGTTCAGGG.......................................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTTTTAGACGTGTTCTCC........................................................................... 22 3 2 1.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCACATATTCGAGATGTGGAGGTACAAGTGAAACTAAAGCAACTGAAAGTCGAAAACGAACCGTATAACCGTCTGCTTAACGCCCGTACAGGTTCTGTATATTAAATATAAACTTGAATATACAAAATCTGCACAAGTCCTAATCAGAGAGTAATCAGGTGGAGGTACAAGTGAAATTAGTTATCGAGCACTGACTTTCTCCGCGTCTAATCAGC

************************************************************...(((.((((.((((..(((((((((.(((((((((((((((....)))).))))))))))).)))))))))..)))).)))).)))...*****************************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096014

Ovary_Strain_160_oxidized

SRR060686

Argx9_0-
2h_embryos_total

SRR060679

140x9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

...................GAGGTACAAGTGAAACTAAAGCAACTG.......................................................................................................................................................................... 27 0 1 1.00 1 0 0 1 0 0

....................................................................................................................AAATATACAAAATCTGCACAAGT............................................................................. 23 1 1 1.00 1 0 1 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:2032670-

2032885 -
dvi_189 AAGTGTATAAGCTCTACACCTCCATGTTCACTTTGATTTCGTTGACTTTCAGCTTTTGCTTGGCATATTGGCAGACGAATTGCGGGCATGTCCAAGACATATAATTTATATTTGAACTTATATGTTTTAGACGTGTTCAGGATTAGTCTCTCATTAGTCCACCTCCATGTTCACTTTAATCAATAGCTCGTGACTGAAAGAGGCGCAGATTAGTCG

dp5 Unknown_group_569:3029-
3070 +

AAGCGTAGAACGTCCACACACCCATCCTCGCTATCATTTCGT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302486:913647-
913749 +

CTCCG-----------TTTCTCCTTGTTGCTGTTGTTCTTGTTGT-TTTGAATTATTGCT-------------------TTTAGAACATGTCTTAAAAATATATTTTATATATATATGTATATGCCTTAGAAGT----------------------------------------------------------------------------------

droRho1 scf7180000778085:244747-
244806 +

TTTCA-------------------------------TTTCGTTTGGTTTTGGTTTTTCCATCTCACTTTTGCAAACGGGTTTCGAGTGTGT-----------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415773:459270-
459313 -

AAGTGTAAAAGTTTTGCATATTCATGGCGCTTTAAATGTCGTCG----------------------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:54 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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ID:

dvi_197

Coordinate:

scaffold_12855:6286827-6286888 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ10228-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGTGCGTGCGTGTTTGTCTGTGTGTGTCCTTCATATGGCAATACAATATTTATTGCATCTATAGACTGAGCTTTCCTTTTTAATATAAAGCCAGGCTTTGGATGCACTAAATGGAGTTACCTTTAAGCGAATGAATGGAAACAATGTCGATTTCCCTTTAGG

***********************************.((.(((....((((((.((((((((.((.(((.(((((............)))))))).)).)))))))).))))))..))).)).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060670

9_testes_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060689

160x9_testes_total

SRR060679

140x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060680

Â 9xArg_testes_total

M027

male
body

SRR060659

Argentina_testes_total

V116

male
body

SRR060657

140_testes_total

M047

female
body

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060688

160_ovaries_total

M028

head

SRR1106729

mixed
whole
adult body

SRR060673

9_ovaries_total

SRR060658

140_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060668

160x9_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR060664

9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

M061

embryo

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106727

larvae
SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

V053

head

SRR060665

9_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106715

embryo_4-
6h

SRR1106717

embryo_6-
8h

SRR1106720

embryo_8-
10h

..................................................TATTGCATCTATAGACTGAGCTT......................................................................................... 23 0 1 89280.00 89280 16483 13967 13650 13434 10903 8530 5040 4253 725 867 367 684 47 59 54 43 12 9 13 12 8 6 4 5 7 7 4 6 10 3 6 7 6 5 6 5 5 2 4 1 0 2 2 2 1 2 2 0 1 2 1 2 0 1 0 0 1 1 0 1

..................................................TATTGCATCTATAGACTGAGCT.......................................................................................... 22 0 1 31120.00 31120 5845 5003 4602 4519 3733 2829 1827 1618 481 229 207 112 10 16 16 11 10 1 7 7 6 1 3 6 2 1 0 0 0 5 3 0 3 1 0 1 1 0 0 1 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAG............................................................................................ 20 0 1 13916.00 13916 2119 2234 2490 1786 2125 977 385 1168 97 170 244 86 6 4 2 4 5 1 2 1 0 1 3 2 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTT........................................................................................ 24 0 1 10728.00 10728 1685 1738 1705 1480 1389 1062 701 525 85 157 55 109 2 10 3 5 0 3 2 1 1 0 1 0 0 0 3 1 0 0 1 0 0 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGC........................................................................................... 21 0 1 4857.00 4857 515 925 624 407 802 221 117 321 487 38 222 69 14 1 3 0 9 10 0 2 8 7 5 6 5 6 9 6 0 4 0 0 0 1 0 0 0 1 0 0 5 0 0 1 1 0 0 3 0 0 0 0 0 0 1 0 0 0 1 0

..................................................TATTGCATCTATAGACTGAGCTTC........................................................................................ 24 1 1 2084.00 2084 295 313 367 257 295 222 119 116 25 19 44 0 6 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTC......................................................................................... 23 1 1 572.00 572 73 67 107 80 69 61 25 33 19 7 25 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTT....................................................................................... 25 1 1 531.00 531 62 82 143 34 93 27 21 56 1 3 1 6 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

......................................................GCATCTATAGACTGAGCTT......................................................................................... 19 0 1 426.00 426 96 26 9 100 8 86 81 6 2 8 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTC....................................................................................... 25 0 1 407.00 407 54 79 83 40 51 29 33 25 5 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTCT....................................................................................... 25 2 1 391.00 391 65 51 77 57 30 52 23 13 15 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTA......................................................................................... 23 1 1 278.00 278 31 58 56 15 48 21 7 22 2 4 2 4 3 1 0 0 0 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTA........................................................................................ 24 1 1 271.00 271 31 54 52 17 61 25 7 14 0 4 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCTTT........................................................................................ 20 0 1 223.00 223 50 7 4 61 1 30 61 3 0 3 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCC.......................................................................................... 22 1 1 177.00 177 32 21 13 22 10 5 10 9 50 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGA............................................................................................. 19 0 1 177.00 177 12 21 24 11 28 15 4 19 31 2 4 1 0 0 0 1 0 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTA....................................................................................... 25 1 1 172.00 172 18 30 45 16 21 14 3 20 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCTT......................................................................................... 22 0 1 167.00 167 21 24 21 19 27 16 19 10 0 6 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCC...................................................................................... 26 0 1 165.00 165 19 13 41 15 18 12 8 16 16 1 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTG........................................................................................ 24 1 1 143.00 143 17 19 32 14 21 11 13 10 0 1 0 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGT........................................................................................... 21 1 1 132.00 132 22 18 25 18 23 9 5 7 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTCC........................................................................................ 24 2 1 107.00 107 13 6 9 26 4 14 11 5 14 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTG....................................................................................... 25 1 1 90.00 90 4 18 24 6 16 6 6 4 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGA........................................................................................... 21 1 1 80.00 80 7 13 16 7 17 6 0 5 1 0 5 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTTT...................................................................................... 26 2 1 78.00 78 9 15 10 12 13 10 1 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCA.......................................................................................... 22 1 1 76.00 76 9 16 18 6 13 2 3 7 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCTTT........................................................................................ 23 0 1 67.00 67 3 7 7 10 14 5 5 1 4 7 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCCC..................................................................................... 27 1 1 60.00 60 8 2 9 5 1 7 4 2 20 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCT.......................................................................................... 18 0 1 60.00 60 14 4 2 8 4 13 12 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTG......................................................................................... 23 1 1 57.00 57 6 10 10 8 8 3 2 7 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTCA....................................................................................... 25 2 1 52.00 52 5 8 7 7 11 3 4 5 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTAT....................................................................................... 25 2 2 38.00 76 8 18 17 7 10 3 3 6 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTAA........................................................................................ 24 2 1 33.00 33 4 9 11 2 3 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTG.............................................................................................. 18 0 1 30.00 30 5 2 4 5 4 5 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTAA....................................................................................... 25 2 1 28.00 28 5 4 6 4 5 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCTTTT....................................................................................... 21 1 1 28.00 28 6 2 2 9 0 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CATCTATAGACTGAGCTT......................................................................................... 18 0 1 28.00 28 9 1 2 4 1 5 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCT.......................................................................................... 21 0 1 27.00 27 3 6 3 3 6 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGCATCTATAGACTGAGCTT......................................................................................... 21 0 1 26.00 26 4 3 2 4 8 2 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCG.......................................................................................... 22 1 1 23.00 23 5 0 2 0 2 1 1 0 11 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCCAGGCTTTGGATGCACTAAA................................................... 22 0 1 22.00 22 0 10 4 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTCTT...................................................................................... 26 3 1 20.00 20 5 0 2 4 1 4 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTGT....................................................................................... 25 2 1 18.00 18 4 1 7 2 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTTA...................................................................................... 26 2 1 16.00 16 1 2 5 1 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTAT...................................................................................... 26 2 1 15.00 15 3 2 3 2 1 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCCAGGCTTTGGATGCACTAA.................................................... 21 0 1 15.00 15 0 5 3 0 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGCATCTATAGACTGAGCTT......................................................................................... 20 0 1 14.00 14 5 0 2 0 3 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCCCC.................................................................................... 28 2 1 13.00 13 0 0 1 2 1 1 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCTTC........................................................................................ 20 1 1 12.00 12 3 0 2 1 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGG........................................................................................... 21 1 1 12.00 12 0 1 3 2 0 0 0 1 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGCATCTATAGACTGAGCT.......................................................................................... 19 0 1 12.00 12 6 0 0 0 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTGT...................................................................................... 26 2 1 11.00 11 0 1 1 5 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGAA.......................................................................................... 22 2 1 11.00 11 5 0 3 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAT............................................................................................ 20 1 1 11.00 11 3 0 0 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTAA...................................................................................... 26 2 1 11.00 11 0 1 2 0 5 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCTTTT....................................................................................... 24 1 1 10.00 10 0 4 1 1 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAA............................................................................................ 20 1 1 10.00 10 3 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCAA......................................................................................... 23 2 1 9.00 9 0 3 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGG............................................................................................. 19 1 1 9.00 9 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCCTT.................................................................................... 28 0 1 9.00 9 0 3 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTAG....................................................................................... 25 2 1 8.00 8 2 0 4 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTCA........................................................................................ 24 2 1 8.00 8 2 0 1 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAAA........................................................................................... 21 2 1 7.00 7 0 2 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCTTTA....................................................................................... 21 1 1 7.00 7 1 0 0 2 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTTG...................................................................................... 26 2 1 7.00 7 0 2 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTCG....................................................................................... 25 2 1 7.00 7 0 2 1 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCCT..................................................................................... 27 0 1 6.00 6 1 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGTC.......................................................................................... 22 2 1 6.00 6 5 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAC............................................................................................ 20 1 1 6.00 6 2 0 0 0 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCCAGGCTTTGGATGCACTA..................................................... 20 0 1 6.00 6 0 2 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTCAT...................................................................................... 26 3 1 6.00 6 0 2 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCA...................................................................................... 26 1 1 6.00 6 1 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCATCTATAGACTGAGCTTTC....................................................................................... 21 0 1 6.00 6 1 1 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGCATCTATAGACTGAGCTTT........................................................................................ 22 0 1 6.00 6 2 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTAAA...................................................................................... 26 3 1 5.00 5 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTCT...................................................................................... 26 1 1 5.00 5 1 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTAG........................................................................................ 24 2 1 5.00 5 0 0 1 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTTTTAA..................................................................................... 27 3 1 5.00 5 0 1 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCTTC........................................................................................ 23 1 1 5.00 5 0 0 0 1 1 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TATTGCATCTATAGACTGAGCTAAA....................................................................................... 25 3 1 5.00 5 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGCATCTATAGACTGAGCTTTC....................................................................................... 24 0 1 5.00 5 0 1 0 1 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACACGCACGCACAAACAGACACACACAGGAAGTATACCGTTATGTTATAAATAACGTAGATATCTGACTCGAAAGGAAAAATTATATTTCGGTCCGAAACCTACGTGATTTACCTCAATGGAAATTCGCTTACTTACCTTTGTTACAGCTAAAGGGAAATCC

************************************.((.(((....((((((.((((((((.((.(((.(((((............)))))))).)).)))))))).))))))..))).)).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V053

head

SRR060663

160_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

V116

male
body

SRR060665

9_females_carcasses_total

M028

head

.......................................................................................TTCGGTCCGAAACCTACGTGA...................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0

......................................................................................TTTCGGTCCGAAACCTACGTGAT..................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0

......................................................................................TTTCGGTCCGAAACCTACGTGA...................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6286777-

6286938 +
dvi_197 TGTGCGTGCGTGTTTGTCTGTGT---GTGTCCT-TCATATGGCAATACAATATTTATTGCATCTATAGACTGAGCTTTCCTTTTTA-ATATAAAGCCAGGCTTTGGATGCACTAAATGGAGTTACCTTTAAGCGAATGAATGGAAACAATGTCGATTTCCCTTTAGG

droMoj3 scaffold_6540:6634732-
6634869 +

dmo_318 TGAGTGTGTGTGAGTGCCCGTGAATAGAGTCCCTTTAAATGGTTATACAATATTTATTGCATCTATAGACTGAGCTTTGGTCTTTGTATAGTGAGCCAGTCTATACATGCAGTAAATGATGTTGGCTCTGATCTAATG-----------------------------

droGri2 scaffold_14906:7794704-
7794746 -

GC---------A----TTTGTCAGTAAAGTCCT----AATGGTAAACCCATATTTGTGGC-----------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:54 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
2
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6286777-6286938
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6286777-6286938
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_197.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:6634732-6634869
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_318.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14906:7794704-7794746


ID:

dvi_23425

Coordinate:

scaffold_12963:7203415-7203507 -

Confidence:

Candidate

Class:

Unknown

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ16993-in]; intron [Dvir\GJ10820-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AATATGGGACAGACTTATTAGACGATGAATCTATTTATTTCATTTAAAATATGGACAGTGTCAGCTTATAATTCTCAAGTGGCTTAAGTGCGTTGATTGAAAAACGCCTAATCCATTTGGGAACTATAAGCTGATATTGTTCATGCTACGTGCTTACATTTTGACAGTTGTGTCAAGGCAACCTATTTTGATA

***************************************.(((.((...(((((((((((((((((((((.(((((((((((.((.((.(((((........))))))))).))))))))))).))))))))))))))))))))).)).)))......***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

V116

male
body

M047

female
body

M027

male
body

SRR060654

160x9_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060658

140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060664

9_males_carcasses_total

SRR060656

9x160_ovaries_total

SRR060665

9_females_carcasses_total
SRR2096060

Ovary_Min_193

SRR2096058

Ovary_Min_98

SRR060667

160_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060673

9_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

V053

head

M028

head

SRR060662

9x160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

...........................................................................................................................CTATAAGCTGATATTGTTCATG................................................ 22 0 1 36922.00 36922 12146 11203 7264 3088 1104 517 400 457 246 277 129 52 4 2 3 11 2 5 5 3 0 1 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAT................................................. 21 0 1 21101.00 21101 6004 5756 3971 1906 1717 681 468 418 24 19 75 7 0 7 8 0 7 5 5 2 5 2 1 3 0 0 1 1 1 0 0 1 1 2 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCA.................................................. 20 0 1 7336.00 7336 1783 1623 1166 569 997 512 345 208 14 14 72 14 1 4 2 1 2 1 0 4 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATC................................................ 22 1 1 3906.00 3906 925 969 573 261 581 278 200 86 0 0 20 5 2 0 0 0 1 0 1 1 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTC................................................... 19 0 1 3345.00 3345 892 633 515 252 366 316 215 106 19 20 2 1 0 2 0 0 1 1 0 0 0 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAA................................................. 21 1 1 2265.00 2265 728 619 411 209 143 54 48 30 1 0 13 0 0 3 0 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGT..................................................... 20 0 1 1501.00 1501 342 394 305 177 98 54 39 41 19 13 3 5 9 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTT.................................................... 21 0 1 1455.00 1455 509 352 334 127 21 21 13 18 32 19 2 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTTC................................................... 22 0 1 1445.00 1445 545 387 303 139 20 5 9 13 10 3 0 6 0 0 0 0 0 0 1 0 0 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATT................................................ 22 1 1 943.00 943 263 230 194 66 89 34 26 23 10 3 1 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTCTC..................................................................................................................... 22 0 1 800.00 800 199 190 127 54 56 75 55 20 4 1 1 0 9 1 0 0 0 0 0 0 0 0 0 0 2 3 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..................................................ATGGACAGTGTCAGCTTATAATT........................................................................................................................ 23 0 1 757.00 757 166 140 101 37 51 139 31 22 39 20 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAAT......................................................................................................................... 22 0 1 750.00 750 165 178 124 54 37 76 26 26 21 35 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTCTC..................................................................................................................... 26 0 1 744.00 744 154 172 86 36 55 116 61 28 6 10 14 0 2 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATA................................................ 22 1 1 666.00 666 224 185 128 32 41 19 22 8 1 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCG..................................................................................................... 21 0 1 605.00 605 74 117 63 45 74 115 50 20 10 31 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGT.................................................................................................... 22 0 1 574.00 574 96 108 56 36 59 148 27 31 1 6 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATGC............................................... 23 0 1 562.00 562 138 175 113 44 37 30 12 11 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAC................................................. 21 1 1 552.00 552 119 178 109 55 44 31 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAA.......................................................................................................................... 21 0 1 552.00 552 90 124 102 27 48 58 20 16 24 37 4 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCA.................................................. 21 0 1 549.00 549 183 154 99 58 27 11 8 3 0 3 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATATTG...................................................... 24 0 1 538.00 538 26 32 9 11 4 12 7 0 376 56 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCAC................................................. 22 1 1 379.00 379 131 113 87 31 7 3 3 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATC........................................................................................................................ 23 1 1 353.00 353 62 70 42 15 33 70 25 17 0 1 9 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCATG................................................ 21 0 1 340.00 340 114 90 77 30 12 5 3 2 0 1 4 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATGT............................................... 21 1 1 298.00 298 69 82 53 13 38 19 7 14 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATTG............................................... 21 2 1 292.00 292 87 102 67 15 10 4 1 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTGCG..................................................................................................... 22 0 1 278.00 278 45 46 30 19 28 43 34 14 6 7 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CAGTGTCAGCTTATAATTCTC..................................................................................................................... 21 0 1 264.00 264 75 63 32 25 10 18 26 5 1 0 2 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATAT........................................................ 22 0 1 244.00 244 21 32 22 11 5 12 3 3 73 57 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCC.................................................. 20 1 1 242.00 242 48 30 21 19 32 44 27 18 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTCT...................................................................................................................... 21 0 1 222.00 222 56 38 37 29 19 23 8 7 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...................................................................................................................TTTGGGAACTATAAGCTGATATT....................................................... 23 0 1 219.00 219 22 29 19 9 0 14 6 1 83 33 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTG...................................................... 19 0 1 209.00 209 61 60 40 30 4 3 3 2 2 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TATAATTCTCAAGTGGCTTAAG......................................................................................................... 22 0 1 197.00 197 42 59 35 11 12 16 10 9 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGTG....................................................................................................... 22 0 1 194.00 194 47 52 32 11 12 12 5 7 10 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCAT................................................. 20 0 1 191.00 191 46 44 42 18 23 9 6 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTT.................................................... 18 0 1 191.00 191 38 36 60 10 14 8 9 3 7 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTTG................................................... 22 1 1 182.00 182 59 49 30 24 4 6 2 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AATTCTCAAGTGGCTTAAGTG....................................................................................................... 21 0 1 179.00 179 34 38 36 13 14 11 10 3 11 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTCTCC.................................................................................................................... 23 1 1 177.00 177 42 39 19 13 14 18 12 10 1 0 4 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCAT................................................. 22 0 1 176.00 176 63 48 37 16 2 1 2 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTC.................................................... 21 1 1 174.00 174 48 48 27 18 10 15 6 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATG................................................ 20 0 1 171.00 171 48 49 34 19 8 8 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATTT............................................... 21 2 1 167.00 167 57 48 32 11 10 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CAGTGTCAGCTTATAATTCTCC.................................................................................................................... 22 1 1 159.00 159 34 43 21 15 19 11 8 4 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATGC............................................... 21 0 1 149.00 149 48 49 33 8 6 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGTT................................................................................................... 23 0 1 145.00 145 29 34 15 7 12 28 7 3 2 4 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATA........................................................................................................................... 20 0 1 144.00 144 20 24 15 6 6 24 6 7 18 14 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATGT............................................... 23 1 1 134.00 134 31 36 21 5 21 5 3 6 0 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTG....................................................................................................... 20 0 1 131.00 131 31 21 18 8 8 14 9 6 4 8 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTC................................................... 20 0 1 129.00 129 35 18 28 11 15 5 6 7 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATAT............................................... 21 2 1 129.00 129 45 34 23 8 6 1 0 3 2 4 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGACAGTGTCAGCTTATAATT........................................................................................................................ 22 0 1 117.00 117 39 26 16 5 2 14 4 5 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTC....................................................................................................................... 24 0 1 115.00 115 22 19 10 9 11 26 8 2 1 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGTTCA.................................................. 22 0 1 109.00 109 37 35 21 6 3 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTGCGT.................................................................................................... 23 0 1 108.00 108 14 21 18 9 2 22 11 6 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTCT...................................................................................................................... 25 0 1 105.00 105 26 26 9 6 11 11 3 3 3 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAAA................................................ 22 2 1 104.00 104 33 21 19 11 10 5 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAG......................................................................................................... 20 0 1 102.00 102 26 31 13 10 10 7 1 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCACC................................................ 23 2 1 102.00 102 33 31 23 5 3 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCAT................................................. 19 0 1 102.00 102 28 28 22 10 6 5 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGGACAGTGTCAGCTTATA........................................................................................................................... 21 0 1 96.00 96 16 26 7 1 7 7 6 4 7 10 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATT................................................ 20 1 1 93.00 93 22 25 18 9 9 6 1 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTTA................................................... 22 1 1 89.00 89 34 23 20 9 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TATAATTCTCAAGTGGCTTAA.......................................................................................................... 21 0 1 77.00 77 16 21 8 6 6 10 3 5 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGTGCG..................................................................................................... 24 0 1 73.00 73 9 16 12 8 12 9 1 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCT.................................................. 20 1 1 73.00 73 16 19 8 8 11 6 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AATTCTCAAGTGGCTTAAGTGCG..................................................................................................... 23 0 1 67.00 67 10 9 11 5 4 12 5 3 2 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTCAAGTGGCTTAAGTGCGT.................................................................................................... 21 0 1 67.00 67 7 15 7 1 5 21 5 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATATTC...................................................... 24 1 1 66.00 66 15 12 11 3 0 15 5 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATA......................................................... 21 0 1 65.00 65 6 8 3 3 0 1 2 3 26 12 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TAATCCATTTGGGAACTATAAG............................................................... 22 0 1 64.00 64 17 16 16 5 2 6 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGTTC................................................... 21 0 1 61.00 61 16 14 18 3 4 1 1 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTCTCC.................................................................................................................... 27 1 1 59.00 59 6 11 3 5 13 5 5 4 0 0 2 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCATC................................................ 23 1 1 58.00 58 19 14 11 8 2 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCTA................................................. 21 2 1 56.00 56 9 20 11 6 4 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATTTGGGAACTATAAGCTGATA......................................................... 22 0 1 56.00 56 13 10 2 2 1 12 1 2 6 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCA.................................................. 19 0 1 55.00 55 14 7 13 3 6 6 1 1 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTT................................................... 19 1 1 54.00 54 8 11 12 7 6 0 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATAG............................................... 21 2 1 54.00 54 21 11 14 3 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCAA................................................. 22 1 1 51.00 51 13 17 11 7 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCC.................................................. 21 1 1 51.00 51 11 10 10 1 7 2 6 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTGCGTT................................................................................................... 24 0 1 51.00 51 16 4 6 1 3 12 1 4 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GACAGTGTCAGCTTATAATTCTC..................................................................................................................... 23 0 1 49.00 49 21 13 8 2 0 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AATTCTCAAGTGGCTTAAGTGCGT.................................................................................................... 24 0 1 48.00 48 9 8 9 3 6 4 1 4 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGTTC.................................................................................................. 24 1 1 48.00 48 11 11 2 1 8 8 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATCT............................................... 21 2 1 47.00 47 18 11 6 5 2 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AATTCTCAAGTGGCTTAAGTGC...................................................................................................... 22 0 1 44.00 44 17 12 5 4 1 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAAA......................................................................................................................... 22 1 1 44.00 44 3 9 7 2 3 8 4 1 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGCTTATAATTCTCAAGTGGCT............................................................................................................. 22 0 1 44.00 44 11 10 6 3 5 3 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATT....................................................... 18 0 1 44.00 44 16 5 10 1 3 3 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATTA............................................... 21 2 3 44.00 132 45 29 32 15 8 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTC................................................... 18 0 1 43.00 43 6 12 10 3 1 5 3 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTTCA.................................................. 23 0 1 43.00 43 17 8 12 3 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................CCATTTGGGAACTATAAGCTG............................................................ 21 0 1 43.00 43 8 8 3 4 5 6 3 0 0 4 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCTG................................................. 21 2 2 43.00 86 21 25 21 2 4 1 1 2 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTA....................................................................................................................... 24 1 1 42.00 42 9 10 10 2 0 5 4 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAATATGGACAGTGTCAGCT............................................................................................................................... 21 0 1 41.00 41 7 8 2 1 3 1 5 7 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGTTT.................................................................................................. 24 1 1 40.00 40 13 12 7 1 1 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATTTGGGAACTATAAGCTGAT.......................................................... 21 0 1 40.00 40 6 6 5 2 2 9 0 2 5 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAAT................................................ 22 2 1 40.00 40 14 8 6 2 5 1 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCATC................................................ 21 1 1 40.00 40 10 6 7 1 8 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATAA............................................... 23 2 1 39.00 39 12 7 5 7 2 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTGC...................................................................................................... 21 0 1 38.00 38 13 11 3 5 2 1 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATA................................................ 20 1 1 37.00 37 18 10 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTG................................................... 19 1 1 37.00 37 4 13 10 0 6 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CTAATCCATTTGGGAACTATAAG............................................................... 23 0 1 36.00 36 10 10 1 4 3 6 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATTG............................................... 23 2 1 36.00 36 9 7 12 2 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTTT................................................... 22 1 1 36.00 36 14 9 8 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTA................................................... 19 1 1 34.00 34 11 8 2 3 3 5 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTAT............................................................................................................................ 19 0 1 34.00 34 5 9 4 2 6 5 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGTT.................................................... 20 0 1 33.00 33 8 10 6 1 2 2 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCTC................................................. 21 2 2 33.00 66 22 11 9 3 10 5 2 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCG.................................................. 20 1 1 32.00 32 4 3 3 0 6 6 3 0 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TCAGCTTATAATTCTCAAGTGG............................................................................................................... 22 0 1 32.00 32 9 12 5 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATA........................................................................................................................ 23 1 1 32.00 32 1 4 8 1 1 1 4 0 3 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGC...................................................................................................... 20 0 1 31.00 31 6 4 11 2 4 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCCC................................................. 21 2 1 30.00 30 5 2 4 2 3 5 3 4 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTTG.................................................. 20 2 2 29.00 58 12 14 6 4 14 2 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATATTT...................................................... 24 1 1 28.00 28 7 2 3 1 2 0 0 0 9 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGT........................................................................................................ 21 0 1 28.00 28 9 9 5 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTT....................................................................................................................... 24 1 1 27.00 27 5 8 6 0 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTCAAGTGGCTTAAGTGCG..................................................................................................... 20 0 1 27.00 27 4 6 4 0 3 4 2 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCA.................................................. 18 0 1 27.00 27 10 6 3 3 1 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTG....................................................................................................... 19 0 1 27.00 27 2 9 2 2 2 8 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGACAGTGTCAGCTTATAAT......................................................................................................................... 21 0 1 26.00 26 7 6 3 1 2 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTT.................................................... 19 0 1 26.00 26 5 6 5 2 4 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GGACAGTGTCAGCTTATAATTCTC..................................................................................................................... 24 0 1 25.00 25 11 7 1 5 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGTGC...................................................................................................... 23 0 1 24.00 24 11 4 7 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATGGACAGTGTCAGCTTAT............................................................................................................................ 21 0 1 23.00 23 4 5 3 0 2 2 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCACC................................................ 22 2 1 22.00 22 6 5 4 2 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATGA............................................... 23 1 1 21.00 21 9 8 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATCG............................................... 21 2 1 21.00 21 8 5 4 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TAAGCTGATATTGTTCATGTC.............................................. 21 2 1 21.00 21 6 2 0 2 3 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTCTT..................................................................................................................... 22 1 1 21.00 21 5 4 6 1 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AATTCTCAAGTGGCTTAAG......................................................................................................... 19 0 1 21.00 21 4 4 6 2 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATCT............................................... 23 2 1 20.00 20 9 6 1 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATTTGGGAACTATAAGCTGATC......................................................... 22 1 1 20.00 20 6 1 3 0 3 3 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCATT................................................ 21 1 1 19.00 19 3 7 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATTA............................................... 23 2 1 19.00 19 8 5 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGTTA.................................................................................................. 24 1 1 19.00 19 2 7 2 0 3 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATAA............................................... 21 2 2 19.00 38 13 10 11 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................AACGCCTAATCCATTTGGGAA...................................................................... 21 0 1 18.00 18 5 8 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TAAGCTGATATTGTTCATG................................................ 19 0 1 18.00 18 4 2 3 0 3 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTC....................................................................................................................... 20 0 1 18.00 18 2 10 1 1 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCAA................................................. 20 1 1 18.00 18 7 2 2 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCCATTTGGGAACTATAAGCTG............................................................ 22 0 1 18.00 18 2 5 2 1 1 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TAAGCTGATATTGTTCATGCT.............................................. 21 0 1 17.00 17 3 7 3 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATC................................................ 20 1 1 17.00 17 5 6 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCATT................................................ 23 1 1 17.00 17 3 5 5 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATGG............................................... 21 1 1 17.00 17 5 7 1 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATTT............................................... 23 2 1 17.00 17 5 4 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCATGA............................................... 21 1 1 17.00 17 5 5 4 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTCAAGTGGCTTAAGTGCGTT................................................................................................... 22 0 1 17.00 17 2 3 1 0 2 5 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATGGACAGTGTCAGCTTATA........................................................................................................................... 22 0 1 16.00 16 4 4 0 1 0 1 0 0 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATTCTCT.................................................................................................................... 23 1 1 16.00 16 6 4 2 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATAA........................................................ 22 1 1 16.00 16 2 0 2 0 1 0 2 1 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGT..................................................... 19 0 1 16.00 16 2 5 4 1 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CAGTGTCAGCTTATAATTCT...................................................................................................................... 20 0 1 16.00 16 3 3 4 1 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATGTC.............................................. 24 2 1 15.00 15 3 5 0 0 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGTGT...................................................................................................... 23 1 1 15.00 15 3 7 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TATAATTCTCAAGTGGCTTA........................................................................................................... 20 0 1 15.00 15 2 5 1 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCACA................................................ 23 2 1 15.00 15 8 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAAAA............................................... 23 3 2 15.00 30 8 11 8 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGGACAGTGTCAGCTTATAA.......................................................................................................................... 22 0 1 14.00 14 3 1 2 1 0 2 2 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TTGGGAACTATAAGCTGATATTG...................................................... 23 0 1 14.00 14 1 1 1 0 0 1 2 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTA.................................................... 21 1 1 14.00 14 5 2 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................AACGCCTAATCCATTTGGGAAA..................................................................... 22 1 1 14.00 14 6 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TAAGCTGATATTGTTCATGTCC............................................. 22 3 1 14.00 14 5 4 2 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTCC...................................................................................................................... 25 1 1 14.00 14 0 3 2 0 5 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GAACTATAAGCTGATATTGTAA................................................... 22 2 1 13.00 13 3 4 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATCCATTTGGGAACTATAAGCT............................................................. 22 0 1 13.00 13 2 4 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATCA....................................................................................................................... 24 2 1 13.00 13 3 6 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................AATCCATTTGGGAACTATAAGC.............................................................. 22 0 1 13.00 13 4 0 2 2 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TAATCCATTTGGGAACTATAA................................................................ 21 0 1 13.00 13 4 5 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AGTGTCAGCTTATAATTCTCC.................................................................................................................... 21 1 1 13.00 13 2 6 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGACAGTGTCAGCTTATAA.......................................................................................................................... 20 0 1 13.00 13 3 0 1 2 2 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CTAATCCATTTGGGAACTATAA................................................................ 22 0 1 13.00 13 4 2 1 2 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATTCTCAAGTGGCTTAAGTGCGTTC.................................................................................................. 25 1 1 13.00 13 3 2 2 0 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................CCATTTGGGAACTATAAGCTGA........................................................... 22 0 1 13.00 13 3 6 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TATAATTCTCAAGTGGCTTAAA......................................................................................................... 22 1 1 13.00 13 3 7 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATATTA...................................................... 24 1 1 12.00 12 5 3 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAA.......................................................................................................... 19 0 1 12.00 12 4 2 1 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGAT.......................................................... 20 0 1 12.00 12 0 1 0 0 0 3 0 0 5 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAAGCTGATATTGTTCAA................................................. 19 1 1 12.00 12 1 5 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGGACAGTGTCAGCTTATAAT......................................................................................................................... 23 0 1 11.00 11 0 1 0 5 1 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCACT................................................ 22 2 1 11.00 11 2 2 1 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTCAAGTGGCTTAAGTGCGTTGATTGA............................................................................................. 27 0 1 11.00 11 5 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATAT............................................... 23 2 1 11.00 11 4 3 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGGACAGTGTCAGCTTATAATT........................................................................................................................ 24 0 1 11.00 11 3 2 0 0 1 3 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATAAGCTGATATTGTTCATGC............................................... 22 0 1 11.00 11 3 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATTTGGGAACTATAAGCTGA........................................................... 20 0 1 11.00 11 3 2 0 2 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CTAATCCATTTGGGAACTATA................................................................. 21 0 1 11.00 11 3 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCT.................................................. 21 1 1 11.00 11 4 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CAGCTTATAATTCTCAAGTGGC.............................................................................................................. 22 0 1 11.00 11 5 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCAG................................................. 21 1 1 11.00 11 6 2 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATGGACAGTGTCAGCTTA............................................................................................................................. 20 0 1 11.00 11 2 1 1 1 0 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTTGGGAACTATAAGCTGATATC....................................................... 23 1 1 10.00 10 0 2 1 0 0 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTCTCAAGTGGCTTAAGTGCGTC................................................................................................... 23 1 1 10.00 10 0 1 0 0 3 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CAGTGTCAGCTTATAATTCTCT.................................................................................................................... 22 1 1 10.00 10 3 4 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGTTCAA................................................. 23 1 1 10.00 10 4 2 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTTCATAG............................................... 23 2 1 10.00 10 7 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGGACAGTGTCAGCTTAT............................................................................................................................ 20 0 1 10.00 10 2 1 0 0 0 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTGTCAGCTTATAATT........................................................................................................................ 19 0 1 10.00 10 2 2 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTCAAGTGGCTTAAGTGCGTTGATTG.............................................................................................. 26 0 1 10.00 10 4 2 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GACAGTGTCAGCTTATAATTC....................................................................................................................... 21 0 1 9.00 9 2 2 2 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CTATAAGCTGATATTGTC.................................................... 18 1 1 9.00 9 3 2 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATTCTT..................................................................................................................... 26 1 1 9.00 9 1 1 0 1 1 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACTATAAGCTGATATTGTTCATA................................................ 23 1 1 9.00 9 6 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACTATAAGCTGATATTGTTG................................................... 21 1 1 9.00 9 2 0 3 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGGACAGTGTCAGCTTATAATCT....................................................................................................................... 24 2 1 9.00 9 3 4 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TAATTCTCAAGTGGCTTAAGTGA...................................................................................................... 23 1 1 9.00 9 0 1 1 1 1 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATTTGGGAACTATAAGCTGATT......................................................... 22 1 1 9.00 9 0 4 2 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTATACCCTGTCTGAATAATCTGCTACTTAGATAAATAAAGTAAATTTTATACCTGTCACAGTCGAATATTAAGAGTTCACCGAATTCACGCAACTAACTTTTTGCGGATTAGGTAAACCCTTGATATTCGACTATAACAAGTACGATGCACGAATGTAAAACTGTCAACACAGTTCCGTTGGATAAAACTAT

***********************************.(((.((...(((((((((((((((((((((.(((((((((((.((.((.(((((........))))))))).))))))))))).))))))))))))))))))))).)).)))......***************************************
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:7203365-

7203557 -
dvi_23425 AATATGGGACAGACTTATTAGACGATGAATCTATTTATTTCATTTAAAATATGGACAGTGTCAGCTTATAATTCTCAAGTGGCTTAAGTGCGTTGATTGAAAAACGCCTAATCCATTTGGGAACTATAAGCTGATATTGTTCATGCTACGTGCTTACATTTTGACAGTTGTGTCAAGGCAACCTATTTTGATA
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ID:

dvi_45

Coordinate:

scaffold_13042:903020-903103 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AATAACGATAACTTAAGCGATAACGATAACGATAAGCGCATCTGGTGACTAGCCGTTCCTGAAGTGTCAAATAGTAGGTACTACTCGTAAGAAAATGTACGTTGATTTTTATTTGGCACATCAGTGACAGCATGTTACGAGTAATTGCACAACAGCCACAGCCGGAGACAGATCCGGAGACAGA

***********************************(((...((.(((((..((.(((.((((.((((((((((((((((((...((....))....)))).)))....))))))))))).)))).))).))..))))).))....)))************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

V116

male
body

SRR060657

140_testes_total

M047

female
body

M027

male
body

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060658

140_ovaries_total
SRR2096055

Ovary_Min_43

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060664

9_males_carcasses_total
SRR2096056

Ovary_Min_46

SRR060684

140x9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060685

9xArg_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060687

9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

M061

embryo

SRR060672

9x160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M028

head

SRR060660

Argentina_ovaries_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

..................................................AGCCGTTCCTGAAGTGTCAAAT................................................................................................................ 22 0 1 23787.00 23787 5010 4767 3774 2734 1469 1445 1480 1638 778 375 177 20 22 22 4 5 3 6 12 3 7 1 2 3 3 3 5 2 2 1 0 0 2 1 2 1 0 0 1 2 0 2 1 0 1 0 0 0 0 1 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAG...................................................... 22 0 1 9527.00 9527 3145 2635 2096 134 911 291 149 73 4 2 6 26 5 1 3 2 2 0 0 5 0 7 6 3 2 2 2 4 0 3 1 0 0 1 0 2 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCAT................................................... 21 0 1 9320.00 9320 2267 2320 1515 746 780 699 432 435 43 16 21 15 0 4 6 1 4 4 1 0 0 0 1 2 0 2 0 0 1 1 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAA.................................................................................................................. 20 0 1 8282.00 8282 1526 1278 1403 1122 559 573 685 688 230 102 69 8 5 11 2 3 3 3 4 0 0 0 1 0 1 1 0 0 0 0 1 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAA................................................................................................................. 21 0 1 6981.00 6981 1213 1126 1028 744 401 476 493 655 479 149 154 6 19 8 7 2 2 3 3 1 5 0 1 0 1 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATG.................................................. 22 0 1 6401.00 6401 1927 1875 1054 374 506 259 178 136 29 6 16 10 4 4 1 5 1 0 1 0 0 1 1 0 0 4 0 1 2 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCA.................................................... 20 0 1 5694.00 5694 1596 1373 1299 214 585 214 183 127 35 1 33 27 0 1 1 0 2 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAG...................................................... 21 0 1 5203.00 5203 1585 1354 1147 134 528 232 117 47 9 3 3 14 7 0 2 2 1 0 0 0 1 2 2 1 3 0 0 0 0 1 1 0 1 1 1 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGC..................................................... 22 0 1 4796.00 4796 1557 1464 943 135 416 130 64 26 13 9 10 15 0 0 0 0 0 0 0 0 0 1 0 0 0 0 3 0 0 0 2 0 0 1 1 0 0 1 0 0 1 1 0 0 0 2 0 0 0 0 0 1 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGC..................................................... 23 0 1 3770.00 3770 1157 1335 661 106 324 89 46 16 4 7 6 3 3 0 0 0 4 1 0 0 0 3 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTC............................................................................................................ 23 1 1 2864.00 2864 572 562 471 340 160 214 221 131 113 69 0 2 2 0 1 1 0 0 1 0 1 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACA....................................................... 21 0 1 2351.00 2351 616 670 528 55 219 141 46 30 7 6 6 14 1 0 0 1 1 1 0 2 0 0 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCA................................................................................................................... 19 0 1 1480.00 1480 261 209 258 147 86 94 152 129 65 26 40 6 0 2 2 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCA.................................................... 21 0 1 992.00 992 147 332 192 38 130 59 41 29 5 1 7 2 0 0 1 0 3 1 0 0 0 0 0 1 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATT............................................................................................................... 23 1 1 771.00 771 140 122 108 78 57 46 54 57 62 17 27 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATA............................................................................................................... 23 0 1 703.00 703 157 121 101 97 55 40 52 26 19 15 9 2 0 0 0 2 0 0 0 3 0 0 0 0 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGT............................................................................................................. 22 0 1 691.00 691 111 222 132 39 32 22 11 24 28 12 45 4 0 0 0 2 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

..................................................AGCCGTTCCTGAAGTGTCAAATC............................................................................................................... 23 1 1 681.00 681 148 94 103 86 56 29 37 61 7 51 0 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCAT................................................... 22 0 1 678.00 678 258 147 106 37 37 37 20 23 5 1 1 2 0 1 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACA....................................................... 20 0 1 661.00 661 161 146 168 20 45 54 38 19 3 3 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATG.................................................. 23 0 1 609.00 609 190 149 106 47 36 40 20 15 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGC..................................................... 19 0 1 594.00 594 165 162 138 22 49 14 14 13 4 0 6 3 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGT................................................. 23 0 1 520.00 520 157 149 81 38 20 35 18 13 3 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATC.................................................. 22 1 1 504.00 504 107 56 46 75 43 82 52 37 1 2 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAG.............................................................................................................. 21 0 1 479.00 479 84 107 97 42 21 28 23 33 22 10 9 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGCT.................................................... 23 1 1 371.00 371 92 73 62 25 20 52 31 12 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTCC........................................................................................................... 24 2 1 336.00 336 60 39 29 56 21 44 39 20 12 12 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTA............................................................................................................ 23 0 1 330.00 330 55 84 51 41 13 22 21 18 11 6 6 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGT..................................................... 22 1 1 304.00 304 72 58 55 17 19 34 22 17 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGT..................................................... 23 1 1 232.00 232 44 55 30 25 11 35 17 11 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTCT........................................................................................................... 24 2 1 191.00 191 27 37 27 18 19 12 15 8 20 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGCT.................................................... 24 1 1 186.00 186 49 35 25 13 9 32 16 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATT.................................................. 22 1 1 183.00 183 60 62 26 5 13 7 7 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGCC.................................................... 23 1 1 175.00 175 57 57 29 3 18 5 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGC..................................................... 20 0 1 163.00 163 20 61 42 11 16 6 3 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATCT.............................................................................................................. 24 2 1 144.00 144 26 18 21 29 6 16 8 13 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTC.................................................................................................................... 18 0 1 129.00 129 8 3 5 14 3 8 9 23 32 0 24 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGAC........................................................ 20 0 1 125.00 125 36 37 28 5 11 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATCC.............................................................................................................. 24 2 1 108.00 108 15 5 4 27 15 9 15 7 0 7 0 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCC................................................................................................................... 19 1 1 105.00 105 16 7 6 15 7 12 13 12 15 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAAA................................................................................................................ 22 1 1 100.00 100 23 16 13 12 6 3 7 7 4 5 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGCA.................................................... 23 0 1 85.00 85 22 37 16 2 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATA............................................................................................................... 20 0 1 75.00 75 11 9 9 4 1 12 4 9 7 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAC.................................................................................................................. 20 1 1 71.00 71 0 0 0 32 0 3 19 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTC................................................ 24 1 1 69.00 69 16 12 5 6 7 17 1 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTCC............................................... 25 2 1 67.00 67 25 11 10 3 12 2 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATTT.............................................................................................................. 24 2 1 66.00 66 17 14 8 3 3 1 5 9 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATC.................................................. 23 1 1 65.00 65 26 6 2 8 4 8 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAC................................................................................................................. 21 1 1 65.00 65 5 3 0 23 1 6 16 7 0 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGA......................................................... 19 0 1 64.00 64 9 17 14 5 4 8 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCC.................................................... 20 1 1 48.00 48 10 2 7 7 1 6 7 7 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAG...................................................... 19 0 1 48.00 48 8 16 14 2 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATGT................................................. 24 0 1 47.00 47 22 7 11 3 1 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGCC.................................................... 24 1 1 46.00 46 13 18 5 2 5 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGTC.................................................... 23 2 1 44.00 44 13 2 7 4 4 8 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCT.................................................... 21 1 1 43.00 43 11 12 2 3 2 7 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATAA.............................................................................................................. 24 1 1 41.00 41 12 8 6 6 3 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGCA.................................................... 24 0 1 39.00 39 11 12 9 2 2 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTCA........................................................................................................... 24 2 1 39.00 39 5 6 8 1 4 1 4 1 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAGCCGTTCCTGAAGTGTCAA.................................................................................................................. 21 0 1 37.00 37 10 4 4 4 3 1 4 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGA................................................. 23 1 1 36.00 36 8 11 5 3 1 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCC.................................................... 21 1 1 35.00 35 12 9 2 4 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTT............................................................................................................ 23 1 1 34.00 34 5 9 10 1 0 3 0 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAAT................................................................................................................ 19 0 1 32.00 32 6 4 4 9 0 2 2 2 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATCC................................................. 23 2 1 32.00 32 8 2 1 7 4 2 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGTC.................................................... 24 2 1 31.00 31 8 6 3 3 4 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATAGTTC........................................................................................................... 24 2 1 31.00 31 6 6 8 0 3 3 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTCCT.............................................. 26 3 1 28.00 28 13 4 2 1 3 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAT................................................................................................................. 21 1 1 27.00 27 4 3 4 9 1 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCT.................................................... 20 1 1 26.00 26 3 6 6 0 4 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATTTGGCACATCAGTGACAG...................................................... 20 0 1 24.00 24 5 10 3 0 1 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGCTC................................................... 24 2 1 24.00 24 4 5 3 3 3 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATTC................................................. 23 2 1 22.00 22 6 4 8 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAAC................................................................................................................ 22 1 1 21.00 21 6 3 0 3 1 0 3 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TTTATTTGGCACATCAGTGACAG...................................................... 23 0 1 19.00 19 5 4 7 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGA..................................................... 23 1 1 18.00 18 5 3 6 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCAC................................................... 21 1 1 18.00 18 2 2 0 5 1 5 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAG...................................................... 18 0 1 18.00 18 5 3 6 0 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTT................................................ 24 0 1 18.00 18 3 9 1 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATAT.............................................................................................................. 24 1 1 17.00 17 5 2 3 1 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTTC............................................... 25 1 1 17.00 17 4 5 3 0 0 1 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATTTGGCACATCAGTGACAGC..................................................... 21 0 1 17.00 17 6 5 4 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATTC.............................................................................................................. 24 2 1 16.00 16 3 2 1 1 1 1 1 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TTTATTTGGCACATCAGTGACAGC..................................................... 24 0 1 16.00 16 7 5 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCTC................................................... 22 2 1 16.00 16 1 4 0 3 3 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATT.................................................. 23 1 1 15.00 15 5 3 3 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGT..................................................... 19 1 1 14.00 14 0 0 2 2 1 2 1 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATGTCT............................................... 25 2 1 14.00 14 7 2 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGA..................................................... 22 1 1 12.00 12 2 7 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAGCCGTTCCTGAAGTGTCAAA................................................................................................................. 22 0 1 12.00 12 1 4 2 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATGTCC............................................... 26 2 1 12.00 12 5 2 2 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTTCCTGAAGTGTCAAAT................................................................................................................ 18 0 1 12.00 12 2 2 2 3 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGAC........................................................ 19 0 1 11.00 11 3 3 2 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAGCCGTTCCTGAAGTGTCAAAT................................................................................................................ 23 0 1 11.00 11 5 1 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCGTTCCTGAAGTGTCAAAT................................................................................................................ 20 0 1 11.00 11 2 3 2 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCT................................................................................................................... 19 1 1 10.00 10 0 0 0 0 0 2 0 2 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCAA................................................... 22 1 1 10.00 10 3 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAA................................................................................................................. 18 0 1 10.00 10 1 0 2 0 0 1 1 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGA......................................................... 18 0 1 10.00 10 3 0 1 0 0 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCATA.................................................. 22 1 1 10.00 10 2 4 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCGTTCCTGAAGTGTCAAATA............................................................................................................... 21 0 1 10.00 10 3 1 0 1 1 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACC....................................................... 21 1 1 9.00 9 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAG................................................................................................................. 21 1 1 9.00 9 0 2 1 2 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGCTC................................................... 25 2 1 9.00 9 2 3 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGTT.................................................... 23 2 1 9.00 9 1 4 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGT..................................................... 20 1 1 9.00 9 1 2 0 0 0 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCGTTCCTGAAGTGTCAAAT................................................................................................................ 21 0 1 9.00 9 2 3 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTTCCTGAAGTGTCAAATAGTC............................................................................................................ 22 1 1 8.00 8 0 2 2 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CGTTCCTGAAGTGTCAAATC............................................................................................................... 20 1 1 8.00 8 0 1 0 0 3 1 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAGCAT................................................... 25 0 1 7.00 7 4 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACA....................................................... 18 0 1 7.00 7 0 2 1 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAAATCA.............................................................................................................. 24 2 1 7.00 7 4 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGT......................................................... 19 1 1 7.00 7 2 0 2 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATTTGGCACATCAGTGACAGTTC................................................... 24 3 1 7.00 7 1 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCATC................................................................................................................. 21 2 1 6.00 6 0 0 0 1 2 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGCACATCAGTGACAGCATGA................................................. 24 1 1 6.00 6 2 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTGACAT...................................................... 22 1 1 6.00 6 2 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TTTATTTGGCACATCAGTGACA....................................................... 22 0 1 6.00 6 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCCC.................................................................................................................. 20 2 1 6.00 6 0 0 0 2 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAG.................................................................................................................. 20 1 1 6.00 6 1 0 0 2 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATTTGGCACATCAGTG.......................................................... 18 0 1 6.00 6 0 1 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GCACATCAGTGACAGCATG.................................................. 19 0 1 5.00 5 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGCACATCAGTGACAGCAA................................................... 21 1 1 5.00 5 0 1 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCCGTTCCTGAAGTGTCAATC................................................................................................................ 22 2 1 5.00 5 2 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAGCCGTTCCTGAAGTGTCA................................................................................................................... 20 0 1 5.00 5 1 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................GGCACATCAGTGACAGCATG.................................................. 20 0 1 5.00 5 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................AGCGCATCTGGTGACTAGC................................................................................................................................... 19 0 1 5.00 5 2 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTATTGCTATTGAATTCGCTATTGCTATTGCTATTCGCGTAGACCACTGATCGGCAAGGACTTCACAGTTTATCATCCATGATGAGCATTCTTTTACATGCAACTAAAAATAAACCGTGTAGTCACTGTCGTACAATGCTCATTAACGTGTTGTCGGTGTCGGCCTCTGTCTAGGCCTCTGTCT

************************************(((...((.(((((..((.(((.((((.((((((((((((((((((...((....))....)))).)))....))))))))))).)))).))).))..))))).))....)))***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR060685

9xArg_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

SRR2096058

Ovary_Min_98

SRR060682

9x140_0-
2h_embryos_total

................CGCTATTGCTATTGCTATTCGC.................................................................................................................................................. 22 0 1 1.00 1 0 0 1 0 0

.................................................................................................................ACCGTGTAGTCACTGTCGTAC.................................................. 21 0 1 1.00 1 0 0 0 1 0

.........................................................................................................................GTCACTGTCGTACAATGCTCA.......................................... 21 0 1 1.00 1 0 1 0 0 0

...............TCGCTATTGCTATTGCTA....................................................................................................................................................... 18 0 10 0.10 1 1 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:902970-903153

-
dvi_45 AATAACGATAACTTAAGCGATAA-CGATAACGATA----------AGCGCATCTGGTGACTAGCCGTTCCTGAAGTGTCAAATAGTAGGTACTACTCGTAAGAAAATGTACGTTGATTTTTATTTGGCACATCAGTGACAGCATGTTACGAG---------------TAATTGCACAACAGCCACAGCCGGAGACAG-------ATCCGGAGAC------------------------------------AGA

droMoj3 scaffold_6328:2897582-
2897760 -

dmo_206 AATATCGAT---TTGGGCGGTCATCGATA------G---ACAATGCGCGCATCTGGTGACTAGCTGTTCCTGAAGTGTCAAATAGTGAGTACTACTCGTAAGAAAATGTACGTTGATTTTTATTTGGCACATCAGTGACAGCATGTCACGAG---------------TAATTGCACAACGACCAGAGCCGATAACGAC-----------------------------------------------GGCGATCG

droGri2 scaffold_15081:2041113-
2041263 -

dgr_20 GGGAATCTGAG------TGAGCC-CG---------------AGGA--TGCATCTGGTAACTAGCCGTTCCTGTGTAGCCAAATAGTTGGTAGCAC----GA---------------TTGTTATTTGGCACATCAGTGACTGCTGGTTAACGG---------------TGAGCGCACAACAACCG---CCAGAGGATCA-T----TATCTTAAAG------------------------------------GGA

droWil2 scf2_1100000004909:7960743-
7960926 +

dwi_143 ATTGTTATTGTGTTATACCAGAATCAAGA------GCTACTAATT--GGCGTCTTGTGACGGGCAGTTCCTGAAGTGTCAAATAGTAGAGTACACTGATAA-----------TTAGTATCTATTTGGCACGTCAGTAACAGCCTTTTACAATTAAATGCAAATGCGGCGAGAGCATGGC-----CTGCCTGCCAGACT---------GT------------------------------------GGATATGA

dp5 XL_group1e:11562180-11562220
-

AACAACAACATCATCAACGGTAA-CGATAACGATA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACAACAT

droAna3 scaffold_13417:2460831-

2461017 -

dan_75 CGGCCCCTGCA--------------G---------------ACGT--CGCGTCCCGTGACGGGCAGTTCCTGAACTGTCAAATAGTGGACGGCAT----AAA----------------CATATTTGGCACGTCAGTAACAGCCTGTTACAAG---------------TCAGCGCACGACCAGCACTACCGGCCACCCTCGGCGGAAGCTAGCAGGCACTAGGCGGTCCAGGACGATCCAGGCGGTGCAATAGC

droBip1 scf7180000395874:32882-33015
-

C-----------------------------------------------GCGTCCCGTGACGGGCAGTTCCTGAACTGTCAAATAGTGGACGGCAT----AAA----------------CATATTTGGCACGTCAGTAACAGCCTGTTACAAG---------------ACAGCGCACGACCAGCAATACCGGCCACCTC-GATGGAAGCGTACAG------------------------------------GGA

droKik1 scf7180000302517:1186181-
1186309 +

------------------------------------------------GCGTCCCGTGACAGGCAGTTCCTGAAGTGTCAAATAGTGGATGACAT----GAG----------------AATATTTGGCACCCCAGAGACAGCCTGTTACTGG---------------GCAGCGAACGACC---CATGCCGGACACCCA-AAGAGAAAC-AACAC------------------------------------GGA

droFic1 scf7180000453342:157985-
158060 +

AGCAACGAAAACGAAAACGAAAA-CGACAACGACAACGGCTGGGGAGCGCCTTCAGTGCCT--CCGTTCCAGAAGTGCC------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 09:31 PM
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rescue.candidate

PASS/FAIL
1
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ID:

dvi_15

Coordinate:

scaffold_12855:2943421-2943472 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

CDS
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

CDS [Dvir\GJ10744-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AGTCTGGCAGCCCCATGAGCTTTTAACCGTACGGTCACACTTCTTACAACAGCTGTCTATTGCGACCTGGTTATTCAACTCGGACGAAATAAACAGCAAATTAAAAACTAAAGTCTAAATTAAAAAATCAAAATGAGACATGCTCAATTTTT

***********************************................(((((.((((.((.((.((((....)))).)).)).)))).)))))...................************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

M027

male
body

M047

female
body

SRR1106730

embryo_16-
30h

SRR1106729

mixed
whole
adult body

SRR1106722

embryo_10-
12h

SRR060681

Argx9_testes_total

SRR060677

Argx9_ovaries_total

SRR060664

9_males_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

M061

embryo

SRR060676

9xArg_ovaries_total

SRR060678

9x140_testes_total

SRR1106720

embryo_8-
10h

SRR060672

9x160_females_carcasses_total

SRR1106713

embryo_0-
2h

SRR060679

140x9_testes_total

SRR1106727

larvae

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR060675

140x9_ovaries_total

SRR060674

9x140_ovaries_total

SRR1106726

embryo_14-
16h

SRR060686

Argx9_0-
2h_embryos_total

SRR1106728

larvae

SRR1106714

embryo_2-
4h

SRR1106721

embryo_10-
12h

SRR060671

9x160_males_carcasses_total

SRR1106724

embryo_12-
14h

SRR060687

9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

SRR060665

9_females_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060680

Â 9xArg_testes_total

SRR1106717

embryo_6-
8h

SRR1106715

embryo_4-
6h

SRR060668

160x9_males_carcasses_total

SRR1106719

embryo_8-
10h

SRR1106712

embryo_0-
2h

SRR1106718

embryo_6-
8h

SRR1106716

embryo_4-
6h

SRR060685

9xArg_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

V116

male
body

SRR060666

160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

V053

head

SRR060688

160_ovaries_total

SRR060689

160x9_testes_total

SRR060663

160_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

V047

embryo

SRR060661

160x9_0-
2h_embryos_total

SRR060658

140_ovaries_total

...............................................................................TCGGACGAAATAAACAGCAAAT................................................... 22 0 1 119512.00 119512 11414 10616 10302 9595 9039 7936 8066 8234 7322 6207 5501 4669 4447 4003 3911 2945 1121 456 268 144 143 153 130 131 110 126 112 99 101 113 96 108 99 95 85 82 81 68 73 75 77 77 64 72 61 67 54 63 52 56 54 50 45 39 45 45 43 38 31 29 24 14 18 19 14 15 11 12 11 7 7 8 7 2 2 2 1

...............................................................................TCGGACGAAATAAACAGCAAA.................................................... 21 0 1 9268.00 9268 1018 980 952 767 485 509 447 430 563 596 353 309 227 264 467 353 149 24 25 18 11 13 13 6 7 7 14 11 7 6 14 11 12 6 14 7 7 8 11 9 6 6 9 5 7 11 11 7 10 3 5 11 6 8 0 1 4 2 7 3 2 4 0 1 4 3 1 0 0 0 1 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAA................................................... 22 1 1 8390.00 8390 923 904 744 714 652 537 478 552 637 538 361 326 293 327 95 115 32 9 5 4 5 8 3 6 2 16 2 4 3 1 3 1 4 1 6 5 2 8 3 2 6 2 2 6 6 2 4 2 0 0 0 0 8 2 4 3 3 1 1 0 1 2 0 0 1 0 0 0 2 0 0 0 0 0 1 0 0

...............................................................................TCGGACGAAATAAACAGCAAATT.................................................. 23 0 1 5575.00 5575 781 636 622 580 285 229 215 266 382 346 157 153 140 109 211 78 72 67 19 26 4 4 7 2 18 3 1 15 4 4 2 7 9 21 1 4 11 1 4 1 9 0 11 1 2 2 3 5 3 6 5 1 7 5 7 5 0 0 0 0 1 1 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAA..................................................... 20 0 1 4152.00 4152 296 247 305 260 255 320 274 272 178 214 155 169 144 127 364 175 60 15 54 4 30 3 13 0 2 7 16 11 12 6 11 9 1 3 6 4 4 7 8 5 1 12 3 3 5 3 11 1 8 5 3 9 6 2 2 4 1 8 3 3 4 0 1 1 1 1 1 1 0 1 0 1 0 1 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATA.................................................. 23 1 1 2664.00 2664 137 140 114 119 297 347 302 268 100 47 169 191 165 160 8 10 10 2 1 0 3 5 0 7 5 2 5 1 0 2 1 0 1 1 1 5 1 4 0 3 0 0 0 5 5 0 0 1 2 1 1 0 0 1 1 1 5 0 3 0 0 1 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAAA.................................................. 23 2 1 2584.00 2584 132 98 94 85 366 282 296 354 88 70 184 191 185 95 2 4 2 3 0 2 0 0 0 5 0 0 1 6 0 7 1 0 3 1 1 0 0 1 1 4 1 0 4 1 2 0 1 0 0 2 2 0 0 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATC.................................................. 23 1 1 208.00 208 6 13 17 5 15 12 18 23 8 15 3 13 16 5 1 7 6 5 7 2 1 0 0 0 0 0 2 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGC....................................................... 18 0 1 166.00 166 11 4 3 0 4 2 4 0 1 1 2 0 0 1 120 9 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGGACGAAATAAACAGCAAAT................................................... 21 0 1 157.00 157 5 4 2 3 2 0 0 2 2 2 0 2 0 2 0 0 127 0 0 0 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAG................................................... 22 1 1 150.00 150 15 10 7 10 18 13 15 12 8 9 6 6 4 2 2 7 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTAA................................................ 25 0 1 137.00 137 12 6 7 4 19 8 21 9 9 4 9 10 10 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAC................................................... 22 1 1 133.00 133 5 5 7 7 11 7 11 17 7 1 11 10 4 2 14 8 0 1 0 0 0 1 0 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCA...................................................... 19 0 1 124.00 124 0 4 3 7 1 7 7 2 1 0 2 1 0 1 36 8 18 0 0 0 3 0 2 0 0 0 2 0 2 0 1 0 0 0 1 0 0 1 0 0 0 1 0 1 1 2 1 0 1 0 0 2 0 0 0 0 0 2 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTAAA............................................... 26 0 1 113.00 113 7 4 2 3 13 10 14 17 2 2 11 10 11 3 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTT................................................. 24 1 1 90.00 90 13 4 12 9 2 5 2 5 6 10 3 0 0 0 4 2 4 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTA................................................. 24 0 1 85.00 85 8 5 3 9 6 12 10 7 4 6 3 4 0 2 0 0 1 0 0 0 0 0 0 1 0 2 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CTCGGACGAAATAAACAGCAAA.................................................... 22 0 1 78.00 78 8 10 9 14 2 0 2 0 8 4 0 0 0 0 8 4 1 1 0 0 0 1 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATG.................................................. 23 1 1 56.00 56 3 3 4 3 6 2 6 5 5 1 4 8 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CTCGGACGAAATAAACAGCAAAT................................................... 23 0 1 55.00 55 5 6 6 1 3 0 0 1 1 3 0 1 1 0 2 2 5 0 0 0 1 1 2 0 0 2 2 0 2 0 2 0 0 0 1 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CTCGGACGAAATAAACAGCAA..................................................... 21 0 1 42.00 42 3 11 2 1 0 0 0 0 0 0 1 4 0 0 11 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAT.................................................... 21 1 1 30.00 30 1 1 0 0 1 6 2 0 1 2 5 2 2 1 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GGACGAAATAAACAGCAAAT................................................... 20 0 1 30.00 30 1 1 1 0 0 1 0 4 2 1 1 0 1 1 0 1 7 0 0 0 3 2 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAC..................................................... 20 1 1 29.00 29 0 0 0 0 0 7 11 0 0 0 5 0 0 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGGACGAAATAAACAGCAAATT.................................................. 22 0 1 24.00 24 1 5 2 0 0 0 0 0 4 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAAG.................................................. 23 2 1 22.00 22 1 2 0 0 3 3 2 3 1 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAAC.................................................. 23 2 1 20.00 20 0 0 0 0 3 2 2 4 4 0 1 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTAAAA.............................................. 27 0 1 18.00 18 0 0 1 0 4 1 3 2 0 0 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTC................................................. 24 1 1 17.00 17 2 1 4 0 1 0 0 1 1 0 0 0 1 0 0 0 1 1 1 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAAC.......................................................... 23 0 1 15.00 15 1 0 0 0 0 0 1 1 0 0 1 0 0 1 2 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAACAGC....................................................... 26 0 1 15.00 15 3 4 2 0 0 1 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAG..................................................... 20 1 1 15.00 15 0 0 0 0 0 1 0 0 0 0 0 0 0 0 11 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGGACGAAATAAACAGCAAA.................................................... 20 0 1 14.00 14 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 11 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATAT................................................. 24 2 1 13.00 13 0 1 1 0 2 1 1 1 2 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGGACGAAATAAACAGCAAAA................................................... 21 1 1 12.00 12 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ACGAAATAAACAGCAAAT................................................... 18 0 1 11.00 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 1 0 0 1 0 0 0 0 0 0 0

..............................................................................CTCGGACGAAATAAACAGCAAAA................................................... 23 1 1 10.00 10 3 0 0 0 1 0 1 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAACA.................................................. 23 2 1 10.00 10 0 0 0 0 0 1 4 0 0 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAG.................................................... 21 1 1 10.00 10 2 1 1 0 1 0 0 0 1 0 0 0 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATAC................................................. 24 2 1 10.00 10 0 0 0 0 0 3 3 1 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAATA................................................... 22 2 1 9.00 9 0 2 0 1 0 0 1 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAACAG........................................................ 25 0 1 9.00 9 1 0 1 0 1 0 0 0 0 1 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATAG................................................. 24 2 1 9.00 9 1 2 0 1 1 0 0 0 1 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATCC................................................. 24 2 1 9.00 9 6 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAAAT................................................. 24 3 1 8.00 8 0 2 1 0 0 1 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GGACGAAATAAACAGCAAA.................................................... 19 0 1 8.00 8 0 0 0 1 0 0 0 1 0 1 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAAAAC................................................. 24 3 1 8.00 8 0 0 0 0 2 1 1 0 0 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAACA......................................................... 24 0 1 7.00 7 1 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAGA................................................... 22 2 1 6.00 6 1 0 1 1 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGTCTATTGCGACCTGGTT................................................................................ 22 0 1 5.00 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTAAAAA............................................. 28 0 1 5.00 5 0 0 0 0 0 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCC...................................................... 19 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAT..................................................... 20 1 1 4.00 4 0 0 0 0 0 0 1 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGGACGAAATAAACAGCAAAAA.................................................. 22 2 1 4.00 4 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAC.................................................... 21 1 1 4.00 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAA........................................................... 22 0 1 4.00 4 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAACAGCAAAT................................................... 30 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAATAA.................................................. 23 3 2 3.50 7 0 2 0 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAAACAGCA...................................................... 27 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATTAT................................................ 25 1 1 3.00 3 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGTCTATTGCGACCTGGTTATTCAA.......................................................................... 28 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATA............................................................. 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAATG................................................... 22 2 1 3.00 3 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGTCTATTGCGACCTG................................................................................... 19 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCG...................................................... 19 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TATTCAACTCGGACGAAATAA............................................................ 21 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCAAATCT................................................. 24 2 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGCT...................................................... 19 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGGACGAAATAAACAGG....................................................... 18 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCAGACCGTCGGGGTACTCGAAAATTGGCATGCCAGTGTGAAGAATGTTGTCGACAGATAACGCTGGACCAATAAGTTGAGCCTGCTTTATTTGTCGTTTAATTTTTGATTTCAGATTTAATTTTTTAGTTTTACTCTGTACGAGTTAAAAA

************************************................(((((.((((.((.((.((((....)))).)).)).)))).)))))...................***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR1106726

embryo_14-
16h

SRR060681

Argx9_testes_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060658

140_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060678

9x140_testes_total

SRR060676

9xArg_ovaries_total

SRR060659

Argentina_testes_total

SRR060672

9x160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060679

140x9_testes_total

SRR060660

Argentina_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060680

Â 9xArg_testes_total

V047

embryo

.............................................................................AGAGCCTGCTTTATTTGTCGTTT.................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:2943371-

2943522 +
dvi_15 AGT--------------------------CT---GGC--------AGCCCCATGAG-CTTTTAA----CCGTACGGTCACACTTCTTACA-ACAGCTGTCTATTGCGACCTGGTTATTCAACTCGGACGA------------A---ATAAACA----------GCAAATTAAA--AAC-TA---AAGTCTAAATTAAAAAAT---CAAAATGAGACATGCTCAATTTTT

droMoj3 scaffold_6540:10261928-
10262081 -

AGT--------------------------CT---GGCAAGCCTACGACA------G-ATGAAAG----CAATACGGTCACACCTCACAAA-ACAGCTGTCTACGGCGGCCTGGTTATTTAACTCGAGTGGAATAG-----------CCAGAGATTCAATA------AAATA-------AATTCTGAATTAGA-------ATT---AGAAATGAGACACGCTCAATTCAT

droGri2 scaffold_14906:3724819-
3724947 -

GCT--------------------------CT---G-----------------------------------AAATGGTCACACTTTTTGGAAACAGCTGCTTATCCCGGCCTGGTTATTTAACTTGGTCGC----------------ATGGAAATTTGC-------------TGAAC---AACGTAAGATTGAATTAAAT-TT---CAGTATGAGGCACGCACAATTTTT

droWil2 scf2_1100000004943:6280960-
6281042 -

TGATTATT--------------------------------------------TA------ACAATA-AATAAAG----------------------------------------------------TTAC--A-GATTGT---------------TGTTT------TTTTC-------AATTCTTGAATAAA---------A---AAATATGCGGCACGCTCAGTTTTT

dp5 2:9901747-9901840 + CTA---------------------------------------------------------------------------------------------------CTGCCG--------------------------CCTGGTTACTTAATAAATATTTAT--T-TGTTTATTGAA--A---A--TTGAAATAAAAGTTTAAATCGGACAACATGAGGCACGTCCAGTTCCT
droPer2 scaffold_0:10581695-10581789

-
CTA---------------------------------------------------------------------------------------------------CTGCCG--------------------------CCTGGTTACTTAATAAATATTTAT--TTTGTTTATTGAA--A---A--TTGAAATAAAAGTTGAAATCGGACAACATGAGGCACGTCCAGTTCCT

droAna3 scaffold_13340:1766435-
1766581 -

CGTTTTTACGGTACAAATATGGGCAAATTCC---GCC--------ATATATTCAGC-T-------CTTCAAGTCGGTAACACTATTCTG-------------CGGC--------------------------AACTTGGTTATTTAATTAACACTCTT--T-----------TAGC--ATTTATA-AATAAAA-----AAAC---TGACATGAGGCACGCGCAATTCCT

droBip1 scf7180000396712:2566441-
2566492 +

TAA---------------------------------------------------------------------------------------------------------------------------------------------------ACATTAGC--------------------ATTTATAAATAAAA-------AAT---TAACATGAGACACGCACAATTTCT

droKik1 scf7180000302392:620116-
620247 +

TATTTTTT----------------------TGTCAAC--------AGCTGATAA------CCGG----TTATTTGGTCACACTATTTGG-------------------------------------TTGC--A-ACCTATTATTTAATAAACATTTAT---------AGTG--AAA---TTGCTGAAATAAAGCAAAACAGC---AGAAATGAGACACGTACAATTTCT

droFic1 scf7180000453906:294755-
294854 +

A------------------------------------------------------------------------CGGTCACACTTTTTTGT------------------------------------------AGGTTGGTTATTTAATAAAAACAA-C--TA----CTTAA--GGA---GTTAGAAAATAAATCATTACCGG---CAAAATGAGACATGCTCAATTTCT

droEle1 scf7180000491261:41830-41956
+

TT----------------------------C---GTC--------AGCTGTTTCGGCC-------TTTTCGATTGGTCACACTGTTTCCG------------------------------------------AAATTGGTTATTCAATAAATATTTAT--TA----TATTT--AAA---TTAATGAAATAAAATTGGATTGC---ACAAATGAGGCACGTACAATTCCT

droRho1 scf7180000779659:510283-
510304 +

A---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GATGAGGCACGTACAATTCTT

droBia1 scf7180000302402:8936598-
8936619 -

---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AAATGAGACACGTGCAATTTCT

droTak1 scf7180000415653:180874-
180998 +

TTT--------------------------CC---ATC--------AGCTGTTTGCG-T-------TTGCTAAGTGGTCACACTGTTTTGA------------------------------------------AACTTGATTATTTAATAAACATTTGC---------AATT--GAT---TTTATGAAATAAAACCCGACTTC---CCAAATGAGACACGTGCAATTTCT

droEug1 scf7180000405162:321-375 - TTATGA-------------------------------------------------A-ATAAAAGT-----------------------------------------------------------------------------------------------------------------------AAAATAA--ATAGACCGC---CCAAATGAGACACGTACAATTTTT
dm3 chr3R:9207412-9207532 - CAT---------------------------------C--------AGCTGTTTA------GCAGTACAGTAAATGGTCACACTGTTTTGA------------------------------------------AAGCCGATTATTTAATAAACATTTGG-------------AAAAC---TTTATAAAATAAAACTACTTATC---CGAAATGAGACACGTGCAGTTTCT
droSim2 3r:11972378-11972473 + A------------------------------------------------------------------------TGGTCACACTGTTTTGA------------------------------------------ACGCTGATTATTTAATAAACATTTGG-------------AAAAC---TTTATAAAATAAAACTACCTATC---CGGAATGAGACACGTGCAGTTTCT
droSec2 scaffold_0:12798043-12798138

+
A------------------------------------------------------------------------TGGTCACACTGTTTTGA------------------------------------------ACGCTGATTATTTAATAAACATTTCG-------------AAAAC---TTTATAAAATAAAACTACCTATC---CGGAATGAGACACGTGCAGTTTCT

droYak3 3R:13513865-13513930 - AAT-------------------------------------------------------------------------------------------------------------------------------------------------AAATT----------GTTTATCA--AAA---GTTATAAGATAAAACTATCTTTC---CGAAATGAGACACGTGCAATTTCT
droEre2 scaffold_4770:12438639-

12438692 +
ACT---------------------------------------------------------------------------A----------------------------------------------------------------------------------------------CAT---TTTAAAAGATAAAACTACCTTTC---CGAAATGAGACACGTGCAATTTCT
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CCGAGAGTCTATGCCAAAGAAAACCTAAACTTAAAAATTTAGAGTGCCACGTGGCATATGAAGCGAAAGGCCCTTTTCGACTGCTATGTGCATTTTTTGACTAGTCATAGATAACAGTCTGAAAGGGCCTTTTGGCTCAGATGCAAACACAGCGATAACGATAACGATAACGATAACAATAACGATAACTTAA
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Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060656

9x160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized
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................................................................................................................AACAGTCTGAAAGGGCCTTTTCC.......................................................... 23 2 1 12016.00 12016 2355 1166 1157 1588 1623 1612 566 1447 365 1 88 4 8 6 5 8 5 2 1 1 0 0 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGT........................................................................................................ 23 0 1 11457.00 11457 3387 3235 2323 236 429 245 735 131 357 266 34 14 10 4 1 0 6 0 5 0 5 2 3 3 4 1 1 1 0 1 1 1 1 3 1 0 2 0 2 1 0 0 0 0 0 0 0 0 1 0 1 2 0 1 1 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTAT.......................................................................................................... 21 0 1 8123.00 8123 2834 2118 1509 264 248 203 670 138 23 31 21 12 9 3 1 1 3 0 5 2 2 0 0 3 2 2 1 0 3 1 2 2 0 1 2 0 0 2 0 0 1 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTC........................................................... 22 1 1 6414.00 6414 1451 1164 972 723 449 540 330 577 156 0 21 1 1 7 5 3 3 3 2 2 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATG......................................................................................................... 22 0 1 6192.00 6192 1876 1830 1299 143 211 122 423 76 47 59 17 22 15 1 1 1 0 2 3 3 1 6 1 1 3 0 6 7 3 2 0 2 0 0 0 0 1 0 0 2 0 0 1 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTC........................................................... 23 1 1 5649.00 5649 1235 1211 1010 524 482 370 300 329 142 0 30 2 1 2 1 2 2 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTCC.......................................................... 24 2 1 5585.00 5585 1329 867 725 550 654 469 331 319 203 0 116 5 3 2 3 1 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTT............................................................ 22 0 1 4717.00 4717 1046 1337 904 347 208 176 242 195 105 130 10 0 3 1 1 1 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0

...................................................................AGGCCCTTTTCGACTGCTATGT........................................................................................................ 22 0 1 4034.00 4034 1208 1194 790 89 129 81 284 52 104 76 6 2 2 2 0 0 1 1 1 2 0 3 0 0 2 0 1 1 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTT............................................................ 23 0 1 3743.00 3743 799 1095 787 223 203 149 181 123 60 81 8 0 0 3 0 4 2 3 2 2 2 2 0 2 1 0 0 0 0 2 4 0 0 1 0 1 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTCC.......................................................... 25 2 1 3693.00 3693 874 535 470 425 405 407 192 208 110 0 59 0 2 0 1 0 1 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTT............................................................. 22 0 1 3676.00 3676 741 846 702 373 230 249 135 161 73 125 11 0 1 3 4 4 1 1 2 4 0 0 1 1 2 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTC........................................................... 24 1 1 3261.00 3261 678 749 576 329 304 261 129 138 68 0 15 1 0 0 2 3 1 1 0 1 0 0 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTT............................................................ 21 0 1 2667.00 2667 591 738 554 173 93 112 116 149 50 82 2 0 1 0 1 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTT............................................................. 21 0 1 1583.00 1583 277 241 234 336 64 177 81 59 44 55 7 0 0 2 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTC....................................................................................................... 24 1 1 1412.00 1412 463 344 228 60 91 45 93 26 43 1 9 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTA........................................................................................................... 20 0 1 1384.00 1384 425 312 225 69 76 72 102 40 14 16 4 11 3 0 2 1 0 1 1 0 0 1 0 0 0 0 0 0 1 1 0 0 1 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTTC.......................................................... 23 2 1 990.00 990 191 293 240 48 50 48 35 57 28 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCT............................................................................................................ 19 0 1 829.00 829 212 121 96 44 70 72 38 56 16 37 3 43 1 0 0 2 1 0 0 0 3 4 0 1 0 1 2 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATC......................................................................................................... 22 1 1 719.00 719 228 137 108 54 52 36 53 24 5 0 2 9 2 0 1 1 1 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTC............................................................ 23 1 1 555.00 555 115 93 67 88 60 56 34 22 11 0 7 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTC............................................................ 22 1 1 553.00 553 108 77 72 85 71 53 23 47 11 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AGGCCCTTTTCGACTGCTATG......................................................................................................... 21 0 1 533.00 533 150 135 128 14 22 7 40 6 5 10 2 1 5 0 0 1 0 0 1 0 0 0 0 0 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1

................................................................................................................AACAGTCTGAAAGGGCCTTTTT........................................................... 22 1 1 515.00 515 66 167 113 17 7 9 15 9 12 96 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATCC........................................................................................................ 23 2 1 435.00 435 197 41 32 30 42 26 49 10 1 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTCC........................................................... 24 2 1 432.00 432 91 29 39 63 61 69 25 28 13 1 10 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCC........................................................... 22 2 1 408.00 408 60 25 26 60 69 76 15 57 14 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTCC........................................................... 23 2 1 399.00 399 78 38 27 52 65 58 19 31 12 0 14 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTCT.......................................................... 23 2 1 396.00 396 53 59 54 47 46 45 17 42 31 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AGGCCCTTTTCGACTGCTATGTC....................................................................................................... 23 1 1 379.00 379 121 82 60 11 26 21 38 9 7 0 1 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTT............................................................. 20 0 1 360.00 360 68 58 71 46 15 32 19 19 10 18 1 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTC............................................................ 21 1 1 304.00 304 67 43 45 42 22 33 9 32 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTT.............................................................. 21 0 1 284.00 284 59 64 47 34 13 28 9 13 5 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTCCT......................................................... 24 3 1 190.00 190 34 23 23 21 33 28 8 12 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCT............................................................... 20 0 1 186.00 186 14 18 14 51 18 32 4 6 12 7 2 2 0 0 0 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTCT.......................................................... 24 2 1 159.00 159 14 37 19 21 21 8 9 12 17 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTCA.......................................................... 23 2 1 146.00 146 38 16 20 19 15 17 7 3 7 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTTC.......................................................... 24 2 1 121.00 121 14 35 30 11 16 4 5 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTCCC.......................................................... 25 3 1 107.00 107 28 9 5 14 22 11 3 8 1 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ACAGTCTGAAAGGGCCTTTTCC.......................................................... 22 2 1 103.00 103 18 3 15 12 11 17 6 19 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTT........................................................... 23 1 1 99.00 99 17 31 16 10 2 3 4 1 4 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTCT.......................................................... 25 2 1 98.00 98 12 25 14 9 10 11 2 3 10 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTTC.......................................................... 25 2 1 96.00 96 13 36 23 6 7 2 3 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATTC........................................................................................................ 23 2 1 96.00 96 31 33 8 2 5 1 8 2 2 0 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCCC.......................................................... 23 3 1 96.00 96 19 6 4 13 24 15 0 11 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTC........................................................................................................... 20 1 1 90.00 90 17 10 15 6 7 11 5 13 0 1 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................CCTTTTCGACTGCTATGT........................................................................................................ 18 0 1 89.00 89 3 5 11 8 7 12 3 1 24 14 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTCA.......................................................... 24 2 1 81.00 81 17 18 9 6 9 10 2 4 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCT........................................................... 22 2 1 81.00 81 13 16 9 14 7 2 1 9 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTCT...................................................................................................... 25 2 1 80.00 80 36 16 16 1 4 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTCCC.......................................................... 24 3 1 69.00 69 16 5 1 12 10 10 3 5 0 0 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTT........................................................... 24 1 1 67.00 67 6 28 14 3 2 1 4 2 1 4 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTC............................................................. 22 1 1 60.00 60 16 7 3 11 5 5 5 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTA........................................................... 22 1 1 59.00 59 12 22 7 2 4 2 1 2 1 2 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTT.............................................................. 20 0 1 59.00 59 10 5 14 10 2 5 7 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AGGCCCTTTTCGACTGCTAT.......................................................................................................... 20 0 1 55.00 55 16 13 12 1 3 4 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATT......................................................................................................... 22 1 1 54.00 54 26 9 12 1 1 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTCA.......................................................... 25 2 1 53.00 53 14 12 5 5 5 3 3 1 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTCCT......................................................... 26 3 1 46.00 46 8 9 8 3 6 6 2 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTCCT......................................................... 25 3 1 43.00 43 8 4 4 8 4 7 1 4 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTTCT......................................................... 24 3 1 39.00 39 5 16 9 2 1 3 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTT....................................................................................................... 24 1 1 37.00 37 5 12 11 1 2 0 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................CCCTTTTCGACTGCTATGT........................................................................................................ 19 0 1 28.00 28 1 2 3 2 4 4 0 2 7 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ACAGTCTGAAAGGGCCTTTTC........................................................... 21 1 1 27.00 27 9 3 1 0 2 5 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCTC.......................................................... 23 3 1 26.00 26 4 4 3 3 4 3 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGC........................................................................................................ 23 1 1 24.00 24 12 4 2 1 0 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTCT........................................................... 23 2 1 24.00 24 1 2 2 5 9 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTG........................................................... 22 0 1 23.00 23 9 7 2 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTCCA......................................................... 25 3 1 23.00 23 2 1 5 4 3 2 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTA............................................................ 23 1 1 20.00 20 5 3 3 3 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTCCA......................................................... 24 3 1 20.00 20 2 1 1 3 3 3 2 1 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTA........................................................... 24 1 1 19.00 19 0 6 4 0 3 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGC................................................................. 18 0 1 19.00 19 1 1 0 4 9 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AGGCCCTTTTCGACTGCTATGTT....................................................................................................... 23 1 1 17.00 17 7 3 2 0 0 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATA......................................................................................................... 22 1 1 17.00 17 2 8 0 1 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCT............................................................... 19 0 1 16.00 16 2 0 1 4 1 2 0 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTT.............................................................. 19 0 1 15.00 15 1 5 2 1 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTAC.......................................................... 23 2 1 15.00 15 1 0 0 0 11 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AGGCCCTTTTCGACTGCTATGTCT...................................................................................................... 24 2 1 15.00 15 8 2 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTA........................................................... 23 1 1 15.00 15 1 3 7 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTCT........................................................... 24 2 1 15.00 15 1 5 0 3 0 1 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTC............................................................. 21 1 1 15.00 15 5 0 4 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTCA........................................................... 24 2 1 14.00 14 2 3 3 0 0 3 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................AGTCTGAAAGGGCCTTTTCC.......................................................... 20 2 1 14.00 14 2 2 1 3 1 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGA........................................................................................................ 23 1 1 14.00 14 3 2 6 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCACGTGGCATATGAAGCGA............................................................................................................................... 20 0 1 13.00 13 0 3 2 0 4 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTCC............................................................ 23 2 1 13.00 13 4 0 0 2 2 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ACAGTCTGAAAGGGCCTTTTTC.......................................................... 22 2 1 13.00 13 6 4 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CACGTGGCATATGAAGCGA............................................................................................................................... 19 0 1 13.00 13 4 4 0 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTCC............................................................ 22 2 1 12.00 12 2 1 0 0 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTAA.......................................................... 23 2 1 11.00 11 2 0 2 0 0 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................GCCCTTTTCGACTGCTATGT........................................................................................................ 20 0 1 11.00 11 0 1 4 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCA........................................................... 22 2 1 11.00 11 1 1 2 1 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTAC.......................................................................................................... 21 1 1 11.00 11 2 2 1 0 2 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTA....................................................................................................... 24 1 1 10.00 10 2 4 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTTT.......................................................... 23 2 1 10.00 10 0 2 2 0 0 0 0 0 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTTT...................................................................................................... 25 2 1 10.00 10 0 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATCCC....................................................................................................... 24 3 1 10.00 10 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ACAGTCTGAAAGGGCCTTTTCT.......................................................... 22 2 1 10.00 10 3 3 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTCCT.......................................................... 23 3 1 9.00 9 5 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGC............................................................................................................. 18 0 1 9.00 9 1 1 2 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTA............................................................ 22 1 1 8.00 8 3 1 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCT............................................................... 18 0 1 8.00 8 0 0 2 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TAACAGTCTGAAAGGGCCTTTTG........................................................... 23 0 1 7.00 7 0 2 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTCC............................................................ 21 2 1 7.00 7 2 0 0 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................AGTCTGAAAGGGCCTTTTC........................................................... 19 1 1 7.00 7 3 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................CAGTCTGAAAGGGCCTTTTCC.......................................................... 21 2 1 7.00 7 1 0 2 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTG........................................................... 24 0 1 7.00 7 3 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AACAGTCTGAAAGGGCCTTTTTCA......................................................... 24 3 2 7.00 14 2 5 2 0 0 2 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATAACAGTCTGAAAGGGCCTTTTAA.......................................................... 25 2 1 6.00 6 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................................AAGGCCCTTTTCGACTGCTATGTCA...................................................................................................... 25 2 1 6.00 6 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGCTCTCAGATACGGTTTCTTTTGGATTTGAATTTTTAAATCTCACGGTGCACCGTATACTTCGCTTTCCGGGAAAAGCTGACGATACACGTAAAAAACTGATCAGTATCTATTGTCAGACTTTCCCGGAAAACCGAGTCTACGTTTGTGTCGCTATTGCTATTGCTATTGCTATTGTTATTGCTATTGAATT

*********************************************..((((.(((..((((((((((((((.((((((((((.((............)))))))....))))).))))))))))))))..))).))))....***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

V116

male
body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

M028

head

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060676

9xArg_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

M047

female
body

M027

male
body

SRR060657

140_testes_total

SRR060677

Argx9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060656

9x160_ovaries_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060659

Argentina_testes_total

SRR060679

140x9_testes_total

SRR060674

9x140_ovaries_total

SRR060681

Argx9_testes_total

M061

embryo

SRR060687

9_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060655

9x160_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096013

Ovary_Strain_9_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

SRR060664

9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR1106718

embryo_6-
8h

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060654

160x9_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060683

160_testes_total

SRR1106722

embryo_10-
12h

SRR1106720

embryo_8-
10h

SRR1106730

embryo_16-
30h

SRR060666

160_males_carcasses_total

SRR060689

160x9_testes_total

SRR1106721

embryo_10-
12h

SRR1106725

embryo_14-
16h

SRR1106726

embryo_14-
16h

SRR060670

9_testes_total

SRR060678

9x140_testes_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR1106723

embryo_12-
14h

SRR060680

Â 9xArg_testes_total

SRR1106715

embryo_4-
6h

SRR1106717

embryo_6-
8h

SRR1106724

embryo_12-
14h

SRR1106716

embryo_4-
6h

SRR1106719

embryo_8-
10h

SRR1106728

larvae

SRR1106729

mixed
whole
adult body

...............................................................GCTTTCCGGGAAAAGCTGACGA............................................................................................................ 22 0 1 911.00 911 70 55 45 44 47 14 105 67 3 57 2 7 0 46 0 0 22 32 1 6 6 26 13 13 24 9 6 20 13 8 9 2 12 0 7 14 11 12 0 0 0 6 6 7 9 5 9 0 5 3 8 2 7 0 0 0 2 5 1 0 0 3 2 0 2 0 1 0 0 0 0 0 0 0

............................................................................................................TCTATTGTCAGACTTTCCCGGA............................................................... 22 0 1 469.00 469 87 55 65 55 16 48 0 0 15 0 13 7 21 0 15 16 0 0 16 5 6 0 1 1 0 0 1 0 0 0 0 1 0 8 0 0 0 0 0 0 7 0 0 0 0 0 0 1 0 1 0 0 0 0 1 2 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1

..............................................................................................................TATTGTCAGACTTTCCCGGAAA............................................................. 22 0 1 329.00 329 42 29 32 38 25 21 0 0 10 0 10 5 4 0 5 2 7 0 3 3 1 0 6 2 2 9 6 0 5 4 9 4 1 0 0 0 0 1 5 9 2 1 4 3 0 2 0 1 1 1 0 2 0 1 1 2 1 1 0 1 1 0 1 0 1 1 0 1 0 0 0 0 0 0

...............................................................................................................ATTGTCAGACTTTCCCGGAAAA............................................................ 22 0 1 134.00 134 25 25 17 14 7 9 0 0 4 0 5 0 3 0 4 0 3 0 1 2 4 0 2 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0

................................................................................................................TTGTCAGACTTTCCCGGAAAA............................................................ 21 0 1 125.00 125 12 17 9 9 16 9 0 0 1 0 0 23 0 0 1 2 0 0 2 3 7 0 1 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 1 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 0 1 0 0 0 0

...............................................................................................................ATTGTCAGACTTTCCCGGAAA............................................................. 21 0 1 84.00 84 16 12 6 9 9 4 0 0 2 0 2 4 2 0 2 0 2 0 1 0 0 0 0 0 0 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 1 1 0 1 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0

................................................................................................................TTGTCAGACTTTCCCGGAAA............................................................. 20 0 1 75.00 75 11 13 12 3 6 5 0 0 1 1 1 7 0 0 1 0 0 0 0 1 2 0 0 1 0 0 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.............................................................................................................CTATTGTCAGACTTTCCCGGA............................................................... 21 0 1 48.00 48 11 3 1 7 0 4 0 0 2 0 1 0 2 0 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 2 2 0 0 0 2 1 0 0 0 0 1 0 0 1 0 0 0 0 0

.............................................................................................................CTATTGTCAGACTTTCCCGGAAA............................................................. 23 0 1 30.00 30 6 4 4 3 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TCTATTGTCAGACTTTCCCGG................................................................ 21 0 1 29.00 29 0 1 1 1 1 0 0 0 1 0 4 0 0 0 4 3 0 0 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AATTGTCAGACTTTCCCGGAAAA............................................................ 23 1 1 28.00 28 3 3 1 1 1 2 0 0 5 0 3 0 1 0 2 0 0 0 1 0 0 0 0 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................CTTTCCGGGAAAAGCTGACGA............................................................................................................ 21 0 1 23.00 23 1 0 1 0 0 0 1 2 0 3 0 0 0 0 1 0 2 1 0 0 0 0 0 3 0 1 0 0 1 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGTCAGACTTTCCCGGAAAAC........................................................... 22 0 1 22.00 22 7 4 0 3 1 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 1 1 19.00 19 0 0 0 0 0 1 1 0 0 0 0 1 0 2 0 0 1 3 0 0 1 1 0 0 0 0 1 0 1 1 0 0 0 0 1 0 1 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................AAATTGTCAGACTTTCCCGGAAAA............................................................ 24 2 1 17.00 17 1 2 0 2 0 0 0 0 2 0 1 0 1 0 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTATTGTCAGACTTTCCCGG................................................................ 20 0 1 10.00 10 0 1 0 1 0 0 0 0 2 0 1 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 2 1 10.00 10 0 0 0 0 0 0 0 0 1 0 0 0 1 2 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTATTGTCAGACTTTCCCGGAA.............................................................. 22 0 1 9.00 9 5 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................AATATTGTCAGACTTTCCCGGAAA............................................................. 24 2 1 8.00 8 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GCTTTCCGGGAAAAGCTGACGATA.......................................................................................................... 24 0 1 8.00 8 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCTATTGTCAGACTTTCCCGGAAA............................................................. 24 1 1 7.00 7 2 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTCCGGGAAAAGCTGACGA............................................................................................................ 19 0 1 7.00 7 3 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................TCTTTCCGGGAAAAGCTGACGA............................................................................................................ 22 1 1 7.00 7 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...............................................................ACTTTCCGGGAAAAGCTGACGA............................................................................................................ 22 1 1 7.00 7 2 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................ATATTGTCAGACTTTCCCGGAAA............................................................. 23 1 1 6.00 6 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TCCGGGAAAAGCTGACGATAC......................................................................................................... 21 0 1 5.00 5 0 0 0 0 0 2 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTCCGGGAAAAGCTGACGATA.......................................................................................................... 21 0 1 5.00 5 0 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AATTGTCAGACTTTCCCGGAAA............................................................. 22 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TCTATTGTCAGACTTTCCCGGAA.............................................................. 23 0 1 4.00 4 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TCCGGGAAAAGCTGACGATA.......................................................................................................... 20 0 1 4.00 4 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATTGTCAGACTTTCCCGGAAAA............................................................ 23 0 1 4.00 4 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTTTCCGGGAAAAGCTGACGATA.......................................................................................................... 25 2 1 4.00 4 1 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ATCTATTGTCAGACTTTCCCGGA............................................................... 23 0 1 3.00 3 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................ATCTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 2 1 3.00 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AAATCTATTGTCAGACTTTCCCGGA............................................................... 25 2 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TCTATTGTCAGACTTTCCCGGAAA............................................................. 24 0 1 3.00 3 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATTGTCAGACTTTCCCGG................................................................ 19 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CCTTTCCGGGAAAAGCTGACGA............................................................................................................ 22 1 1 3.00 3 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................AAAATTGTCAGACTTTCCCGGAAAA............................................................ 25 3 1 3.00 3 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CTCTATTGTCAGACTTTCCCGGA............................................................... 23 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTCCGGGAAAAGCTGACGATAC......................................................................................................... 22 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................GTCAGACTTTCCCGGAAA............................................................. 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TTTCCGGGAAAAGCTGACGATA.......................................................................................................... 22 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CTTATTGTCAGACTTTCCCGGAAA............................................................. 24 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................CATTGTCAGACTTTCCCGGAAA............................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................CCGAGTCTACGTTTGTGTC......................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGCTTTCCGGGAAAAGCTGACG............................................................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................CTGTCAGACTTTCCCGGAAAA............................................................ 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GCTTTCCGGGAAAAGCTGACGAT........................................................................................................... 23 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................AATCTATTGTCAGACTTTCCCGGA............................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ACTATTGTCAGACTTTCCCGG................................................................ 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CCCTATTGTCAGACTTTCCCGGAAA............................................................. 25 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GCTTTCCGGGAAAAGCTGACG............................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TTTCCGGGAAAAGCTGACGA............................................................................................................ 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGCTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGTCAGACTTTCCCGGAAA............................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GAAGCTTTCCGGGAAAAGCTGACGA............................................................................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCTTTCCGGGAAAAGCT................................................................................................................. 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGCTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................CGGGAAAAGCTGACGA............................................................................................................ 16 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.............................................................AAACTTTCCGGGAAAAGCTGACGA............................................................................................................ 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGTCAGACTTTCCCGGAAAAC........................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................CTCTATTGTCAGACTTTCCCGGAAA............................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................AATTTCCGGGAAAAGCTGACGA............................................................................................................ 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GATTGTCAGACTTTCCCGGAAAA............................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCTATTGTCAGACTTTCCCGGA............................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................GTCAGACTTTCCCGGAAAA............................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATTGTCAGACTTTCCCGGAA.............................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGTCAGACTTTCCCGGAAAAC........................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................ATTTCCGGGAAAAGCTGACGA............................................................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGTCAGACTTTCCCGGAAAA............................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TCCGGGAAAAGCTGACGA............................................................................................................ 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACTGATCAGTATCTATTGTCAGACTTTCCCGGAAA............................................................. 35 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTTTCCGGGAAAAGCTGACGATA.......................................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGTCAGACTTTCCCGGAA.............................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATTGTCAGACTTTCCCGGA............................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................GCTATTGTCAGACTTTCCCGGA............................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................ACCTTTCCGGGAAAAGCTGACGA............................................................................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGATCAGTATCTATTGTCAGACTTTCCCGGAAA............................................................. 33 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................CCGGGAAAAGCTGACGATACA........................................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGTCAGACTTTCCCGGAAA............................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................CTTTCCGGGAAAAGCTGACGATA.......................................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................AAAGCTTTCCGGGAAAAGCTGACGA............................................................................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GATTGTCAGACTTTCCCGGAAA............................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................CGGGAAAAGCTGACGATAC......................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................CTACGTTTGTGTCGCTATTGCTAT.............................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................CTATTGCTATTGCTATTGTTA............. 21 0 9 0.11 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................TCGCTATTGCTATTGCTA......................... 18 0 10 0.10 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................CTATTGCTATTGCTATTGCTA................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................TATTGCTATTGCTATTGCTA................... 20 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................GCTATTGCTATTGCTATTGCTA................... 22 0 20 0.05 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................TTGCTATTGCTATTGCTA................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:903138-903330

-
dvi_187 CCGAGA-GTCTATGCCAAAGAAAACCTAAACTTAAAAATTTAGAGTGCCACGT--------GGCATATGAAGCGAAAG-GCCCTTTTCGACTGCTATGTGCATTTTTTGACTAGTCATAGATAACAGTCTGAAAGGGCCTTTTGGCTCAGATGCAAACACAGCGATAACGATAACGATA---ACGATAACAATA----ACGATAACTTAA

droMoj3 scaffold_6328:2897748-
2897933 -

dmo_91 TCGATAAGTT-----CGCATCGAATCTCAGCTAGGAAGT---GAGTGCAACGCCGTGGATAGGCGTATGAAGCAAGAG-GCCCTTTTTGATTGCTATGTGATTCGTCGTATTGGCCATAGATAACAGTCTGAAAGGGCCTTCGGGTTCATATACGGT-GC-----CATCTCTGCCGCTC---ACAA--TCGGCA----ATATCGATTTGG

droGri2 scaffold_15081:2041254-
2041374 -

dgr_24 CA---------------------------------------------------------------TTTGAGATGAAAGGGCCTTTTTTAGCTGCTATGTGAATTTTTCGACTAATC----ATAACAGTTAAGA-GGGCCTATCCTCTCAAATGACGC-AC-----GGGCAACAGCATTCGTGGC-----GG----------GGAATCTGA

droWil2 scf2_1100000004909:7960632-
7960758 +

dwi_52 GA--------------------------------------------------------------------GGTGGAAG-GCC--ATCCGATTGTTATGTATCTATATG-CATAATACCCGATAACAGTCAGAAAGGCGCTTTCACTTCATGTGCCGA-AT-----AGAGTCAACGCAGA---ACAA--GCTAAAATTGTTATTGTGTTAT

dp5 XL_group1e:11562205-11562255
-

GC--------------------------------------------------------------ATG------------------------------------------------------------------------------------------CACAACGATAACAATAACGATA---GCAACAACAACA----ACAACATCATCA

droAna3 scaffold_13417:2461007-
2461103 -

GC--------------------------------------------------------------ACATGGTATGGAAG-GCC--TATCGACTGCTATGTGTACTTCAGG-------ATGAATAACAGTCAGAAAGGCGCTTTCACACCAAGTGAGAT-CC-----GGCCC-----------------------------------CTGCA

droKik1 scf7180000302414:387286-
387334 +

AA--------------------------------------------------------------A--------------------------------------------------------------------------------------------GAGAACGATAAAGATAACGATA---ACGATAACGATA----ACGATAACTAGA

droFic1 scf7180000453495:282794-
282838 -

AC--------------------------------------------------------------------------------------------------------------------------------------------------------------AACGATCACGATAATGATA---ATGATAACGATA----ACGATAACGAGC
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
3
2
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CCCCTTCGGCTGGCAATCTCTTTCAAGGGTATTAACGACGTACAGCTTGCACTGGCGCTTTATAATCGAAGAGTGATTTTTATATGCTCTTTGATTGTAAAGGGCTATAGCGGGAGGAACGCAATTGCATCAATTACACTAATGAATCTCCTGATACTTGTG
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#
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Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060659

Argentina_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060657

140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060658

140_ovaries_total

M047

female
body

SRR060676

9xArg_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060654

160x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096059

Ovary_Min_164

SRR060688

160_ovaries_total

M027

male
body

SRR2096057

Ovary_Min_50

SRR060668

160x9_males_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096056

Ovary_Min_46

SRR2096079

embryo_0-
2h from
15to16 day
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dysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060672

9x160_females_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096055

Ovary_Min_43

SRR060671

9x160_males_carcasses_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head
SRR2096060

Ovary_Min_193

SRR060686

Argx9_0-
2h_embryos_total

M061

embryo

SRR060664

9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060667

160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V047

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060666

160_males_carcasses_total

M028

head

SRR060669

160x9_females_carcasses_total
SRR2096058

Ovary_Min_98
..................................................ACTGGCGCTTTATAATCGAAGA.......................................................................................... 22 0 1 44998.00 44998 7870 8536 6616 4638 5103 2954 2416 2147 2071 1573 711 95 46 19 19 29 14 24 19 12 7 1 2 2 13 2 0 9 10 1 1 0 1 5 0 0 3 2 0 5 0 2 2 3 1 5 1 1 2 0 1 1 1 1 1 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAG........................................................................................... 21 0 1 27598.00 27598 7430 6869 1903 4651 916 1823 2370 430 509 314 112 45 54 27 16 3 22 4 6 13 7 3 1 5 0 11 7 3 0 3 5 2 0 3 0 4 4 0 0 0 4 1 1 2 3 0 0 2 1 2 2 1 0 1 1 1 0 1 0
..................................................ACTGGCGCTTTATAATCGAAGAA......................................................................................... 23 1 1 3912.00 3912 852 729 349 513 428 89 243 209 191 198 49 3 5 2 2 3 0 0 0 2 1 9 10 0 0 2 0 0 0 2 0 6 0 0 5 0 0 3 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAG.................................................... 21 0 1 2419.00 2419 343 380 643 162 220 221 104 103 111 49 37 9 2 2 7 2 1 2 2 1 2 0 0 5 2 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAG......................................................................................... 23 0 1 1946.00 1946 189 177 407 121 220 398 69 121 78 88 63 9 1 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAA............................................................................................ 20 0 1 1942.00 1942 521 421 64 330 141 10 202 51 57 84 25 1 5 3 1 2 1 2 1 1 2 4 3 0 0 0 0 0 1 0 0 1 1 0 0 0 0 1 1 0 1 0 0 1 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGC................................................... 22 0 1 1897.00 1897 224 185 584 94 114 251 63 92 73 54 123 7 1 1 0 1 0 2 0 0 2 0 1 2 0 1 2 0 0 2 3 0 1 0 0 3 0 0 1 2 0 0 2 0 0 0 2 0 0 0 0 2 0 0 0 0 1 0 1
..................................................ACTGGCGCTTTATAATCGA............................................................................................. 19 0 1 856.00 856 156 129 94 96 90 56 67 48 41 40 5 0 9 4 1 3 0 0 5 1 1 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 1 0 2 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0
..................................................ACTGGCGCTTTATAATCGAAA........................................................................................... 21 1 1 570.00 570 172 112 19 117 23 5 48 12 18 19 5 0 0 0 0 1 2 0 1 0 1 3 1 0 0 0 0 0 0 1 0 1 2 0 2 0 2 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAAA........................................................................................ 24 2 1 479.00 479 157 110 14 66 27 7 35 20 17 17 3 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAT......................................................................................... 23 1 1 335.00 335 71 55 26 40 50 4 26 17 25 17 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCG.............................................................................................. 18 0 1 281.00 281 22 23 70 23 29 69 15 5 2 19 1 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCC.................................................. 23 1 1 273.00 273 68 48 8 48 5 0 33 3 15 4 33 0 2 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATA..................................................... 20 0 2 248.00 496 88 56 140 38 51 36 25 26 14 8 8 1 0 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAGT........................................................................................ 24 0 1 175.00 175 16 6 44 4 10 66 3 9 2 8 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTAT...................................................... 19 0 2 154.00 308 41 36 73 35 47 26 10 19 4 3 3 0 0 1 2 0 0 1 2 1 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGC.......................................................................................... 22 1 1 147.00 147 1 0 5 1 51 5 3 29 27 19 4 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGT.......................................................................................... 22 1 1 127.00 127 21 17 22 10 12 16 12 4 7 2 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGA................................................... 22 1 1 114.00 114 15 5 34 4 10 18 3 7 3 5 3 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
.................................................CACTGGCGCTTTATAATCGAAGA.......................................................................................... 23 0 1 90.00 90 25 18 10 11 4 1 4 7 5 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CTGGCGCTTTATAATCGAAGA.......................................................................................... 21 0 1 77.00 77 17 21 10 7 2 1 5 1 1 4 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................TGGCGCTTTATAATCGAAGAGT........................................................................................ 22 0 1 73.00 73 7 11 21 5 9 12 1 2 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................TGGCGCTTTATAATCGAAGAG......................................................................................... 21 0 1 69.00 69 9 5 20 2 9 15 3 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAC......................................................................................... 23 1 1 68.00 68 16 15 6 10 3 1 3 4 4 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTA....................................................... 18 0 2 63.50 127 13 6 58 14 13 13 3 3 1 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................TTAACGACGTACAGCTTGC................................................................................................................ 19 0 1 62.00 62 12 12 2 7 18 1 2 6 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CTGGCGCTTTATAATCGAAG........................................................................................... 20 0 1 60.00 60 14 23 5 11 0 0 3 0 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGT................................................... 22 1 1 58.00 58 1 4 28 2 9 9 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TCTTTGATTGTAAAGGGCTATAG.................................................... 23 0 1 53.00 53 8 14 1 8 6 0 7 2 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................TGGCGCTTTATAATCGAAGA.......................................................................................... 20 0 1 51.00 51 8 11 7 8 2 6 2 4 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CTGGCGCTTTATAATCGAAGAG......................................................................................... 22 0 1 50.00 50 3 6 7 9 4 5 2 4 3 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CACTGGCGCTTTATAATCGAAG........................................................................................... 22 0 1 48.00 48 19 13 2 6 1 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GGCGCTTTATAATCGAAGA.......................................................................................... 19 0 1 47.00 47 3 2 7 1 20 2 0 6 3 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAA.................................................... 21 1 2 44.00 88 13 8 29 4 12 5 5 4 2 0 1 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGATC........................................................................................ 24 2 1 40.00 40 10 10 0 6 5 0 3 4 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCT.................................................. 23 1 1 37.00 37 4 3 13 3 2 3 2 2 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGG.......................................................................................... 22 1 1 34.00 34 1 1 6 2 7 4 2 1 4 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TCTTTGATTGTAAAGGGCTAT...................................................... 21 0 2 32.50 65 20 9 10 6 7 1 4 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................TGGCGCTTTATAATCGAAG........................................................................................... 19 0 1 30.00 30 13 11 0 3 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGTC.................................................. 23 2 1 29.00 29 4 2 2 9 6 0 1 0 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAT........................................................................................... 21 1 1 28.00 28 4 2 4 2 5 5 2 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCA.................................................. 23 1 1 28.00 28 5 3 8 3 1 2 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCCT................................................. 24 2 1 27.00 27 4 7 0 2 2 0 3 3 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAGA........................................................................................ 24 1 1 27.00 27 6 2 5 2 2 4 2 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................ATTAACGACGTACAGCTTGC................................................................................................................ 20 0 1 21.00 21 5 3 0 3 6 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................GCGCTTTATAATCGAAGA.......................................................................................... 18 0 1 21.00 21 1 0 4 1 8 0 0 1 1 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGCA......................................................................................... 23 2 1 20.00 20 0 0 1 0 14 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CTGGCGCTTTATAATCGAAGAGT........................................................................................ 23 0 1 18.00 18 2 0 5 1 4 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAAA................................................... 22 2 2 17.50 35 4 3 22 0 2 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATT..................................................... 20 1 2 17.50 35 3 2 6 5 9 2 3 1 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAAAA....................................................................................... 25 3 1 16.00 16 8 2 1 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAC........................................................................................... 21 1 1 14.00 14 1 1 1 0 6 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TCTTTGATTGTAAAGGGCTATA..................................................... 22 0 2 13.00 26 7 5 5 2 2 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATC..................................................... 20 1 2 12.50 25 4 1 4 0 3 0 0 6 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TCTTTGATTGTAAAGGGCTA....................................................... 20 0 2 12.50 25 2 4 6 0 5 3 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGATA........................................................................................ 24 2 1 12.00 12 4 2 1 1 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GGCGCTTTATAATCGAAG........................................................................................... 18 0 1 12.00 12 3 1 1 1 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAC............................................................................................ 20 1 1 12.00 12 0 0 0 1 3 0 1 0 1 1 0 0 2 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGATC........................................................................................... 21 2 1 11.00 11 4 3 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAAG........................................................................................ 24 2 1 11.00 11 0 1 5 1 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAAC........................................................................................ 24 2 1 10.00 10 5 0 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGATG........................................................................................ 24 2 1 10.00 10 3 1 3 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTTTGATTGTAAAGGGCTATA..................................................... 21 0 2 10.00 20 4 3 6 3 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CACTGGCGCTTTATAATCGAAGAA......................................................................................... 24 1 1 9.00 9 3 1 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................TAACGACGTACAGCTTGC................................................................................................................ 18 0 1 8.00 8 1 2 0 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAC.................................................... 21 1 2 8.00 16 1 0 5 0 7 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTTTGATTGTAAAGGGCTATAG.................................................... 22 0 1 6.00 6 0 0 0 0 1 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAACC.......................................................................................... 22 2 1 6.00 6 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGTT.................................................. 23 2 1 6.00 6 0 1 2 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTGATTGTAAAGGGCTATAG.................................................... 20 0 1 6.00 6 0 0 1 0 2 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGACC........................................................................................ 24 2 1 6.00 6 1 1 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTTTGATTGTAAAGGGCTA....................................................... 19 0 2 5.50 11 2 0 3 2 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGAAA................................................. 24 3 1 5.00 5 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGTCT................................................. 24 3 1 5.00 5 0 1 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGAA.................................................. 23 2 1 5.00 5 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGTA......................................................................................... 23 2 1 5.00 5 2 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CTGGCGCTTTATAATCGAAGAA......................................................................................... 22 1 1 5.00 5 2 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGGA......................................................................................... 23 2 1 5.00 5 2 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................TATTAACGACGTACAGCTTGC................................................................................................................ 21 0 1 5.00 5 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GGCGCTTTATAATCGAAGAA......................................................................................... 20 1 1 5.00 5 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAG............................................................................................ 20 1 1 5.00 5 1 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GGCGCTTTATAATCGAAGAG......................................................................................... 20 0 1 4.00 4 0 0 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGT............................................................................................. 19 1 1 4.00 4 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAATC.......................................................................................... 22 2 1 4.00 4 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................CGCTTTATAATCGAAGAA......................................................................................... 18 1 1 4.00 4 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAGTT....................................................................................... 25 1 1 4.00 4 0 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCAA................................................. 24 2 1 4.00 4 1 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCTT................................................. 24 2 1 4.00 4 0 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAGTC....................................................................................... 25 1 1 4.00 4 0 1 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATTA.................................................... 21 2 2 3.50 7 4 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGAGC........................................................................................ 24 1 1 3.00 3 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................TGGCGCTTTATAATCGAAGAA......................................................................................... 21 1 1 3.00 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCCC................................................. 24 2 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGC............................................................................................. 19 1 1 3.00 3 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGACA........................................................................................ 24 2 1 3.00 3 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAAC.......................................................................................... 22 2 1 3.00 3 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGTT......................................................................................... 23 2 1 3.00 3 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCAT................................................. 24 2 1 3.00 3 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CACTGGCGCTTTATAATCGAA............................................................................................ 21 0 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CACTGGCGCTTTATAATCGAAGAG......................................................................................... 24 0 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGCT......................................................................................... 23 2 1 3.00 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTGATTGTAAAGGGCTATAGC................................................... 21 0 1 3.00 3 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTTTGATTGTAAAGGGCTAT...................................................... 20 0 2 3.00 6 0 0 0 2 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCCA................................................. 24 2 2 3.00 6 1 1 0 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATG..................................................... 20 1 2 3.00 6 1 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAAT................................................... 22 2 2 3.00 6 1 0 2 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TCTTTGATTGTAAAGGGCTATAA.................................................... 23 1 2 3.00 6 0 2 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TTTGATTGTAAAGGGCTATAGCCAT................................................ 25 3 2 2.50 5 0 2 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACTGGCGCTTTATAATCGAAGATGT....................................................................................... 25 3 1 2.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGGGAAGCCGACCGTTAGAGAAAGTTCCCATAATTGCTGCATGTCGAACGTGACCGCGAAATATTAGCTTCTCACTAAAAATATACGAGAAACTAACATTTCCCGATATCGCCCTCCTTGCGTTAACGTAGTTAATGTGATTACTTAGAGGACTATGAACAC

*************************************...(((....(((((..((((.(((((((((((((((((.((......))))))))))))))))))).))))..)))))....)))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

SRR060671

9x160_males_carcasses_total

M027

male
body

SRR060662

9x160_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

V047

embryo

SRR060677

Argx9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12970:9416605-
9416766 -

dvi_40 CCCCTTCGGCTGGCAATCTCTTTCAAGGGTATTAACGACGTACAGCTTGCACTGGCGCTTTATAATCGAAGAGTGATTTTTATATGCTCTTTGATTGTAAAGGGCTATAGCGGGAGGAACGCAATTGCATCAATTACACTAATGAATCTCCTGATACTTGTG

droMoj3 scaffold_6308:1310073-
1310128 +

C---------------------------------------------TTGTTCTGGTAGCCTTCAGTCAACGAGTGCTTTCAATATGCTCCTTGATTGCAGA-------------------------------------------------------------

Generated: 09/08/2015 at 08:54 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
2
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9416605-9416766
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9416605-9416766
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_40.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6308:1310073-1310128


ID:

dvi_31

Coordinate:

scaffold_12855:6284220-6284277 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ10228-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GTGCGAAGAAATCGTAGGGTATTCGGCTGCGGCTGTCAACTTTTTGCTGACGCATAAACATTAGACAATATTGTTTACTTACAACATATTGTCTATTGATTGTGCTTCGGCACTAAGCTAATATCTCGAGCAAAAAGCGTGCCAGTGTTGTAAAGTGT

***********************************....(((..((((((.((((((.((.(((((((((((((......)))..)))))))))).)).)))))).))))))..))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

M027

male
body

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060683

160_testes_total

SRR060659

Argentina_testes_total

SRR1106729

mixed
whole
adult body

V116

male
body

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096057

Ovary_Min_50

M028

head

SRR1106727

larvae

SRR1106728

larvae
SRR2096060

Ovary_Min_193

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

SRR060658

140_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060673

9_ovaries_total
SRR2096058

Ovary_Min_98

SRR060684

140x9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060668

160x9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

......................................................................................TATTGTCTATTGATTGTGCTT................................................... 21 0 1 28451.00 28451 7937 6653 5405 2663 1762 475 1143 523 641 276 367 232 100 51 25 23 25 24 17 18 14 7 2 1 10 5 10 8 7 5 2 7 2 2 3 0 2 2 0 0 0 1 1 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTC.................................................. 22 0 1 13593.00 13593 3582 4115 2858 1333 770 357 52 267 23 117 47 3 9 25 3 2 0 3 1 4 1 3 1 8 0 0 0 1 0 1 1 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTT................................................... 22 0 1 5796.00 5796 1478 1508 1077 484 306 207 163 94 197 77 122 32 9 8 4 4 2 2 5 2 2 2 1 0 3 0 0 0 1 0 2 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0

....................................................................................CATATTGTCTATTGATTGTGCTT................................................... 23 0 1 5500.00 5500 1389 1470 1131 384 369 317 104 72 51 94 33 19 14 5 10 6 2 3 3 1 4 2 0 3 1 0 0 2 2 0 2 0 1 1 1 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCT.................................................... 22 0 1 3746.00 3746 953 897 729 292 241 191 161 41 37 63 30 33 7 3 9 4 8 6 2 4 2 6 10 0 2 6 1 1 1 4 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTC.................................................. 24 0 1 2169.00 2169 542 709 423 192 117 103 1 27 1 40 6 0 1 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTC................................................... 23 1 1 1962.00 1962 480 429 369 149 181 205 25 33 0 69 1 0 9 5 0 0 0 2 0 0 0 0 0 0 0 2 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTC..................................................................................... 23 1 1 1902.00 1902 521 693 346 173 74 42 1 15 0 28 1 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTG...................................................... 20 0 1 1829.00 1829 449 322 347 159 224 107 103 22 31 45 9 1 3 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTT.................................................. 22 1 1 1667.00 1667 601 343 376 177 80 21 13 23 7 11 7 1 1 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATT...................................................................................... 22 0 1 1660.00 1660 422 633 352 168 41 16 0 2 2 15 0 0 2 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTG..................................................................................... 23 0 1 1474.00 1474 410 517 314 137 19 47 6 5 0 10 1 0 0 0 2 1 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCT.................................................... 21 0 1 1275.00 1275 313 302 235 109 61 31 55 24 70 11 46 6 2 0 1 1 2 0 2 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTC.................................................. 23 0 1 1100.00 1100 254 351 247 105 46 41 4 18 0 18 11 0 0 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCT.................................................... 20 0 1 767.00 767 202 154 156 89 42 6 57 12 18 6 11 4 2 0 0 1 0 0 2 1 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTC................................................... 22 1 1 709.00 709 161 176 151 66 52 43 9 19 0 17 8 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTC................................................... 21 1 1 686.00 686 170 156 130 89 61 16 26 18 0 7 6 0 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGC..................................................... 21 0 1 645.00 645 17 181 163 50 47 94 21 4 22 25 3 0 0 7 0 3 0 0 1 1 0 3 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTT................................................. 23 2 1 440.00 440 179 73 108 56 7 3 0 5 1 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATAT....................................................................................... 21 0 1 365.00 365 112 115 77 48 3 5 0 3 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCT................................................. 23 1 1 363.00 363 115 97 87 30 18 7 1 3 0 1 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCC................................................. 23 1 1 341.00 341 106 61 41 38 28 6 41 6 0 2 1 1 4 2 0 1 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTA.................................................. 22 1 1 316.00 316 114 67 74 38 11 1 0 2 1 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTT.................................................. 23 1 1 292.00 292 93 76 62 33 7 4 2 5 2 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGT....................................................... 19 0 1 230.00 230 28 14 18 6 67 39 0 17 2 36 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTCC.................................................................................. 26 2 1 215.00 215 62 93 34 19 3 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTT.................................................. 24 1 1 185.00 185 54 56 51 15 5 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCC.................................................... 22 1 1 179.00 179 24 24 13 9 13 26 50 2 0 8 0 5 1 0 1 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTC................................................................................... 25 1 1 149.00 149 29 67 35 12 1 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTA................................................... 23 1 1 141.00 141 42 36 36 8 4 6 1 0 2 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTCC................................................. 25 1 1 129.00 129 34 24 20 12 11 16 9 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTA................................................. 23 2 1 119.00 119 49 21 26 16 3 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCA................................................. 23 1 1 117.00 117 24 45 20 14 4 1 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1

..................................................CGCATAAACATTAGACAATATTA..................................................................................... 23 1 1 107.00 107 39 29 29 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTCT................................................. 25 1 1 106.00 106 24 41 15 12 4 4 0 0 0 1 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTCCT................................................................................. 27 3 1 101.00 101 27 32 17 19 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTG.................................................. 22 1 1 96.00 96 37 24 12 6 8 2 0 5 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTTC.................................................................................. 26 1 1 85.00 85 25 35 20 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTCA.................................................................................... 24 2 1 79.00 79 21 22 21 12 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTT................................................................................... 25 0 1 73.00 73 23 27 15 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTA................................................... 22 1 1 72.00 72 23 13 20 4 1 2 2 2 1 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGT..................................................... 21 1 1 67.00 67 14 6 13 3 10 10 0 3 1 3 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTTT................................................. 24 2 1 66.00 66 29 16 14 5 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATA........................................................................................ 20 0 1 61.00 61 20 16 18 4 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTTT................................................ 24 3 2 61.00 122 36 21 34 12 3 3 0 0 4 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTCC.................................................................................... 24 2 1 59.00 59 14 15 13 7 3 3 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTCC................................................. 24 1 1 59.00 59 20 13 7 6 3 3 3 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTA.................................................. 23 1 1 59.00 59 14 16 23 4 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTA................................................... 21 1 1 58.00 58 14 11 16 10 3 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGT....................................................... 18 0 1 57.00 57 0 4 3 1 14 15 0 5 0 12 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCTT................................................... 20 0 1 54.00 54 15 11 10 3 5 1 1 1 1 1 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCG................................................. 23 0 1 53.00 53 16 6 7 5 2 5 0 7 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTCT................................................. 24 1 1 52.00 52 8 17 12 3 2 5 0 0 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTCA................................................. 25 1 1 48.00 48 14 18 7 5 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTCCC................................................................................. 27 3 1 47.00 47 22 17 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACGCATAAACATTAGACAATAT....................................................................................... 22 0 1 47.00 47 11 21 5 5 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTG...................................................... 19 0 1 45.00 45 7 9 4 5 6 2 1 1 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTAA................................................. 23 2 1 43.00 43 14 10 13 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCTTC.................................................. 21 0 1 43.00 43 11 12 9 4 1 2 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTA.................................................. 24 1 1 42.00 42 18 10 8 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTTCC................................................................................. 27 2 1 41.00 41 16 10 8 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTAA................................................ 24 3 1 40.00 40 17 8 11 1 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCCC................................................... 23 2 1 38.00 38 11 3 2 1 5 5 6 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAAT......................................................................................... 19 0 1 37.00 37 11 9 10 4 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTAT................................................. 23 2 1 37.00 37 14 3 14 4 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTCT.................................................. 24 2 1 37.00 37 6 8 8 5 2 5 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGT.................................................................................... 24 0 1 35.00 35 10 12 11 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTT..................................................................................... 23 1 1 32.00 32 10 12 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTAA.................................................................................... 24 2 1 31.00 31 11 7 5 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTC...................................................... 20 1 1 30.00 30 6 4 2 1 6 8 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTAT................................................ 24 3 1 30.00 30 15 8 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTCT.................................................. 22 2 1 29.00 29 9 5 5 3 4 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCA.................................................... 22 1 1 28.00 28 7 6 6 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTTA................................................ 24 3 2 27.00 54 23 10 16 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTCT.................................................. 23 2 1 25.00 25 8 5 5 2 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCCC................................................ 24 2 1 24.00 24 8 3 2 2 3 1 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCTTCG................................................. 22 0 1 24.00 24 3 4 6 2 3 2 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTTC................................................. 25 2 1 23.00 23 8 7 3 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGC..................................................... 20 0 1 21.00 21 3 2 4 0 3 1 1 0 3 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTGT................................................. 23 2 1 21.00 21 7 2 4 6 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTCCC................................................ 26 2 1 21.00 21 3 4 2 3 4 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTG...................................................... 18 0 1 21.00 21 3 3 8 0 3 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTGTCTATTGATTGTGCTT................................................... 19 0 1 21.00 21 5 7 1 1 0 1 1 0 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTG........................................................ 18 0 1 20.00 20 1 4 1 1 2 0 4 0 0 4 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGT..................................................... 20 1 1 19.00 19 4 1 4 1 1 0 0 1 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTC................................................. 23 2 1 18.00 18 9 3 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGA.................................................................................... 24 1 1 18.00 18 3 6 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCC.................................................... 21 1 1 18.00 18 1 1 2 0 1 1 9 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTG.................................................. 23 1 1 17.00 17 7 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGA..................................................... 21 1 1 17.00 17 3 1 8 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTTT................................................. 25 2 1 15.00 15 4 5 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGG..................................................... 21 1 1 15.00 15 1 0 1 0 8 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTTCC................................................ 24 3 1 14.00 14 3 3 2 1 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTGTCA.................................................................................. 26 2 1 13.00 13 3 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGTCTATTGATTGTGCTT................................................... 18 0 1 13.00 13 4 4 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTCTC................................................ 26 2 1 13.00 13 7 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTT...................................................... 20 1 1 13.00 13 1 0 0 0 1 6 0 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTTTC................................................ 26 3 1 12.00 12 4 6 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCATAAACATTAGACAATATTG..................................................................................... 22 0 1 12.00 12 1 7 1 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCTC................................................ 24 2 1 12.00 12 2 4 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTTCC................................................ 26 3 1 11.00 11 2 1 2 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCT.................................................... 19 0 1 11.00 11 3 5 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTAA................................................. 24 2 1 11.00 11 6 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTG................................................... 21 1 1 11.00 11 1 1 1 1 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGC..................................................... 19 0 1 11.00 11 0 0 1 0 3 2 0 0 2 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTG................................................... 23 1 1 10.00 10 3 2 2 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTCTC................................................ 25 2 1 10.00 10 4 1 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCATAAACATTAGACAATATT...................................................................................... 21 0 1 10.00 10 5 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTG.................................................. 24 1 1 10.00 10 1 5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCCT................................................ 24 2 1 10.00 10 4 1 2 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACGCATAAACATTAGACAATA........................................................................................ 21 0 1 10.00 10 2 5 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTTA................................................. 25 2 1 10.00 10 3 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTTTT................................................ 25 3 1 9.00 9 3 1 2 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCTT................................................ 24 2 1 8.00 8 2 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTCCC................................................................................... 25 3 1 8.00 8 4 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCATAAACATTAGACAATATTC..................................................................................... 22 1 1 8.00 8 1 5 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATC...................................................................................... 22 1 1 8.00 8 2 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCG.................................................... 22 1 1 8.00 8 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCTA................................................ 24 2 1 7.00 7 2 1 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTGA................................................. 23 2 1 7.00 7 1 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATA...................................................................................... 22 1 1 7.00 7 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTTA................................................. 24 2 1 7.00 7 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCTTCAA................................................ 24 2 1 7.00 7 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGCC.................................................... 20 1 1 7.00 7 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGTCTATTGATTGTGCTTC.................................................. 19 0 1 6.00 6 1 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTTAA................................................ 25 3 1 6.00 6 2 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTAA.................................................. 23 2 1 6.00 6 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTGTCTATTGATTGTGCTTC.................................................. 20 0 1 6.00 6 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCTTT.................................................. 21 1 1 6.00 6 4 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTCA.................................................. 24 2 1 6.00 6 1 1 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTCTT................................................. 25 3 1 5.00 5 1 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTCCC................................................ 25 2 1 5.00 5 2 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTAT................................................. 24 2 1 5.00 5 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTAT.................................................. 23 2 1 5.00 5 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CATATTGTCTATTGATTGTGCTTAA................................................. 25 2 1 5.00 5 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATAA....................................................................................... 21 1 1 5.00 5 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGCATAAACATTAGACAATATTCAA................................................................................... 25 3 1 5.00 5 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATTGTCTATTGATTGTGCTTTC................................................. 24 2 1 5.00 5 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCATAAACATTAGACAATATTGTCC.................................................................................. 25 2 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTGTCTATTGATTGTGCTTCC................................................. 22 1 1 5.00 5 1 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTGTCTATTGATTGTGT..................................................... 19 1 2 5.00 10 2 2 1 0 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CACGCTTCTTTAGCATCCCATAAGCCGACGCCGACAGTTGAAAAACGACTGCGTATTTGTAATCTGTTATAACAAATGAATGTTGTATAACAGATAACTAACACGAAGCCGTGATTCGATTATAGAGCTCGTTTTTCGCACGGTCACAACATTTCACA

************************************....(((..((((((.((((((.((.(((((((((((((......)))..)))))))))).)).)))))).))))))..))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

V053

head

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

M028

head
SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060681

Argx9_testes_total

SRR060669

160x9_females_carcasses_total

SRR060679

140x9_testes_total
SRR2096059

Ovary_Min_164

M027

male
body

SRR060678

9x140_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060657

140_testes_total

SRR060674

9x140_ovaries_total
SRR2096056

Ovary_Min_46

SRR060673

9_ovaries_total

SRR060659

Argentina_testes_total

SRR060675

140x9_ovaries_total

SRR060658

140_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060688

160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR1106729

mixed
whole
adult body

V047

embryo

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

...............................................ACTGCGTATTTGTAATCTGTTA......................................................................................... 22 0 1 2932.00 2932 1176 728 274 100 97 70 21 39 30 24 48 23 29 25 11 28 21 17 18 22 22 13 13 12 8 7 6 6 5 3 4 4 6 5 4 3 1 2 2 2 1 1 1 0 0 0

.....................................................................................TATAACAGATAACTAACACGAA................................................... 22 0 1 677.00 677 47 234 24 50 66 52 56 30 27 0 1 25 3 7 21 7 2 0 4 1 0 1 3 1 0 1 2 0 1 4 0 1 0 1 0 0 1 2 0 0 2 0 0 0 0 0

................................................CTGCGTATTTGTAATCTGTTA......................................................................................... 21 0 1 238.00 238 96 46 16 5 2 3 0 1 2 25 1 2 3 3 0 0 10 10 1 0 1 0 0 0 2 1 0 1 0 0 1 1 0 0 0 1 2 0 1 1 0 0 0 0 0 0

......................................................................................ATAACAGATAACTAACACGAA................................................... 21 0 1 73.00 73 11 20 5 8 5 3 6 3 1 0 0 1 2 1 1 2 0 0 2 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTGCGTATTTGTAATCTGTT.......................................................................................... 21 0 1 61.00 61 2 57 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TAACAGATAACTAACACGAA................................................... 20 0 1 51.00 51 5 21 2 5 1 0 2 1 2 2 0 1 1 3 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGCGTATTTGTAATCTGTTA......................................................................................... 20 0 1 42.00 42 17 10 4 0 0 0 0 0 0 4 0 1 1 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0

.....................................................................................TATAACAGATAACTAACACGA.................................................... 21 0 1 36.00 36 0 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCTGCGTATTTGTAATCTGTTA......................................................................................... 22 1 1 19.00 19 2 2 5 0 3 1 1 0 0 0 0 0 1 0 1 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTATAACAGATAACTAACACGAA................................................... 23 1 1 10.00 10 2 4 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTGCGTATTTGTAATCTGT........................................................................................... 20 0 1 7.00 7 0 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTGCGTATTTGTAATCTG............................................................................................ 19 0 1 6.00 6 0 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GCTGCGTATTTGTAATCTGTTA......................................................................................... 22 1 1 5.00 5 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AACTGCGTATTTGTAATCTGTTA......................................................................................... 23 1 1 5.00 5 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCTGCGTATTTGTAATCTGTTA......................................................................................... 22 1 1 5.00 5 1 1 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATAACAGATAACTAACACGA.................................................... 20 0 1 5.00 5 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TACTGCGTATTTGTAATCTGTTA......................................................................................... 23 1 1 4.00 4 2 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTGCGTATTTGTAATCTGTT.......................................................................................... 20 0 1 4.00 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CTTATAACAGATAACTAACACGAA................................................... 24 2 1 3.00 3 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATAACAGATAACTAACACGAA................................................... 22 1 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTGCGTATTTGTAATCTGTTAT........................................................................................ 23 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTGCGTATTTGTAATCTGTTAT........................................................................................ 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGTATAACAGATAACTAACACGAA................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCTATAACAGATAACTAACACGAA................................................... 24 2 1 2.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATAACAGATAACTAACA....................................................... 18 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TAACAGATAACTAACACGA.................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GTATAACAGATAACTAACACGAA................................................... 23 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTATTTGTAATCTGTTA......................................................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCTATAACAGATAACTAACACGA.................................................... 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGCGTATTTGTAATCTGTTA......................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................GCCGTGATTCGATTATAGAG............................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATGCGTATTTGTAATCTGTTA......................................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTGCGTATTTGTAATCT............................................................................................. 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GATAACAGATAACTAACACGAA................................................... 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CTAACAGATAACTAACACGAA................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTAACAGATAACTAACACGAA................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGCGTATTTGTAATCTGTTATA....................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATAACAGATAACTAACAC...................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................GCCGTGATTCGATTATAGAGCTC............................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TTATAACAGATAACTAACACGAA................................................... 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................GCCGTGATTCGATTATAGAGCT............................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................GCCGTGATTCGATTATAGAGC.............................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AACTGCGTATTTGTAATCTGTT.......................................................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AACAGATAACTAACACGAA................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATAACAGATAACTAACACG..................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTCGTATTTGTAATCTGTTA......................................................................................... 21 3 9 0.22 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12855:6284170-
6284327 +

dvi_31 GTGCGAAGAAATCGTAGGGTATTCGGCTGCGGCTGTC-------------AACTTTTTGCTGACGCATAAACATTAGACAATATTGTTTACTT-ACAACATATTGTCTATTGATTGTGCTTCGGCACTAAGCTAATATCT--CGAGCAAAAAGCGTGCCAGTGTTGTAAA---------GTGT

droMoj3 scaffold_6540:6631832-
6631999 +

dmo_152 TTTTGCAGCAAACGTAGGGTATC-------GGACGTCGGGCCGGCTCACTTACTTTTTGCATATGCATAACCATTTGACAATTATGATTGCTCGAAATCATATTGTCCATTGATTGTGCTGAGGCAATGAGAGAAGAACGTACGAGAAT--------TCAGTGTTGTGCAACGATGTCGGTGT

droWil2 scf2_1100000004902:7275438-
7275460 +

GTGCCAAAAGAGTGTAGAGTATT----------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:55 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
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rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
1

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6284170-6284327
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6284170-6284327
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_31.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:6631832-6631999
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_152.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004902:7275438-7275460


ID:

dvi_185

Coordinate:

scaffold_13042:912386-912483 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ15837-in]

No Repeatable elements found

mature star

1. dvi_185  scaffold_13042:912444-912464 -
2. dvi_184  scaffold_13042:912577-912597 -

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GTTACACAAACGGGTTTTAGGCACACGCATGTGCTCATGAGAAGCGCATAGAGAGGCGCCAATATCATATTGTACATTGAACGGTAGCTATCGGATGTATTTGATAATCCTAGCAACCGTCTTTGTGCAAAACGATGTGGCACACATTCAACATAAATAAAAAATTTTATTTGTTATTAACAAATAAGTAAATGTCAG

******************************************************...((((.((((...(((((((..((.((((.((((..((((..........)))))))).))))))..)))))))...)))))))).....****************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

V116

male
body

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

M047

female
body

M027

male
body

SRR060656

9x160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060673

9_ovaries_total

SRR060688

160_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096059

Ovary_Min_164

SRR060674

9x140_ovaries_total
SRR2096057

Ovary_Min_50

SRR060676

9xArg_ovaries_total
SRR2096056

Ovary_Min_46

SRR060677

Argx9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060671

9x160_males_carcasses_total
SRR2096060

Ovary_Min_193

SRR1106729

mixed
whole
adult body

SRR2096058

Ovary_Min_98

SRR2096014

Ovary_Strain_160_oxidized

SRR060684

140x9_0-
2h_embryos_total

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060682

9x140_0-
2h_embryos_total

M028

head
SRR2096013

Ovary_Strain_9_oxidized

SRR060668

160x9_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060660

Argentina_ovaries_total

M061

embryo

SRR060672

9x160_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

GSM1528803

follicle
cells

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

V053

head

SRR1106722

embryo_10-
12h

..............................................................................................................TAGCAACCGTCTTTGTGCAAA................................................................... 21 0 1 12712.00 12712 2696 2739 1853 1311 992 885 916 683 133 206 173 22 4 16 7 8 5 10 0 0 4 7 5 5 3 5 4 1 4 2 1 0 1 0 3 1 0 3 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAA.................................................................... 20 0 1 12699.00 12699 2397 2576 1977 1481 1054 982 970 830 184 84 38 35 1 12 10 7 9 1 0 0 2 9 1 5 0 2 2 3 2 2 0 2 2 1 3 0 1 2 0 0 4 1 0 0 0 2 0 1 0 0 0 0 0 0 1 1 0 1 1 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAA.................................................................... 21 0 1 11707.00 11707 2540 2422 1661 1254 1196 840 875 588 144 55 25 25 4 4 12 4 11 5 1 2 7 3 0 3 2 2 3 6 2 1 1 3 1 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAA.................................................................. 22 0 1 6369.00 6369 1600 1575 980 512 419 273 547 263 57 23 37 10 0 7 4 4 4 7 1 0 10 2 7 4 6 2 3 1 1 0 0 5 1 0 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTA............................................................................................................ 21 0 2 5997.50 11995 3195 1307 2190 1489 680 1191 986 362 197 99 246 9 6 1 10 7 5 0 0 1 0 1 0 0 2 1 0 0 0 1 0 2 1 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCA..................................................................... 20 0 1 5470.00 5470 982 919 715 713 668 518 353 346 68 96 62 6 0 0 1 4 1 0 0 0 0 2 1 1 0 0 0 4 0 1 1 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAA................................................................... 22 0 1 4122.00 4122 900 918 629 378 296 240 273 180 55 110 85 5 1 7 3 1 3 3 1 0 0 0 4 0 5 1 0 2 3 2 9 0 1 2 0 0 0 0 0 1 0 1 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTAT........................................................................................................... 22 0 2 3376.50 6753 1692 1465 1290 526 532 348 571 178 53 27 36 4 0 3 2 5 3 0 0 0 0 1 0 1 0 3 2 0 0 0 0 4 2 0 0 0 0 0 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCA..................................................................... 19 0 1 3308.00 3308 580 489 565 356 400 384 205 210 4 58 25 7 1 4 3 6 3 0 0 0 0 1 0 0 1 1 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0

.....................................................................TTGTACATTGAACGGTAGCT............................................................................................................. 20 0 2 2897.50 5795 1136 575 961 915 525 608 391 317 104 70 131 9 24 3 2 4 3 0 0 0 0 0 0 0 0 1 0 0 1 5 0 3 0 2 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1

.....................................................................TTGTACATTGAACGGTAGCTATCG......................................................................................................... 24 0 2 2769.00 5538 1421 1138 897 376 421 225 449 126 287 63 64 36 1 2 2 0 0 1 6 3 0 0 1 4 0 3 1 1 0 0 0 0 1 0 0 1 0 1 0 0 0 0 3 1 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATC.......................................................................................................... 23 0 2 2716.00 5432 962 1072 790 629 786 450 301 236 81 17 65 3 10 6 4 4 1 1 1 4 2 1 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCC......................................................................................................... 24 1 2 2322.50 4645 1003 625 497 613 767 481 305 199 103 1 24 5 8 2 3 3 4 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGG........................................................................................................ 25 0 2 1618.50 3237 504 337 191 323 582 325 66 83 559 22 61 26 4 1 0 7 0 1 52 50 0 0 1 1 0 1 1 0 0 0 0 0 1 0 0 9 9 0 0 0 0 0 3 7 5 0 2 0 1 1 0 1 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAA.................................................................. 23 0 1 1333.00 1333 250 383 215 110 111 45 85 47 32 7 13 4 3 0 2 1 1 14 1 0 0 0 2 1 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGA....................................................................................................... 26 0 2 1308.50 2617 666 429 328 256 303 206 182 71 94 8 31 5 11 3 1 0 1 2 1 2 1 0 4 2 1 2 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGC...................................................................... 19 0 1 930.00 930 118 104 84 130 161 102 40 89 2 53 8 1 10 0 0 0 0 5 0 0 4 0 3 0 1 0 1 0 0 3 2 0 0 1 0 0 0 0 7 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTC............................................................................................................ 21 1 2 337.50 675 91 33 59 144 120 95 41 70 7 0 5 2 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGT....................................................................................................... 26 1 2 301.50 603 149 142 85 48 57 21 44 11 23 11 7 2 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAAA................................................................. 23 1 1 282.00 282 73 64 45 18 19 16 19 9 4 1 1 0 0 1 1 0 3 1 0 0 0 0 0 0 1 0 0 0 1 0 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCT......................................................................................................... 24 1 2 260.00 520 82 88 70 71 88 39 37 26 4 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCC..................................................................... 19 1 1 233.00 233 33 28 27 35 37 36 8 23 0 0 2 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCC..................................................................... 20 1 1 229.00 229 41 17 19 33 50 34 10 20 1 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCCC.................................................................... 20 2 1 193.00 193 39 16 15 25 30 35 9 21 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAAT................................................................. 24 1 1 149.00 149 27 49 19 13 6 7 11 13 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGC...................................................................... 18 0 1 144.00 144 16 18 25 9 22 7 7 7 0 25 1 0 1 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGTC....................................................................................................... 26 2 2 139.50 279 53 42 23 39 49 29 13 11 15 0 0 1 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAC.................................................................... 20 1 1 132.00 132 10 3 2 28 35 20 4 24 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAC.................................................................... 21 1 1 132.00 132 3 0 4 27 54 25 3 13 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTT............................................................................................................ 21 1 2 130.00 260 52 27 33 36 31 34 11 22 3 3 6 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCCC.................................................................... 21 2 1 82.00 82 17 7 2 12 11 12 9 8 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAC................................................................... 21 1 1 82.00 82 1 3 0 13 35 18 5 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAAA................................................................. 24 1 1 69.00 69 9 26 11 5 1 0 6 3 3 0 0 0 1 0 0 0 0 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCC........................................................................................................ 25 2 2 65.00 130 30 7 17 15 28 8 15 2 6 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATTC......................................................................................................... 24 2 2 60.50 121 25 17 21 20 16 6 7 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGC....................................................................................................... 26 1 2 60.50 121 18 20 10 19 26 12 7 5 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGTC...................................................................................................... 27 2 2 59.50 119 24 25 23 6 2 6 11 0 13 0 0 2 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGAA...................................................................................................... 27 1 2 56.00 112 28 27 20 0 2 6 11 1 4 2 0 0 1 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAAT................................................................. 23 1 1 52.00 52 11 16 7 5 1 5 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAC................................................................... 22 1 1 48.00 48 0 1 0 13 9 13 1 10 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTG....................................................................... 18 0 1 46.00 46 3 3 8 5 6 9 3 3 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGC.............................................................................................................. 19 0 2 42.50 85 20 19 25 3 2 2 9 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAC.................................................................. 22 1 1 42.00 42 1 5 1 12 8 7 0 6 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCT........................................................................................................ 25 2 2 42.00 84 21 9 9 12 9 6 4 4 1 0 1 0 6 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATT.......................................................................................................... 23 1 2 41.00 82 18 18 10 11 10 10 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCC............................................................................................................. 20 1 2 36.00 72 21 10 10 2 12 7 4 1 1 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGAT...................................................................................................... 27 0 2 34.00 68 24 17 14 6 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAT.................................................................. 22 1 1 27.00 27 6 5 2 4 1 2 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCA......................................................................................................... 24 1 2 26.50 53 4 8 7 6 12 8 0 1 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAT.................................................................. 23 1 1 26.00 26 5 6 2 2 2 1 3 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAATT................................................................ 25 2 1 26.00 26 6 7 2 2 1 2 2 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGTCC...................................................................................................... 27 3 2 25.00 50 14 5 8 5 1 7 6 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAG............................................................................................................... 18 0 2 24.00 48 16 9 8 5 2 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGT........................................................................................................ 25 1 2 22.50 45 10 4 6 5 7 3 2 1 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGA........................................................................................................ 25 1 2 21.00 42 8 4 2 8 6 0 3 1 1 0 0 0 0 0 0 0 0 0 2 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCCC....................................................................................................... 26 3 2 20.50 41 15 1 2 2 13 2 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAT.................................................................... 21 1 1 19.00 19 2 7 2 3 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAATT................................................................ 24 2 1 18.00 18 4 5 0 2 3 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................AGCAACCGTCTTTGTGCAA.................................................................... 19 0 1 18.00 18 5 2 3 1 0 1 2 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTAC........................................................................................................... 22 1 2 15.50 31 8 1 8 4 2 3 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAG.................................................................... 21 1 1 14.00 14 1 1 0 3 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTAA........................................................................................................... 22 1 2 13.50 27 6 1 5 1 1 4 4 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGAAA..................................................................................................... 28 2 2 13.00 26 1 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 10 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCTC....................................................................................................... 26 3 2 13.00 26 5 0 2 3 5 5 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGTCT..................................................................................................... 28 3 2 13.00 26 4 5 1 0 0 0 7 0 6 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATA.......................................................................................................... 23 1 2 12.50 25 8 1 2 2 6 1 1 1 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAT................................................................... 22 1 1 12.00 12 2 2 0 2 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAG.................................................................... 20 1 1 12.00 12 1 3 1 1 1 0 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAT................................................................... 21 1 1 12.00 12 4 1 1 0 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCCT.................................................................... 20 2 1 11.00 11 3 0 2 0 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTCC........................................................................................................... 22 2 2 10.50 21 1 0 2 6 4 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGAC...................................................................................................... 27 1 2 10.00 20 9 2 1 1 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTG............................................................................................................ 21 1 2 9.00 18 4 0 2 4 3 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGTT....................................................................................................... 26 2 2 8.50 17 4 4 1 3 0 1 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAT.................................................................... 20 1 1 8.00 8 1 1 1 0 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................AGCAACCGTCTTTGTGCAAA................................................................... 20 0 1 8.00 8 3 0 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGTCC..................................................................................................... 28 3 2 8.00 16 5 1 0 3 0 0 5 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATTCC........................................................................................................ 25 3 2 7.50 15 3 0 3 6 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................GCAACCGTCTTTGTGCAAA................................................................... 19 0 1 7.00 7 3 0 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAAAA................................................................ 24 2 1 7.00 7 2 1 1 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCTC........................................................................................................ 25 2 2 7.00 14 2 0 0 4 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCA........................................................................................................ 25 2 2 7.00 14 4 1 0 1 2 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCG..................................................................... 19 1 1 6.00 6 0 0 0 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAAAT................................................................ 25 2 1 6.00 6 5 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAG................................................................... 21 1 1 6.00 6 0 0 0 1 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCTAGCAACCGTCTTTGTGCA..................................................................... 21 0 1 6.00 6 3 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAG.................................................................. 22 1 1 6.00 6 1 0 1 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAC.................................................................. 23 1 1 6.00 6 2 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCTAGCAACCGTCTTTGTGCAA.................................................................... 22 0 1 6.00 6 2 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAATC................................................................ 25 2 1 6.00 6 1 1 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCCCT....................................................................................................... 26 3 2 6.00 12 4 1 1 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCTTC....................................................................................................... 26 3 2 6.00 12 1 5 2 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................ACATTGAACGGTAGCTAT........................................................................................................... 18 0 2 5.50 11 0 0 3 4 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CAACCGTCTTTGTGCAAA................................................................... 18 0 1 5.00 5 2 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................AACCGTCTTTGTGCAAAA.................................................................. 18 0 1 5.00 5 2 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCCT.................................................................... 21 2 1 5.00 5 1 0 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAG.................................................................. 23 1 1 5.00 5 1 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCACC................................................................... 21 2 1 5.00 5 0 0 0 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAATT.................................................................. 22 2 1 5.00 5 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TAGCAACCGTCTTTGTGCAAAAG................................................................. 23 1 1 5.00 5 0 2 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCT..................................................................... 20 1 1 5.00 5 0 0 0 2 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGGCC...................................................................................................... 27 2 2 5.00 10 3 1 1 0 0 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TTGAACGGTAGCTATCGG........................................................................................................ 18 0 2 5.00 10 1 0 0 1 3 1 0 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................ACATTGAACGGTAGCTATCGG........................................................................................................ 21 0 2 5.00 10 0 0 0 1 7 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TTGTACATTGAACGGTAGCTATCGTCA...................................................................................................... 27 3 2 4.50 9 1 2 2 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CTAGCAACCGTCTTTGTGCAAAAC................................................................. 24 0 1 4.00 4 0 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TACATTGAACGGTAGCTA............................................................................................................ 18 0 2 4.00 8 2 0 1 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CAATGTGTTTGCCCAAAATCCGTGTGCGTACACGAGTACTCTTCGCGTATCTCTCCGCGGTTATAGTATAACATGTAACTTGCCATCGATAGCCTACATAAACTATTAGGATCGTTGGCAGAAACACGTTTTGCTACACCGTGTGTAAGTTGTATTTATTTTTTAAAATAAACAATAATTGTTTATTCATTTACAGTC

****************************************************...((((.((((...(((((((..((.((((.((((..((((..........)))))))).))))))..)))))))...)))))))).....******************************************************
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#
Mismatch

Hit
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Total
Norm Total

SRR2096057

Ovary_Min_50

V053

head
SRR2096013

Ovary_Strain_9_oxidized

SRR060681

Argx9_testes_total

SRR060689

160x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_13042:912336-
912533 -

dvi_185 GTTA-------------C-------ACAAACGGGTTTTAGGCACACGCA---TGTGCTCATGAGAAGCGCATAGAGAGGCGCCAATATCATATTGTACATTGAACGGTAGCTATCGGATGTATTTGATAATCCTAGCAACCGTCTTTGTGCAAAACGATGTGGCACACATTCAACATAAATAAAAAATTTTATTTGTTATTAACAAATAAGTAAATGTCAG

droMoj3 scaffold_6328:2904528-
2904646 -

dmo_203 T------------------------------------------------------------GAGAATCGAGGAGAGCGGTGCTCGTATCATTTTGTACATTGAATGGTAGCTATCGGATGTATTTGATAATCCTAGCAACCGTCTTTGTGCAAAATCATGGAGCACACGAGCAGCAAAA------------------------------------------

droGri2 scaffold_15081:2048198-
2048392 -

dgr_44 GTTGGAATTAGAAATCTTATAAACTATAA----ACTTTAAGTACGCGTTCCACTTG----------------CAATATGTGCCTATATCAATCTGAACTTTGA-GGGCTGCTATTGGATGTATTTGATAATCCTAGCAACCACCATCGTTCACATTGATGCGGCACACAATCACAAATAATTACAAAAATAATAAGCCCTTAAAAAACTAATATAT-----

Generated: 09/08/2015 at 09:09 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
3
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:912336-912533
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_185.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:912444-912464
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_184.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:912577-912597
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:912336-912533
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_185.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6328:2904528-2904646
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_203.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15081:2048198-2048392
http://compgen.cshl.edu/~jmohamme/static/droGri2/html/dgr_44.html


ID:

dvi_63

Coordinate:

scaffold_13042:2032476-2032534 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]
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hide 3p reads  show mid mismatch reads

ATTTTGCTTAAATGAAGCTTTTATGCCCACAAATATTGGCAGCTGAATTGTGATCGCGTCTAAGACATATAATTTATACTTGACTTATATGCAGTAGATGTGATCGCGTTTCGTCGCAGCTCCATGCTCAGATTGGGCTCACCTCCATGTTCGTTTGTG

***********************************..(((.((((((.((((((((((((((...(((((((.(((....))).)))))))...)))))))))))))).))))..)).)))..************************************
Read
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#
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Norm Total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

V116

male
body

SRR060657

140_testes_total

M027

male
body

SRR060658

140_ovaries_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

M047

female
body

SRR060668

160x9_males_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR1106727

larvae
SRR2096059

Ovary_Min_164

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total

..................................................TGATCGCGTCTAAGACATATAA....................................................................................... 22 0 1 16325.00 16325 4812 4441 3292 1167 947 626 476 268 53 160 53 10 1 0 5 2 3 2 1 0 1 1 1 1 1 0 1 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATA........................................................................................ 21 0 1 6053.00 6053 1699 1637 1104 436 349 293 221 137 54 58 51 9 2 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATAT......................................................................................... 20 0 1 4694.00 4694 1225 1165 622 350 350 287 304 151 90 48 87 7 3 2 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAA...................................................................................... 23 1 1 2758.00 2758 800 815 457 188 136 111 53 35 56 68 32 1 2 0 0 0 0 1 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCG................................................... 22 0 1 1647.00 1647 302 380 297 70 179 89 65 94 87 36 45 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0

......................................................................................ATATGCAGTAGATGTGATCG..................................................... 20 0 1 1136.00 1136 220 185 118 47 131 41 39 45 173 44 92 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAA..................................................................................... 24 2 1 299.00 299 85 95 55 23 10 5 8 0 3 14 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGC.................................................... 21 0 1 254.00 254 56 43 47 13 27 20 7 4 15 4 6 10 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATA.......................................................................................... 19 0 1 153.00 153 34 49 22 17 5 5 6 6 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGT.................................................. 23 0 1 104.00 104 20 22 13 3 13 4 11 5 5 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAT....................................................................................... 22 1 1 83.00 83 30 13 14 7 3 2 4 5 1 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGATCGCGTCTAAGACATAT......................................................................................... 22 0 1 52.00 52 10 17 11 4 3 1 2 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCC................................................... 22 1 1 48.00 48 8 9 8 0 10 1 0 2 1 3 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAT...................................................................................... 23 0 1 46.00 46 4 10 4 4 8 2 6 2 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAC....................................................................................... 22 1 1 42.00 42 7 3 7 3 16 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAAA.................................................................................... 25 3 1 32.00 32 5 16 3 5 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATC...................................................... 19 0 1 27.00 27 4 12 2 4 1 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATAA......................................................................................... 20 1 1 25.00 25 5 9 2 6 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAG....................................................................................... 22 1 1 25.00 25 6 3 6 2 2 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAC..................................................................................... 24 2 1 24.00 24 4 7 5 1 1 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAG...................................................................................... 23 1 1 22.00 22 6 9 2 1 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACAT........................................................................................... 18 0 1 19.00 19 3 11 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATC........................................................................................ 21 1 1 18.00 18 3 1 1 0 5 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GCGTCTAAGACATATAAA...................................................................................... 18 1 1 15.00 15 1 2 0 0 7 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GATCGCGTCTAAGACATATAA....................................................................................... 21 0 1 14.00 14 2 4 1 1 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAC...................................................................................... 23 1 1 11.00 11 5 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGA.................................................. 23 1 1 10.00 10 2 3 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGT.................................................... 21 1 1 10.00 10 4 4 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGA.................................................... 21 1 1 9.00 9 1 2 1 0 1 0 0 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATG........................................................................................ 21 1 1 7.00 7 1 0 0 1 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATGCAGTAGATGTGATCGCG................................................... 21 0 1 7.00 7 1 0 2 1 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAATC..................................................................................... 24 1 1 7.00 7 2 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAACC..................................................................................... 24 2 1 6.00 6 3 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATACA...................................................................................... 23 2 1 6.00 6 1 0 0 0 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCT................................................... 22 1 1 6.00 6 1 0 0 0 1 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATGCAGTAGATGTGATCG..................................................... 19 0 1 5.00 5 1 0 0 0 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGATCGCGTCTAAGACATA.......................................................................................... 21 0 1 5.00 5 0 2 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCGCGTCTAAGACATATAA....................................................................................... 19 0 1 5.00 5 0 1 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATCC....................................................................................... 22 2 1 5.00 5 0 1 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGCAGTAGATGTGATCGCGTT................................................. 22 0 1 5.00 5 1 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGAT....................................................... 18 0 1 4.00 4 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATGCAGTAGATGTGATCGCGT.................................................. 22 0 1 4.00 4 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATCGCGTCTAAGACATATAA....................................................................................... 20 0 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATATA...................................................................................... 23 2 1 3.00 3 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATCT....................................................................................... 22 2 1 3.00 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCA................................................... 22 1 1 3.00 3 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGCAGTAGATGTGATCGCG................................................... 20 0 1 3.00 3 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GATCGCGTCTAAGACATATA........................................................................................ 20 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAGA.................................................................................... 25 3 1 3.00 3 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATT........................................................................................ 21 1 1 3.00 3 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAG..................................................................................... 24 2 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGG.................................................. 23 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGTA................................................... 22 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGTTT................................................ 25 0 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGTC................................................. 24 1 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAAAAG.................................................................................... 25 3 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATGCAGTAGATGTGATCGCGA.................................................. 22 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGCGTT................................................. 24 0 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCGTT................................................... 22 2 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGATCGCGTCTAAGACATATA........................................................................................ 23 0 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TTATATGCAGTAGATGTGATC...................................................... 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATAC......................................................................................... 20 1 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAATT..................................................................................... 24 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGATCGCGTCTAAGACAT........................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATATAA..................................................................................... 24 3 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATG.......................................................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATGCAGTAGATGTGATCC..................................................... 20 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAGAA..................................................................................... 24 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAATAA.................................................................................... 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGCAGTAGATGTGATCGCGTC................................................. 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATACC...................................................................................... 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATGCAGTAGATGTGATCGCGTTTT............................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GATCGCGTCTAAGACATAT......................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATATAACCA.................................................................................... 25 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGATCGCGTCTAAGACATTC......................................................................................... 20 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AAATATTGGCAGCTGAATTG............................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAAAACGAATTTACTTCGAAAATACGGGTGTTTATAACCGTCGACTTAACACTAGCGCAGATTCTGTATATTAAATATGAACTGAATATACGTCATCTACACTAGCGCAAAGCAGCGTCGAGGTACGAGTCTAACCCGAGTGGAGGTACAAGCAAACAC

************************************..(((.((((((.((((((((((((((...(((((((.(((....))).)))))))...)))))))))))))).))))..)).)))..***********************************
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M047

female
body

SRR060675

140x9_ovaries_total

V116

male
body

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:2032426-

2032584 -
dvi_63 AT--TTTGCTTAAATGAAGCTTTTATGCCCACAAATATTGGCAGCTGAATTGTGATCGCGTCTAAGACATATAATTTATACTTGACTTATATGCAGT------AGATGTGATCGCGTTTCGTCGCAGCTCCATGCTCAGATTGGGCTCACCTCCATGTTCG------------------------------TTTGTG

droGri2 scaffold_15245:3115483-
3115500 -

AT--TTTGCTTAATTGAAGC---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droWil2 scf2_1100000004511:5133090-
5133097 -

CG--TTTGTT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000396735:1679081-
1679118 -

AT--CTCATC------------------------------------------------------------------------------------------------------------TCGCTTTAGCTCCAGGCTCAGCTTGAGCTC-------------------------------------------------

droFic1 scf7180000454072:1317410-
1317429 -

CT--CAT-----------------------------------------------------------------------------------------------------------------------------------------------TTTCATGTTCAGCAG--------------------------------

droRho1 scf7180000779985:576367-
576510 -

TT--TTGAGC----CGAAACATA-----------------------TAATTGTGAGCGAACTCTAACCATATATTATATGTACGGCATATGTATAAATCTAGTGTATATTA-TGTAAAATGTTGCAT-----------------------TTTCCTGCTCAAAAAACACCACCCCCACCAACTTGTTGTTGTTTATG

droTak1 scf7180000415649:858-895 + ATATTTTGCCCAAATCGAGCTCCTACTCCTACAAATAT---------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:56 PM
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CGTCAATTTGTAATTTGATTTATTTTTTTATTTTTGTGCTTTTGCAGTTTTGAGCGTCGGTTGGTGTTTGCTTTCGTCCGTGCACTTGATTAAACCCAACAAACGCTTAAATTTACAAATGCCCAGTCGCCAGACGTCGAGTTCATGATATATATAGTGAA

***********************************..((.((((.((.(((((((((..(((((.(((((...(((..........))).))))))))))..))))))))).)).)))).))....***********************************
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#
Mismatch
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Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

V116

male
body

M047

female
body

M027

male
body

SRR060654

160x9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060658

140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

M061

embryo

SRR060682

9x140_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

SRR2096014

Ovary_Strain_160_oxidized

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106727

larvae

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

.........................................................................................TTAAACCCAACAAACGCTTAA................................................... 21 0 1 17551.00 17551 4846 4338 2859 2147 1154 1029 635 397 24 11 74 12 0 8 3 1 3 1 0 1 1 1 1 1 0 1 0 0 1 0 1 0 1 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAA.................................................. 22 0 1 12470.00 12470 3989 3863 2341 1332 366 250 140 121 10 0 26 15 2 1 2 0 3 0 1 2 2 0 0 1 0 0 1 1 0 0 0 1 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTA.................................................... 20 0 1 3218.00 3218 776 580 458 296 421 241 227 171 7 10 18 7 0 0 1 0 0 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAA................................................. 23 1 1 543.00 543 153 180 122 56 13 8 5 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTG........................................................................................... 20 0 1 534.00 534 10 27 34 4 24 34 11 28 159 165 20 1 16 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGC.......................................................................................... 21 0 1 320.00 320 5 13 7 0 10 13 8 15 157 80 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTT..................................................... 19 0 1 299.00 299 48 56 61 29 31 18 37 11 1 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAA.................................................. 21 0 1 286.00 286 95 75 51 39 8 4 2 3 5 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTT........................................................................................... 20 1 1 249.00 249 0 0 0 0 4 17 6 5 89 127 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAT.................................................. 22 1 1 215.00 215 57 65 47 27 6 7 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAC.................................................. 22 1 1 167.00 167 57 36 26 27 7 9 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAATC................................................. 23 2 1 104.00 104 36 23 21 9 6 5 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAT................................................... 21 1 1 98.00 98 24 20 17 13 6 10 5 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAA................................................... 20 0 1 92.00 92 22 24 20 9 3 7 2 1 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCC......................................................................................... 22 1 1 74.00 74 3 4 3 1 2 10 1 10 0 16 21 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCT......................................................................................... 22 0 1 73.00 73 0 1 1 0 0 3 1 0 39 22 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTATC.................................................. 22 2 1 55.00 55 16 9 12 6 5 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAC................................................... 21 1 1 54.00 54 1 1 1 3 10 31 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTT............................................................................................ 19 0 1 52.00 52 1 4 4 0 2 5 4 3 7 20 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAAA................................................. 22 1 1 48.00 48 17 8 18 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAT................................................. 23 0 1 46.00 46 14 20 8 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTC.................................................... 20 1 1 37.00 37 1 1 0 2 9 13 4 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAC................................................. 23 1 1 36.00 36 13 11 3 5 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAG.................................................. 22 1 1 36.00 36 12 10 8 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAG................................................... 21 1 1 33.00 33 11 3 2 5 4 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAAA................................................ 24 2 1 32.00 32 14 7 8 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAACC................................................. 23 2 1 30.00 30 6 7 9 5 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCT...................................................... 18 0 1 27.00 27 6 5 5 2 3 0 2 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTG............................................................................................... 19 0 1 25.00 25 0 2 0 1 2 6 1 2 4 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGT.............................................................................................. 20 0 1 23.00 23 1 2 0 0 2 5 0 0 9 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCTT........................................................................................ 23 0 1 20.00 20 1 1 0 0 0 3 0 6 2 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTTT............................................................................................ 22 0 1 19.00 19 2 3 2 0 1 0 0 3 2 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTT............................................................................................. 21 0 1 19.00 19 0 2 2 0 0 3 0 0 8 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACCCA............................................................... 25 0 1 19.00 19 2 4 3 1 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTTTTGAGCGTCGGTTGGTG............................................................................................... 20 0 1 17.00 17 0 1 0 0 1 1 0 4 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTATCC................................................. 23 3 1 14.00 14 1 5 2 1 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTATT.................................................. 22 2 1 13.00 13 2 5 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACCCAACA............................................................ 28 0 1 12.00 12 3 4 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTATTC................................................. 23 3 2 12.00 24 5 10 3 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTTC............................................................................................ 22 1 1 11.00 11 0 1 2 0 2 0 0 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTT............................................................................................. 18 0 1 11.00 11 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..............................................GTTTTGAGCGTCGGTTGGTGT.............................................................................................. 21 0 1 11.00 11 0 1 1 0 1 2 0 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTA.................................................... 19 0 1 11.00 11 2 2 1 4 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCCC........................................................................................ 23 2 1 10.00 10 0 0 0 0 0 1 0 0 0 0 3 0 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1

...............................TTTTGTGCTTTTGCAGTTT............................................................................................................... 19 0 1 10.00 10 1 4 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AAACCCAACAAACGCTTAA................................................... 19 0 1 10.00 10 3 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCTC........................................................................................ 23 1 1 9.00 9 0 0 0 0 0 0 2 2 0 0 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAAC.................................................................. 22 0 1 9.00 9 1 2 2 0 1 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGT.......................................................................................... 21 1 1 8.00 8 0 0 0 0 0 0 0 0 3 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTT.................................................... 20 1 1 8.00 8 1 4 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAA................................................................... 21 0 1 8.00 8 1 3 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAG................................................. 23 1 1 7.00 7 0 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAACA................................................. 23 2 1 7.00 7 2 1 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAAT................................................. 22 0 1 6.00 6 2 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTTG.......................................................................................... 21 2 1 6.00 6 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAATC................................................. 22 2 1 6.00 6 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTGAGCGTCGGTTGGTGTTT............................................................................................ 21 0 1 5.00 5 0 0 0 0 0 1 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AAACCCAACAAACGCTTAAA.................................................. 20 0 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTCC................................................... 21 2 1 5.00 5 0 0 1 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAATC................................................ 24 1 1 5.00 5 2 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAAAA............................................... 25 3 1 5.00 5 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTTT.......................................................................................... 21 2 1 5.00 5 0 0 0 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAACC................................................ 24 2 1 5.00 5 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACCCAA.............................................................. 26 0 1 4.00 4 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTTTG........................................................................................... 23 0 1 4.00 4 0 0 0 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AACCCAACAAACGCTTAAA.................................................. 19 0 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTC..................................................... 19 1 1 3.00 3 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCTTC....................................................................................... 24 1 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTTGCTTTCGTCCGTGCACTTGACCC..................................................................... 26 3 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTC............................................................................................ 19 1 1 3.00 3 0 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTACC.................................................. 22 2 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACC................................................................. 23 0 1 3.00 3 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAT.................................................. 21 1 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTACT.................................................. 22 2 1 3.00 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTAAACCCAACAAACGCTTA.................................................... 21 0 1 3.00 3 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAA.................................................................... 20 0 1 3.00 3 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AACCCAACAAACGCTTAAAA................................................. 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGA.......................................................................................... 21 1 1 2.00 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AACCCAACAAACGCTTAA................................................... 18 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GTCCGTGCACTTGATTAAACCCAACAAAC......................................................... 29 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAAG................................................. 22 1 1 2.00 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACCC................................................................ 24 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTTTTGAGCGTCGGTTGGT................................................................................................ 19 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTTTTGAGCGTCGGTTGGTT............................................................................................... 20 1 1 2.00 2 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAACCT................................................................ 24 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAAAA................................................ 23 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGT................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTGAGCGTCGGTTGGTGTTTGC.......................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................GTCCGTGCACTTGATTAAACCCA............................................................... 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTAAG.................................................. 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTGATTAAACCCAACAAACGCTTAAA.................................................. 26 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTA........................................................................................... 20 1 1 2.00 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTC........................................................................................... 20 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTTTT........................................................................................... 23 1 1 2.00 2 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CGTCGGTTGGTGTTTGCT......................................................................................... 18 0 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGCTTT....................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAACCCAACAAACGCTTATT.................................................. 21 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCGTCCGTGCACTTGATTAAAAA................................................................. 23 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTG............................................................................................. 18 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTGAGCGTCGGTTGGTGTTTGCT......................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGAAA........................................................................................ 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAAAC................................................ 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTCGTCCGTGCACTTGATTAAAT.................................................................. 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTCGTCCGTGCACTTGACC...................................................................... 19 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAGA................................................. 23 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAACCCAACAAACGCTTAAATA................................................ 24 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCGTCGGTTGGTGTTTGTCC........................................................................................ 23 3 2 1.00 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCAGTTAAACATTAAACTAAATAAAAAAATAAAAACACGAAAACGTCAAAACTCGCAGCCAACCACAAACGAAAGCAGGCACGTGAACTAATTTGGGTTGTTTGCGAATTTAAATGTTTACGGGTCAGCGGTCTGCAGCTCAAGTACTATATATATCACTT

***********************************..((.((((.((.(((((((((..(((((.(((((...(((..........))).))))))))))..))))))))).)).)))).))....***********************************
Read
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#
Mismatch
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Total
Norm Total

SRR2096059

Ovary_Min_164

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M047

female
body

SRR2096060

Ovary_Min_193

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6286609-

6286769 +
dvi_77 CGTCAATTTGTAATTTGATTTATTTTTTTATTTTTGTGCTTTTGCAGTTTTGAGCGTCGGTTGGTGTTTGCTTTCGTCCGTGCACTTGATTAAACCCAACAAACGCTTAAATTTACAAATGCCCAGTCGCCAGACGTCGAGTTCATGATATATATAGTGAA

droMoj3 scaffold_6540:6634573-
6634726 +

dmo_3127 CGTCAATTTGTAATTTGAATTTTTTGTGTT-------GCCTTTGCAGGTTTAAGCGTCTGTTGGTGTTTGCTTTGGTCCGTGCAGTTGATTAAACCCAACGAACGCTTAAATCTACAAATGCCCAGCAGGCAGCACTCAAACTGCGGGAATATTTAGTGAA

droGri2 scaffold_14906:7794750-
7794872 -

CCTTAATATT-ACATTAAATTATTTTTTTT-------------------------GTAAATTTGTATTTGTTTTGGCCACTGCAGTCTATTAAAAAA-----------AAATGTACAAAAGGCCAGGGATGAGCTCT-AACCTAATGAGGTAAGTAGTGAA

droEle1 scf7180000491104:947929-
947960 -

TTTCAGTATTCACTTTAAATAATGTTTTTATT---------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:56 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
2
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6286609-6286769
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12855:6286609-6286769
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_77.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:6634573-6634726
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_3127.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14906:7794750-7794872
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491104:947929-947960


ID:

dvi_343

Coordinate:

scaffold_13042:907106-907161 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ15837-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CTATCGATAAGCATAGCGCCCAATCGATTAGTTGACAATTGCTGTTGATTTGGAATCACGACACTCAACTGTTATGTAGAAAACGATAACAGTGAGTCTCGCGTTCCAACTCAAAGGCAATAATTCTCGAGCAACTTTGCGCGTCGATTCGATTTG

*************************************((((((.((((.(((((((..(((.(((((.(((((((((.....)).)))))))))))).))).))))))).)))).))))))***********************************
Read
size

#
Mismatch
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Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060673

9_ovaries_total

SRR060658

140_ovaries_total
SRR2096056

Ovary_Min_46

SRR060676

9xArg_ovaries_total
SRR2096058

Ovary_Min_98

SRR060654

160x9_ovaries_total
SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR060688

160_ovaries_total
SRR2096057

Ovary_Min_50

SRR060656

9x160_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060677

Argx9_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M061

embryo

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V047

embryo

V053

head

M028

head

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106728

larvae

.......................................................................................AACAGTGAGTCTCGCGTTCCA................................................ 21 0 1 25086.00 25086 5429 5064 5346 1457 2070 2581 1234 525 484 568 177 1 45 0 2 3 8 15 0 14 0 5 0 0 3 0 4 1 9 0 3 0 12 4 4 0 2 0 0 0 2 1 0 0 3 0 1 1 1 3 1 1 1 1 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAA............................................... 22 0 1 15363.00 15363 3001 3359 2707 1816 1199 316 579 882 602 420 396 0 10 0 3 1 8 8 0 8 0 6 0 0 7 0 5 0 6 0 0 0 0 2 3 3 5 0 0 0 1 0 0 2 0 1 1 2 0 0 1 2 1 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCC................................................. 20 0 1 10462.00 10462 1181 912 1207 1467 441 1333 1076 821 558 966 350 20 9 6 4 3 15 16 6 3 10 9 2 6 7 2 6 0 3 0 5 1 1 3 1 0 0 1 0 0 1 1 1 2 0 0 1 0 2 0 0 0 0 1 0 1 1 0 0

.................................................TTGGAATCACGACACTCAACTGTTC.................................................................................. 25 1 1 4051.00 4051 990 1046 697 323 284 0 17 203 276 101 14 20 3 16 2 0 2 1 4 1 7 0 8 3 0 5 4 2 2 14 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTC.................................................. 19 0 1 1937.00 1937 163 204 196 221 79 195 247 172 95 215 24 26 11 7 1 1 10 4 4 2 8 4 6 13 7 5 4 2 0 0 3 3 0 1 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCA................................................ 20 0 1 1715.00 1715 333 277 340 125 136 209 110 62 53 51 9 0 2 0 0 0 0 2 0 1 0 0 0 0 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTAT................................................................................. 23 0 1 1600.00 1600 642 382 393 14 103 2 1 8 6 3 2 11 7 8 1 5 0 0 3 0 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.................................................TTGGAATCACGACACTCAACTGTT................................................................................... 24 0 1 1191.00 1191 362 200 275 75 63 18 5 33 62 17 7 0 1 14 6 6 2 0 8 4 5 1 7 3 0 7 1 1 0 2 0 1 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1

........................................................................................ACAGTGAGTCTCGCGTTCCAA............................................... 21 0 1 1002.00 1002 233 190 201 121 79 9 20 55 37 28 23 0 0 0 0 1 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAAT.............................................. 22 1 1 696.00 696 212 132 155 49 54 2 9 31 23 13 14 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAT.............................................. 23 1 1 663.00 663 161 133 147 66 47 14 7 47 21 9 9 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCC................................................ 21 1 1 576.00 576 33 43 33 168 21 49 24 68 59 59 12 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAA.............................................. 23 1 1 561.00 561 113 161 86 58 43 13 23 22 11 11 14 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGT.................................................................................... 23 0 1 517.00 517 126 108 102 16 32 25 21 19 27 17 4 1 0 5 2 1 0 0 1 0 0 1 0 0 0 0 0 3 0 3 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAT............................................... 22 1 1 480.00 480 103 94 95 63 37 8 5 28 25 14 5 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTATCC............................................................................... 25 2 1 415.00 415 87 177 70 2 50 0 0 4 5 0 1 9 7 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTATC................................................................................ 24 1 1 409.00 409 152 103 86 3 40 0 0 4 2 0 0 13 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCC................................................. 19 0 1 302.00 302 35 29 44 48 12 30 32 21 13 29 3 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTC.................................................................................. 24 1 1 301.00 301 88 82 71 10 28 0 2 4 7 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACT...................................................................................... 21 0 1 300.00 300 20 83 19 14 33 0 2 34 40 19 7 20 1 0 1 0 0 0 1 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTCC................................................................................. 26 2 1 276.00 276 47 107 32 22 28 0 1 12 11 8 0 4 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTT................................................................................... 23 0 1 259.00 259 102 48 67 4 14 2 1 2 5 1 1 0 1 0 2 0 1 0 0 2 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..........................................................................................AGTGAGTCTCGCGTTCCA................................................ 18 0 1 255.00 255 4 3 7 35 0 104 74 15 7 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAC............................................... 22 1 1 255.00 255 13 15 8 108 3 3 2 46 31 22 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTA.................................................................................. 24 0 1 240.00 240 82 54 51 10 24 1 2 2 8 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAAC.............................................. 22 0 1 202.00 202 59 48 42 11 21 1 3 5 3 2 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAATC............................................. 24 2 1 180.00 180 31 35 29 19 18 0 1 19 15 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCT................................................ 21 1 1 161.00 161 14 27 25 17 7 25 22 13 4 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTA.................................................................................. 22 0 1 148.00 148 52 27 35 2 12 0 0 1 2 0 0 3 1 2 0 0 0 0 2 0 0 0 3 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTCC.................................................................................. 25 2 1 145.00 145 13 43 12 14 16 0 0 21 18 2 3 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTT................................................... 18 0 1 134.00 134 15 17 30 21 6 3 13 10 7 4 0 1 1 0 0 0 2 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTT.................................................................................. 25 1 1 129.00 129 42 20 35 3 5 2 0 7 5 2 0 0 0 3 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACAGTGAGTCTCGCGTTCCA................................................ 22 0 1 120.00 120 32 24 27 11 7 4 6 4 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTG..................................................................................... 22 0 1 107.00 107 27 23 18 3 9 0 1 5 3 1 6 5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAATC............................................. 23 2 1 106.00 106 20 28 8 13 13 0 0 7 3 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAC.............................................. 23 0 1 90.00 90 16 16 11 19 9 1 0 6 3 4 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTA.................................................................................. 25 0 1 85.00 85 19 10 14 8 8 0 0 5 0 0 1 1 0 1 2 2 0 0 2 1 0 0 0 0 0 0 0 3 0 0 0 3 0 0 0 0 0 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACAGTGAGTCTCGCGTTCC................................................. 21 0 1 82.00 82 12 10 12 16 1 2 14 6 5 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAT............................................... 21 1 1 68.00 68 16 11 16 5 7 1 0 9 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGT.................................................................................... 22 0 1 67.00 67 9 28 14 0 8 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAAA............................................. 24 2 1 59.00 59 9 20 4 4 4 1 4 1 1 1 4 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTC................................................................................... 24 1 1 57.00 57 15 10 12 4 2 0 0 5 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAACT............................................. 23 0 1 55.00 55 16 13 11 6 3 1 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCCC............................................... 22 2 1 51.00 51 1 5 2 30 1 0 3 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGAATCACGACACTCAACTGTTAT................................................................................. 24 0 1 45.00 45 21 10 4 2 1 0 0 0 0 0 0 2 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAGTGAGTCTCGCGTTCCAACT............................................. 22 0 1 43.00 43 9 11 5 8 2 2 1 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAAA.............................................. 22 1 1 43.00 43 18 4 6 3 3 0 0 4 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACAGTGAGTCTCGCGTTC.................................................. 20 0 1 41.00 41 7 4 4 7 5 0 4 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GTGAGTCTCGCGTTCCAA............................................... 18 0 1 39.00 39 3 2 0 12 2 4 5 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCCT............................................... 22 2 1 38.00 38 2 6 6 13 0 0 1 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTCCC................................................................................ 27 3 1 38.00 38 5 14 3 4 6 0 0 1 0 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTC.................................................. 18 0 1 37.00 37 4 1 8 4 0 4 5 6 2 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTG..................................................................................... 21 0 1 34.00 34 3 7 3 0 12 0 0 2 3 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCC................................................ 20 1 1 31.00 31 0 4 0 10 0 6 2 3 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTT................................................................................... 21 0 1 30.00 30 6 7 11 1 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTAA................................................................................. 26 1 1 30.00 30 0 2 0 0 0 0 0 0 0 0 0 0 0 0 8 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTCA................................................................................. 26 2 1 29.00 29 5 5 8 0 2 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTAT................................................................................. 25 0 1 27.00 27 11 6 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCATT.............................................. 22 2 1 27.00 27 5 14 4 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAACC............................................. 23 1 1 26.00 26 3 10 1 5 3 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTATCCC.............................................................................. 26 3 1 25.00 25 3 16 1 0 3 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGTGAGTCTCGCGTTCCAA............................................... 19 0 1 25.00 25 5 4 3 2 1 1 1 2 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCATT.............................................. 23 2 1 23.00 23 5 6 4 0 0 2 0 0 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTAA................................................................................. 25 1 1 21.00 21 2 2 0 0 1 0 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTC.................................................................................. 22 1 1 21.00 21 7 4 3 0 3 0 0 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAATCT............................................ 24 3 1 21.00 21 4 4 2 3 5 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCG................................................ 21 1 1 20.00 20 1 3 2 3 0 7 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTT.................................................................................. 24 1 1 20.00 20 10 3 4 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAATCT............................................ 25 3 1 20.00 20 6 6 1 2 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTATCC............................................................................... 27 2 1 19.00 19 8 7 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAACC............................................. 24 1 1 19.00 19 4 5 0 6 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AATCACGACACTCAACTGTTAT................................................................................. 22 0 1 18.00 18 9 3 3 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCT................................................. 20 1 1 18.00 18 1 0 3 2 0 2 4 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAC............................................... 21 1 1 18.00 18 1 0 1 6 2 1 0 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAGTGAGTCTCGCGTTCCAA............................................... 20 0 1 17.00 17 5 4 4 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAGTGAGTCTCGCGTTCCA................................................ 19 0 1 17.00 17 3 4 4 2 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCTC............................................... 22 2 1 17.00 17 6 0 1 5 1 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTC................................................... 18 1 1 15.00 15 0 3 2 2 0 0 4 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AATCACGACACTCAACTGTTATG................................................................................ 23 0 1 15.00 15 8 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGAATCACGACACTCAACTGTTA.................................................................................. 23 0 1 15.00 15 4 6 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCACT.............................................. 23 2 1 14.00 14 0 0 2 7 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTAAA................................................................................ 27 2 1 14.00 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCT................................................ 20 1 1 13.00 13 0 1 4 2 0 2 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGTGAGTCTCGCGTTCCAACT............................................. 21 0 1 13.00 13 4 4 0 1 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGAATCACGACACTCAACTGTTATCC............................................................................... 26 2 1 13.00 13 1 4 4 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTT.................................................. 19 1 1 11.00 11 2 0 2 1 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAAC....................................................................................... 20 0 1 11.00 11 0 4 0 2 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACT...................................................................................... 20 0 1 11.00 11 1 4 1 0 1 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTATC................................................................................ 26 1 1 11.00 11 4 3 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAG.............................................. 23 1 1 10.00 10 3 2 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAAAA............................................ 25 3 1 9.00 9 0 4 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................GGAATCACGACACTCAACTGTTATC................................................................................ 25 1 1 9.00 9 2 1 3 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCTT............................................... 22 2 1 9.00 9 1 2 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTAT................................................................................. 26 0 1 8.00 8 1 3 0 0 0 0 0 0 0 0 0 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TTGACAATTGCTGTTGATTT......................................................................................................... 20 0 1 8.00 8 3 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCCT............................................... 21 2 1 8.00 8 0 0 0 5 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCACTC............................................. 24 3 1 8.00 8 0 0 0 5 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAAAC............................................. 24 2 1 8.00 8 0 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTC..................................................................................... 22 1 1 8.00 8 1 0 0 0 0 0 1 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGT.................................................................................... 20 0 1 7.00 7 0 2 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACAGTGAGTCTCGCGTTCCC................................................ 22 1 1 7.00 7 0 1 0 2 0 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCACA.............................................. 23 2 1 7.00 7 0 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAGTGAGTCTCGCGTTCCAAC.............................................. 21 0 1 7.00 7 1 4 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTATC................................................................................ 27 1 1 7.00 7 0 5 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTCC................................................................................. 25 2 1 6.00 6 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAA........................................................................................ 19 0 1 6.00 6 0 4 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTCT.................................................................................. 25 2 1 6.00 6 2 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTATCC............................................................................... 28 2 1 6.00 6 1 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGAATCACGACACTCAACTGTTAAA................................................................................ 26 2 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AATCACGACACTCAACTGTTATCC............................................................................... 24 2 1 5.00 5 0 1 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................ACGACACTCAACTGTTAT................................................................................. 18 0 1 5.00 5 0 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTATTC............................................................................... 25 2 1 5.00 5 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGTGAGTCTCGCGTTCCC................................................ 18 1 1 5.00 5 0 0 0 1 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAG............................................... 22 1 1 5.00 5 0 1 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTT..................................................................................... 22 1 1 5.00 5 0 1 0 0 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCA................................................. 20 1 1 5.00 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTCCAACT............................................. 24 0 1 5.00 5 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.........................................................................................CAGTGAGTCTCGCGTTCC................................................. 18 0 1 4.00 4 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACAGTGAGTCTCGCGTTA.................................................. 19 1 1 4.00 4 1 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACAGTGAGTCTCGCGTTCCT................................................ 22 1 1 4.00 4 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGAATCACGACACTCAACTGTTCCT................................................................................ 27 3 1 4.00 4 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAATCACGACACTCAACTGTTATG................................................................................ 24 0 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCCC............................................... 21 2 1 4.00 4 0 0 0 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAGTGAGTCTCGCGTTCCAACA............................................. 23 1 1 4.00 4 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GATAGCTATTCGTATCGCGGGTTAGCTAATCAACTGTTAACGACAACTAAACCTTAGTGCTGTGAGTTGACAATACATCTTTTGCTATTGTCACTCAGAGCGCAAGGTTGAGTTTCCGTTATTAAGAGCTCGTTGAAACGCGCAGCTAAGCTAAAC

***********************************((((((.((((.(((((((..(((.(((((.(((((((((.....)).)))))))))))).))).))))))).)))).))))))*************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

V116

male
body

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

M027

male
body

SRR060660

Argentina_ovaries_total

SRR060678

9x140_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060679

140x9_testes_total

SRR060658

140_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

M047

female
body

SRR060661

160x9_0-
2h_embryos_total

SRR060657

140_testes_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060681

Argx9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

V053

head

SRR060662

9x160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

SRR1106721

embryo_10-
12h

SRR060686

Argx9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

V047

embryo

SRR1106729

mixed
whole
adult body

..................................................ACCTTAGTGCTGTGAGTTGACAA................................................................................... 23 0 1 36.00 36 1 6 0 2 4 4 4 0 1 0 0 1 1 0 0 1 0 0 2 1 0 0 0 0 1 1 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0

...................................................CCTTAGTGCTGTGAGTTGACAA................................................................................... 22 0 1 26.00 26 8 2 5 1 0 1 0 1 0 1 0 0 1 2 0 0 0 1 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATTGTCACTCAGAGCGCAAG.................................................. 21 0 1 22.00 22 1 0 1 0 0 1 0 3 3 2 1 0 0 0 2 1 2 0 0 0 0 1 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................ACCTTAGTGCTGTGAGTTGACAAT.................................................................................. 24 0 1 12.00 12 1 1 2 3 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................CCTTAGTGCTGTGAGTTGACAAT.................................................................................. 23 0 1 9.00 9 2 0 2 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTAGTGCTGTGAGTTGACAAT.................................................................................. 21 0 1 5.00 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCTTAGTGCTGTGAGTTGACAA................................................................................... 23 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTGTCACTCAGAGCGCAAG.................................................. 20 0 1 3.00 3 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTTAGTGCTGTGAGTTGACAA................................................................................... 21 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................................................AAATATTGTCACTCAGAGCGCAAG.................................................. 24 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AATATTGTCACTCAGAGCGCAAG.................................................. 23 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCTTAGTGCTGTGAGTTGACAAT.................................................................................. 24 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTTAGTGCTGTGAGTTGACAAT.................................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................AGTGCTGTGAGTTGACAATACATCT............................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAACCTTAGTGCTGTGAGTTGACAA................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACCTTAGTGCTGTGAGTTGACAA................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACCTTAGTGCTGTGAGTTGACA.................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTAGTGCTGTGAGTTGACAA................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TTCTTAGTGCTGTGAGTTGACAA................................................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

....................................................................................ATATTGTCACTCAGAGCGCAAG.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACCTTAGTGCTGTGAGTTG....................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATTGTCACTCAGAGCGCAAGG................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TACCTTAGTGCTGTGAGTTGACAAT.................................................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTGTCACTCAGAGCGCAAGGT................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:907056-907211

-
dvi_343 CTATCGATAAGCATAGCGCCCAATCGAT---------TAGTTGACA--ATTGCTGTTGATTTGGAATCACGACACTCAACTGTTATGTAGAAA--------------AC----------------------------GATAACAGTGAGTCTCGCGTTCCAACTCAAAGGCAAT-AATTCTCGAGCAACTTT-------------------------GCGCGTCGATTCGATTTG

droMoj3 scaffold_6328:2901271-
2901404 -

dmo_204 TTATCGATAG--------------CAGT---------CCGTTCACA--ATTGCTGTTGATTTGGAATCACGAAACTCATCTGTTATGTAGCGA--------------AC----------------------------GATAACAGTGAGTCTCGCATTCCAACTCAAAGGCAAT-AATTCAGTAGCAACGTT-------------------------G--------TTAGTTTTG

droGri2 scaffold_15081:2044696-
2044838 -

dgr_45 --AACGATTGT-------------CAGTTAGGCTATTCGGCTAACA--ATTGTTGTTGGATTGGAATCACGACTCTCCGCTGTTATGTAGAAATACATTGTTTAACAAT----------------------------AATAACAACGAGTCTCGCGCTTCAAATCAAATGCAATTGGTTCTTCAGCAA-----------------------------------------------

droWil2 scf2_1100000004963:1801942-
1801983 -

-----------------------------------------------------------------------------------------------------------------------------------------------------------------------AGGCCAT-AATTCAAAAATGACTTT-------------------------TCGTTTCGATTCGATTCG

droAna3 scaffold_13417:2467852-
2468020 -

dan_68 ------------------------------------------------ATTGTAGGTGAGTTGGAATCACGACACTCACCTGTTATGCAACCC--------------TCGCAGGCACCCTTGCAGACGGAACCCCTAAGTAACAGTGAGTCTCGCGTTCTAACTCAAATGCATT----TCAAGAGCTATTGTCGAAGTTCCGTCGAAGTCGAACGCAGAACGTCGAATGGCAGCG

droBip1 scf7180000395874:40234-40392
-

TAT-------------------------------------TTGACAATATTGTAGGTGAGTTGGAATCACGGTACTCACCTGTTATGCAGCCC--------------GCGCAAGCATCCTTGCAGACGGC-CCCCCAAATAACAGTGAGTATTGCGTTCTAGCTCAAATGCATG----TTTAGATCGCTTGTCCAGGTCCCA--GAT----------G--------TTAGACGTG
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
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rescue.known
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PASS/FAIL
1
0
0
0
1
1
1
1
0
1
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0
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0
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http://compgen.cshl.edu/~jmohamme/static/droAna3/html/dan_68.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000395874:40234-40392


ID:

dvi_198

Coordinate:

scaffold_12970:9428404-9428468 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ19449-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATACGGTATCTGTGCAGTTATTAATTAACCCTGGCCAAGTCGTTTGAGTTAAGCACAGTAGTTCTCCTAAACCGGTTTTCTTTTTATGCTCGGTTAAGAGATCTACTATGCTAACTCAAGGGACTCAGTTTCAACGTGTCCATTATCCTTTAGGCTTTATTTTAA

***********************************..((((.(((((((((.(((.(((((.((((...(((((((...........)).)))))..)))).))))).)))))))))))).))))....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

M027

male
body

SRR060683

160_testes_total

SRR060659

Argentina_testes_total

SRR060655

9x160_testes_total
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096057

Ovary_Min_50

SRR060657

140_testes_total
SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

V116

male
body

SRR2096058

Ovary_Min_98

M047

female
body

SRR1106729

mixed
whole
adult body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060658

140_ovaries_total

SRR060654

160x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR1106727

larvae

SRR060675

140x9_ovaries_total

SRR060688

160_ovaries_total

SRR060674

9x140_ovaries_total

SRR1106728

larvae

M061

embryo
SRR2096013

Ovary_Strain_9_oxidized

SRR1106730

embryo_16-
30h

SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060660

Argentina_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

V053

head

SRR060667

160_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR1106720

embryo_8-
10h

SRR1106722

embryo_10-
12h

SRR1106725

embryo_14-
16h

SRR060663

160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR1106719

embryo_8-
10h

SRR1106723

embryo_12-
14h

V047

embryo

SRR060661

160x9_0-
2h_embryos_total

SRR1106712

embryo_0-
2h

SRR1106724

embryo_12-
14h

SRR060666

160_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106718

embryo_6-
8h

SRR1106721

embryo_10-
12h

SRR1106726

embryo_14-
16h

SRR1106713

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR1106715

embryo_4-
6h

SRR1106716

embryo_4-
6h

............................................................................................GTTAAGAGATCTACTATGCTAA................................................... 22 0 1 17426.00 17426 3121 3301 2017 1887 1752 928 18 1009 1626 661 9 12 12 414 12 4 503 7 14 1 0 0 0 1 0 0 0 0 0 13 9 7 25 15 11 0 4 1 3 0 0 7 0 2 2 3 2 2 3 1 1 1 1 1 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCG........................................................................................... 24 0 1 7427.00 7427 1261 1411 685 45 93 335 774 37 72 20 536 401 374 54 407 311 4 265 50 2 24 29 32 29 20 21 23 19 19 0 1 10 6 0 12 1 5 1 7 0 8 1 3 0 1 1 5 1 1 0 2 2 2 0 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAC............................................................................................. 22 0 1 7333.00 7333 1418 1525 809 97 158 494 1299 63 60 22 208 180 163 25 127 167 7 146 15 68 40 20 20 45 18 21 14 11 15 1 4 3 1 1 4 17 3 2 3 14 1 1 6 0 2 0 0 0 1 0 0 0 0 1 2 0 0 0 0 1 0 0 0 0 0 2 1 1 1 0 2 0 1 1 0 1

............................................................................................GTTAAGAGATCTACTATGCTA.................................................... 21 0 1 5933.00 5933 1186 1102 979 564 489 393 21 313 243 216 14 23 10 103 19 13 156 12 21 0 0 0 0 1 0 1 0 0 0 10 16 2 6 4 2 0 4 2 4 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAA................................................... 21 0 1 5436.00 5436 979 865 612 896 768 330 3 480 79 219 9 4 5 41 11 2 70 1 6 0 0 0 0 0 0 0 0 0 0 13 7 10 1 7 2 0 2 6 2 0 0 0 0 0 2 0 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAA.............................................................................................. 21 0 1 5427.00 5427 1464 1307 901 86 89 476 273 39 100 18 108 96 79 59 79 84 9 58 10 20 8 8 10 4 5 5 3 5 3 1 0 4 0 0 2 2 1 0 1 2 0 0 0 3 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAA.............................................................................................. 22 0 1 5002.00 5002 1300 1297 820 79 96 426 185 54 56 17 90 72 105 32 64 87 13 58 8 10 15 14 11 6 15 13 11 11 2 1 1 5 2 0 4 1 1 3 3 1 0 2 0 4 0 0 1 2 0 0 1 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAC.................................................. 22 0 1 4257.00 4257 704 685 431 682 612 198 7 353 151 172 8 9 12 65 17 6 62 11 7 4 1 2 0 0 1 0 1 1 1 8 8 7 5 7 3 0 1 3 5 0 2 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACC............................................................................................ 23 0 1 4073.00 4073 648 688 383 40 82 186 934 35 31 23 136 132 146 17 136 137 12 83 21 16 15 21 20 32 13 13 8 12 9 0 0 2 1 1 1 4 2 0 1 3 2 14 2 4 1 0 1 0 2 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACC............................................................................................ 24 0 1 3692.00 3692 540 528 343 76 78 155 468 64 15 12 223 189 194 23 220 183 11 142 16 21 7 14 10 43 7 4 4 8 15 0 0 2 1 1 3 4 6 2 4 7 11 0 9 4 3 2 2 0 1 0 1 1 0 0 0 2 2 2 0 1 0 1 2 0 0 0 1 1 0 1 0 2 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACC................................................. 23 1 1 3493.00 3493 408 460 274 838 579 133 21 460 24 140 2 3 5 0 2 2 105 1 2 0 0 0 0 0 0 0 0 0 0 12 3 2 1 5 1 2 0 5 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAC............................................................................................. 23 0 1 3347.00 3347 418 577 393 63 62 154 502 29 16 16 145 145 181 8 140 139 4 102 11 55 23 18 19 19 10 13 10 13 10 0 2 2 1 1 2 14 1 0 1 9 1 1 5 0 0 0 0 1 0 0 0 0 1 1 0 1 0 3 0 0 0 2 0 1 0 1 1 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAA............................................................................................... 21 0 1 2132.00 2132 500 464 355 22 25 166 103 15 29 7 76 65 62 23 70 52 1 38 7 13 4 2 3 2 5 5 5 1 1 0 0 0 0 0 1 0 2 3 2 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCT..................................................... 20 0 1 2126.00 2126 257 187 181 247 126 87 23 119 409 91 1 2 0 300 1 3 35 0 3 1 0 0 0 1 0 1 0 0 0 6 8 3 11 5 1 0 1 0 0 0 0 0 0 0 0 9 1 0 1 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTA.................................................... 20 0 1 2068.00 2068 343 247 257 361 287 116 6 164 54 100 5 5 6 26 4 11 19 2 14 0 0 0 0 0 1 0 0 0 0 9 7 3 1 4 3 0 1 3 1 0 0 0 0 2 1 0 0 0 0 1 0 1 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAA............................................................................................. 22 1 1 1283.00 1283 377 287 185 13 18 93 105 7 23 2 11 25 14 11 7 20 2 10 0 16 10 6 6 1 9 11 5 5 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAA............................................................................................... 20 0 1 1092.00 1092 234 169 128 8 6 66 113 5 21 4 54 65 46 29 35 53 4 26 6 7 1 1 0 3 2 0 0 0 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAA.................................................. 23 1 1 980.00 980 164 183 135 84 72 64 2 40 118 33 2 1 0 19 0 1 51 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 2 0 0 0 1 1 0 0 0 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAA.................................................. 22 1 1 969.00 969 196 162 138 127 94 66 0 39 31 61 2 2 1 13 0 0 21 1 0 0 0 0 0 0 1 0 0 0 0 2 1 2 0 1 2 0 2 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAA............................................................................................. 23 1 1 805.00 805 200 183 133 5 15 68 46 8 2 1 18 16 10 9 16 15 0 13 0 4 2 7 3 0 8 6 7 2 2 0 0 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCG........................................................................................... 25 0 1 661.00 661 132 146 78 2 13 53 42 4 3 4 32 23 26 4 39 21 0 12 1 0 5 1 3 3 0 1 3 3 2 0 1 1 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCGT.......................................................................................... 25 1 1 571.00 571 85 73 42 33 78 27 34 23 19 13 23 12 12 3 7 29 5 22 1 0 3 0 2 3 2 3 2 2 2 0 1 2 0 0 1 0 5 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACA................................................. 23 1 1 379.00 379 95 88 52 48 23 24 0 27 2 5 1 0 0 0 0 0 5 0 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAAA................................................. 24 2 1 375.00 375 92 81 51 36 16 27 0 10 38 6 0 3 0 6 1 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAAA................................................. 23 2 1 352.00 352 96 60 55 28 27 25 0 19 12 9 1 0 0 3 0 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCT................................................................................................. 19 0 1 281.00 281 22 24 21 7 12 9 11 3 2 2 15 24 20 2 15 25 0 24 2 5 5 8 4 0 4 5 5 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.................................................TAAGCACAGTAGTTCTCCTA................................................................................................ 20 0 1 279.00 279 22 15 18 0 1 10 22 0 1 1 27 30 21 4 20 27 0 17 4 1 3 6 4 3 7 5 4 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAT................................................... 22 1 1 267.00 267 48 46 27 41 31 18 0 26 8 11 0 0 0 6 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCT..................................................... 19 0 1 266.00 266 21 17 22 22 22 11 1 16 44 9 0 0 0 68 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 4 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACCA................................................ 24 2 1 193.00 193 29 32 23 37 28 6 0 23 2 7 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAC.................................................. 23 0 1 192.00 192 26 48 28 13 26 6 3 8 20 9 0 0 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TGGCCAAGTCGTTTGAGTT................................................................................................................... 19 0 1 187.00 187 18 34 11 8 26 12 2 3 26 18 1 1 0 13 1 2 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAT............................................................................................. 22 1 1 182.00 182 47 41 33 3 8 18 9 5 6 0 1 0 3 0 1 1 0 2 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAAA............................................................................................ 23 2 1 178.00 178 52 27 25 2 3 12 3 1 3 1 2 2 1 3 6 0 1 1 0 1 2 3 4 0 7 4 0 3 4 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACT................................................. 23 0 1 175.00 175 29 21 10 20 24 7 0 13 15 10 0 0 1 20 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTC.................................................... 21 1 1 155.00 155 15 20 20 26 24 6 3 13 1 3 0 0 1 0 1 2 8 0 8 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACCT................................................ 24 2 1 130.00 130 28 20 22 14 27 4 1 6 3 3 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACA............................................................................................ 23 1 1 130.00 130 7 9 6 1 0 3 27 0 0 0 9 10 8 1 7 6 0 10 2 1 5 2 4 1 4 1 2 1 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAT.................................................. 22 1 1 129.00 129 24 21 10 11 16 5 0 0 22 2 0 0 0 16 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAAA............................................................................................ 24 2 1 126.00 126 33 19 19 2 2 7 3 1 2 0 1 0 0 2 0 3 0 0 0 1 7 4 1 0 6 7 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TAAGAGATCTACTATGCTAACC................................................. 22 1 1 121.00 121 14 11 9 22 26 5 1 17 0 7 0 0 0 0 0 0 6 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAC................................................... 22 1 1 119.00 119 10 8 3 22 37 2 0 17 1 13 0 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTA................................................................................................ 19 0 1 104.00 104 6 3 3 0 0 1 19 4 0 0 6 8 11 2 5 12 0 9 3 1 1 4 1 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACA............................................................................................ 24 1 1 96.00 96 18 16 11 0 0 6 15 0 0 0 1 1 6 2 4 2 0 3 1 0 1 0 1 0 0 2 0 2 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAT............................................................................................. 23 1 1 90.00 90 24 24 12 3 1 6 7 1 2 0 1 0 0 3 1 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGC...................................................... 19 0 1 87.00 87 21 8 8 4 6 6 2 3 3 1 0 5 1 3 1 5 0 5 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAACC................................................. 24 1 1 83.00 83 15 15 15 13 12 1 0 5 4 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCGA.......................................................................................... 25 1 1 81.00 81 3 3 4 0 0 0 19 0 0 0 2 5 1 1 0 4 0 0 0 0 6 6 6 1 4 2 3 5 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTC.................................................... 20 1 1 78.00 78 12 9 1 13 20 2 2 11 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAT............................................................................................... 21 1 1 76.00 76 25 11 15 1 0 9 3 1 2 0 0 1 0 0 0 3 0 0 2 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCC........................................................................................... 25 1 1 75.00 75 9 9 13 2 6 1 21 1 0 0 4 1 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCA........................................................................................... 25 1 1 71.00 71 7 8 6 0 0 2 6 1 0 0 8 3 3 0 2 3 0 3 1 0 1 2 1 0 5 1 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAT.................................................. 23 1 1 67.00 67 8 11 9 4 5 3 0 3 10 2 0 0 0 8 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACT............................................................................................ 23 1 1 65.00 65 9 5 4 0 0 6 12 0 2 0 5 3 6 0 0 5 0 4 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTC................................................................................................ 20 1 1 64.00 64 6 2 1 0 0 2 13 0 0 0 3 2 12 0 2 5 0 10 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCT........................................................................................... 25 1 1 63.00 63 9 11 9 0 0 4 10 0 0 0 2 3 1 0 5 1 0 0 0 0 1 0 1 2 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTT.................................................... 21 1 1 62.00 62 17 6 12 7 4 1 0 3 6 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATG....................................................... 18 0 1 61.00 61 13 7 17 4 2 9 0 2 5 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCA........................................................................................... 24 1 1 54.00 54 2 2 2 0 2 0 8 1 0 0 4 1 2 0 3 5 0 5 1 0 2 1 3 0 4 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAATC................................................. 23 2 1 53.00 53 11 3 8 10 7 3 0 1 1 5 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCT........................................................................................... 24 1 1 52.00 52 5 7 2 1 1 0 13 0 1 0 0 4 3 1 3 4 0 2 0 0 0 0 2 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TAAGAGATCTACTATGCTAACT................................................. 22 0 1 51.00 51 11 6 7 2 8 1 0 3 5 0 0 0 0 6 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAAAA................................................ 24 3 1 50.00 50 11 5 6 5 5 5 0 2 3 2 0 0 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AGTAGTTCTCCTAAACCG........................................................................................... 18 0 1 47.00 47 0 0 0 2 6 1 0 7 11 3 0 0 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCC........................................................................................... 24 1 1 41.00 41 3 1 0 0 0 0 29 0 0 0 0 2 1 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CTGGCCAAGTCGTTTGAGTT................................................................................................................... 20 0 1 41.00 41 5 3 1 3 4 3 2 4 7 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TAAGAGATCTACTATGCTAAC.................................................. 21 0 1 40.00 40 5 8 2 9 7 5 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCT................................................................................................. 18 0 1 40.00 40 5 2 4 0 3 3 5 1 2 0 3 0 1 0 3 6 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TAAGAGATCTACTATGCTAA................................................... 20 0 1 39.00 39 5 5 7 9 3 4 0 0 2 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACT............................................................................................ 24 1 1 37.00 37 10 13 1 2 0 1 4 0 1 0 0 0 1 0 0 1 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAT.............................................................................................. 22 1 1 34.00 34 12 9 8 1 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCGTC......................................................................................... 26 2 1 34.00 34 5 3 0 2 7 1 10 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAT............................................................................................... 20 1 1 34.00 34 9 5 5 1 0 8 1 1 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACAA................................................ 24 2 1 33.00 33 8 5 8 1 5 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAC................................................... 21 1 1 33.00 33 0 1 0 6 14 0 0 10 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CTGGCCAAGTCGTTTGAGT.................................................................................................................... 19 0 1 31.00 31 3 2 0 0 2 2 0 1 11 0 0 1 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAT.............................................................................................. 21 1 1 28.00 28 13 5 3 1 0 4 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAAAA................................................ 25 3 1 28.00 28 8 7 2 1 0 3 0 0 5 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCGT.......................................................................................... 26 1 1 27.00 27 3 4 0 4 1 0 2 4 0 0 1 4 1 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTT................................................................................................ 20 1 1 24.00 24 7 2 5 1 1 3 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TGGCCAAGTCGTTTGAGT.................................................................................................................... 18 0 1 22.00 22 2 3 2 1 1 1 0 0 1 1 3 0 0 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAAAA........................................................................................... 24 3 1 22.00 22 6 4 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CACAGTAGTTCTCCTAAACCGG.......................................................................................... 22 0 1 19.00 19 4 4 2 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAGTAGTTCTCCTAAAC............................................................................................. 21 0 1 19.00 19 4 8 2 0 0 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACAA........................................................................................... 25 2 1 19.00 19 1 2 2 0 0 1 1 0 0 0 0 0 1 0 1 2 0 0 0 0 0 1 0 0 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAG.............................................................................................. 21 1 1 18.00 18 1 4 6 0 3 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCGG.......................................................................................... 25 0 1 18.00 18 0 0 0 0 0 0 15 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTC................................................................................................ 19 1 1 18.00 18 3 0 0 0 0 1 10 0 0 0 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAAAA........................................................................................... 25 3 1 18.00 18 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 4 1 0 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAT................................................... 21 1 1 18.00 18 3 1 2 2 5 1 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAG............................................................................................. 22 1 1 16.00 16 6 2 3 0 0 1 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTT................................................................................................ 19 1 1 16.00 16 6 4 4 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCC.................................................................................................. 18 0 1 16.00 16 0 1 0 1 1 1 3 0 0 0 1 0 5 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CCTGGCCAAGTCGTTTGAGT.................................................................................................................... 20 0 1 16.00 16 3 0 0 0 0 2 0 0 2 2 0 0 0 5 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTCC................................................... 22 2 1 16.00 16 0 1 1 1 10 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAGAGATCTACTATGCTAA................................................... 19 0 1 15.00 15 0 0 0 7 4 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACAA........................................................................................... 24 2 1 15.00 15 1 1 0 0 0 0 1 0 0 0 2 2 1 0 0 0 0 0 0 0 0 0 2 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTTT............................................................................................... 20 2 1 15.00 15 6 1 5 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CACAGTAGTTCTCCTAAACCGGT......................................................................................... 23 0 1 14.00 14 1 2 3 0 1 0 0 0 1 0 2 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAG.............................................................................................. 22 1 1 14.00 14 5 1 1 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TAAGAGATCTACTATGCTAACA................................................. 22 1 1 14.00 14 1 7 3 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAACCAA.......................................................................................... 26 2 1 14.00 14 2 1 0 0 0 2 1 0 0 0 0 0 0 0 2 3 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAAG............................................................................................. 23 1 1 13.00 13 1 3 3 1 0 0 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGC...................................................... 18 0 1 13.00 13 4 0 3 0 0 0 0 0 0 0 0 1 0 0 2 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAAC................................................. 23 2 1 13.00 13 3 0 2 1 2 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTACA.................................................. 22 2 1 12.00 12 0 0 0 3 6 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAATA................................................. 23 2 1 12.00 12 2 3 2 0 0 3 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAG................................................... 22 1 1 12.00 12 1 0 1 3 3 0 0 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAACT................................................. 24 0 1 12.00 12 1 6 0 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAACA................................................. 24 1 1 12.00 12 2 3 3 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAAG.................................................. 22 1 1 11.00 11 5 1 1 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAAC................................................. 24 2 1 11.00 11 4 2 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTAAC.............................................................................................. 22 1 1 11.00 11 2 1 0 3 3 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAAAT............................................................................................ 23 2 1 10.00 10 7 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAG.................................................. 23 1 1 10.00 10 1 2 2 1 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAAG................................................. 24 2 1 9.00 9 3 0 3 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCAA.......................................................................................... 25 2 1 9.00 9 1 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAG................................................... 21 1 1 9.00 9 0 0 0 2 3 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTACA.................................................. 23 2 1 9.00 9 0 1 0 3 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................CCCTGGCCAAGTCGTTTGAGT.................................................................................................................... 21 0 1 9.00 9 0 2 1 0 0 1 0 0 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTTT................................................... 22 2 1 9.00 9 0 3 0 2 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAAAAT................................................ 25 3 1 9.00 9 1 1 2 2 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAGTAGTTCTCCTAAA.............................................................................................. 20 0 1 9.00 9 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GCACAGTAGTTCTCCTAAACCG........................................................................................... 22 0 1 8.00 8 2 1 1 0 0 1 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAGTAGTTCTCCTAAACC............................................................................................ 22 0 1 8.00 8 3 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAGTAGTTCTCCTAAACCG........................................................................................... 23 0 1 8.00 8 0 0 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTAGTTCTCCTAAACC............................................................................................ 19 0 1 8.00 8 1 1 1 0 0 2 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAACCGC.......................................................................................... 25 1 1 8.00 8 0 0 0 0 0 0 6 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAC.............................................................................................. 21 1 1 8.00 8 0 0 0 0 4 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTAAATT............................................................................................ 23 2 1 8.00 8 1 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTAATC................................................. 24 2 1 7.00 7 2 1 0 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CACAGTAGTTCTCCTAAACCG........................................................................................... 21 0 1 7.00 7 3 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CCTGGCCAAGTCGTTTGAGTT................................................................................................................... 21 0 1 6.00 6 1 0 0 0 0 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTATT.............................................................................................. 21 2 1 6.00 6 2 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTTT............................................................................................... 21 2 1 6.00 6 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AGAGATCTACTATGCTAA................................................... 18 0 1 6.00 6 0 1 1 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAGTAGTTCTCCTTTT.............................................................................................. 21 3 1 6.00 6 2 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAATCA................................................ 24 3 1 6.00 6 0 0 1 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACAT................................................ 24 2 1 6.00 6 1 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCTATAA................................................. 24 3 1 6.00 6 1 1 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAGTAGTTCTCCTAAAC............................................................................................. 18 0 1 6.00 6 2 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAAGCACAGTAGTTCTCCTCC............................................................................................... 21 2 1 5.00 5 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTAACG................................................. 23 1 1 5.00 5 1 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GTTAAGAGATCTACTATGCC..................................................... 20 1 1 5.00 5 0 0 0 0 2 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTAAGAGATCTACTATGCTT.................................................... 20 1 1 5.00 5 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATGCCATAGACACGTCAATAATTAATTGGGACCGGTTCAGCAAACTCAATTCGTGTCATCAAGAGGATTTGGCCAAAAGAAAAATACGAGCCAATTCTCTAGATGATACGATTGAGTTCCCTGAGTCAAAGTTGCACAGGTAATAGGAAATCCGAAATAAAATT

************************************..((((.(((((((((.(((.(((((.((((...(((((((...........)).)))))..)))).))))).)))))))))))).))))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

M028

head

SRR060689

160x9_testes_total

SRR060681

Argx9_testes_total

SRR060659

Argentina_testes_total

M027

male
body

SRR060655

9x160_testes_total

SRR060672

9x160_females_carcasses_total

SRR060658

140_ovaries_total

SRR060678

9x140_testes_total

SRR060670

9_testes_total

SRR060679

140x9_testes_total

SRR060673

9_ovaries_total
SRR2096059

Ovary_Min_164

SRR060668

160x9_males_carcasses_total

SRR060660

Argentina_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060683

160_testes_total

SRR060656

9x160_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR060676

9xArg_ovaries_total
SRR2096057

Ovary_Min_50

SRR060667

160_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060680

Â 9xArg_testes_total
SRR2096060

Ovary_Min_193

SRR060669

160x9_females_carcasses_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060657

140_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060675

140x9_ovaries_total

SRR060665

9_females_carcasses_total

V053

head

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096058

Ovary_Min_98

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060688

160_ovaries_total

SRR060674

9x140_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106729

mixed
whole
adult body

SRR060654

160x9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060685

9xArg_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR060686

Argx9_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M061

embryo
SRR2096013

Ovary_Strain_9_oxidized

V047

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR1106727

larvae

SRR1106728

larvae

SRR1106722

embryo_10-
12h

SRR1106720

embryo_8-
10h

SRR060661

160x9_0-
2h_embryos_total

SRR1106721

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR1106713

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR1106726

embryo_14-
16h

SRR1106718

embryo_6-
8h

SRR1106723

embryo_12-
14h

SRR1106712

embryo_0-
2h

SRR1106715

embryo_4-
6h

SRR1106716

embryo_4-
6h

SRR1106717

embryo_6-
8h

SRR1106719

embryo_8-
10h

..................................................TTCGTGTCATCAAGAGGATTTG............................................................................................. 22 0 1 2164.00 2164 119 120 155 70 100 93 89 71 66 44 80 50 58 50 32 44 44 37 43 32 35 32 25 25 41 36 17 36 33 36 22 30 14 20 11 19 14 24 21 21 13 7 12 28 9 18 3 30 8 7 4 9 12 9 5 12 3 3 4 5 9 7 4 2 2 2 3 5 4 4 3 2 3 2 1 0 1 0

..................................................TTCGTGTCATCAAGAGGATTT.............................................................................................. 21 0 1 1826.00 1826 233 110 86 121 62 105 76 98 51 35 44 72 47 39 21 61 31 58 52 50 6 3 9 15 28 7 29 21 7 24 10 25 8 4 14 19 30 5 8 9 17 9 2 14 7 0 2 3 3 3 1 0 4 5 3 4 0 5 1 2 1 2 1 0 2 0 0 0 0 1 0 0 0 0 0 1 0 0

.................................................ATTCGTGTCATCAAGAGGATTT.............................................................................................. 22 0 1 1142.00 1142 94 77 49 73 72 22 24 34 45 25 50 43 33 23 26 32 16 28 13 21 15 6 22 9 18 28 16 18 9 10 7 10 5 1 32 22 7 3 6 5 4 22 3 1 12 6 1 5 2 9 3 0 4 1 1 1 5 4 2 0 1 1 1 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0

................................................AATTCGTGTCATCAAGAGGATTT.............................................................................................. 23 0 1 642.00 642 60 8 5 38 16 23 5 16 17 70 15 19 13 25 8 9 34 10 13 36 4 3 21 0 5 13 7 12 2 4 4 10 5 4 8 2 8 2 0 4 11 7 2 0 15 1 10 0 4 3 6 2 4 0 2 0 4 5 2 5 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTCGTGTCATCAAGAGGATTTG............................................................................................. 23 0 1 348.00 348 39 96 3 8 20 6 1 1 12 6 21 9 19 3 4 2 2 2 4 2 2 2 4 2 1 6 10 7 1 1 2 6 0 1 1 1 0 0 0 0 0 1 0 1 0 16 0 0 0 2 0 2 0 0 1 1 6 3 0 0 1 2 1 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0

..................................................TTCGTGTCATCAAGAGGATT............................................................................................... 20 0 1 239.00 239 27 34 22 20 4 8 15 10 10 2 9 5 5 3 0 3 3 4 9 2 0 1 3 4 4 1 4 1 0 4 1 3 1 0 0 1 2 1 1 0 1 1 0 4 0 0 0 1 0 1 0 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................AATTCGTGTCATCAAGAGGATT............................................................................................... 22 0 1 238.00 238 14 9 5 11 12 7 2 5 6 13 2 4 2 13 1 5 22 7 7 2 6 11 7 2 2 4 3 3 0 4 3 0 4 1 5 3 3 0 1 1 1 2 1 0 5 3 1 0 0 1 4 2 1 0 0 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTCATCAAGAGGATTTG............................................................................................. 21 0 1 225.00 225 14 11 34 6 5 10 15 9 4 8 3 1 8 3 1 5 2 2 7 3 4 1 4 1 1 0 3 2 0 4 9 4 5 3 2 1 0 5 2 7 2 0 2 0 0 0 0 1 0 1 0 1 0 3 1 0 0 0 0 0 0 2 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0

.................................................ATTCGTGTCATCAAGAGGATT............................................................................................... 21 0 1 225.00 225 14 18 12 16 10 11 13 8 2 6 4 10 2 7 1 4 1 10 10 6 1 1 2 1 3 1 6 4 3 6 0 2 1 0 5 4 2 1 2 0 2 0 1 0 2 2 1 0 0 2 2 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 1 1 184.00 184 4 3 2 0 1 1 2 4 2 8 1 0 0 2 4 0 12 1 0 3 1 2 5 3 0 4 1 1 2 0 8 1 15 10 3 0 1 5 3 10 4 3 7 0 1 0 4 0 12 0 5 6 7 0 2 1 0 0 3 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATTCGTGTCATCAAGAGGATTTG............................................................................................. 25 1 1 142.00 142 0 0 1 0 0 1 1 0 0 0 0 0 0 0 10 0 1 0 0 0 14 12 0 5 1 5 0 0 12 0 4 0 6 12 2 0 0 7 10 5 0 1 10 0 0 0 5 0 4 0 2 5 1 0 1 1 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTCATCAAGAGGATTTG............................................................................................. 23 1 1 124.00 124 5 8 6 1 7 3 4 2 5 0 3 1 5 0 4 4 0 3 3 1 2 4 3 2 1 2 2 3 6 6 1 1 0 0 0 3 0 3 0 2 3 1 0 3 2 0 0 2 0 3 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...........................................................................................CCAATTCTCTAGATGATACGA..................................................... 21 0 1 123.00 123 0 3 12 0 1 0 4 0 0 0 0 0 5 0 21 0 0 0 0 0 21 12 2 16 0 0 0 2 5 1 2 0 1 0 0 0 0 1 4 1 0 0 2 0 0 0 1 0 0 0 0 0 0 1 0 0 3 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCAATTCTCTAGATGATACG...................................................... 20 0 1 105.00 105 0 3 7 0 0 0 4 0 0 0 0 0 0 2 17 0 0 0 0 0 8 19 3 16 0 0 0 0 13 0 0 0 0 0 0 0 1 0 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0

................................................AATTCGTGTCATCAAGAGGATTTG............................................................................................. 24 0 1 104.00 104 4 1 1 1 2 2 0 1 3 7 4 2 1 4 4 1 3 1 0 2 0 3 6 0 2 6 4 3 0 0 0 2 1 1 4 1 1 0 0 0 6 1 2 0 0 2 4 0 2 0 3 1 1 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCCAATTCTCTAGATGATACGA..................................................... 22 0 1 103.00 103 2 5 0 1 2 0 0 0 0 0 0 2 0 3 8 2 0 0 0 0 5 12 0 1 0 0 1 0 1 0 9 0 13 5 0 0 1 5 1 3 0 1 6 1 0 0 1 0 0 0 0 1 0 2 4 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTCATCAAGAGGATTT.............................................................................................. 22 1 1 102.00 102 4 15 4 6 4 2 5 4 1 2 0 1 2 3 1 2 4 2 1 1 1 0 3 3 3 3 1 1 1 0 0 0 0 0 3 0 1 0 1 1 4 5 1 3 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCAATTCTCTAGATGATACGAT.................................................... 22 0 1 98.00 98 0 3 13 0 4 0 6 0 1 0 1 0 1 1 7 0 0 1 0 0 13 11 1 6 0 0 0 1 5 0 0 0 1 5 1 1 0 1 5 0 0 1 3 0 0 0 0 0 0 0 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...............................................AAATTCGTGTCATCAAGAGGATT............................................................................................... 23 1 1 57.00 57 0 0 0 0 1 0 0 0 0 4 1 0 1 3 0 1 1 0 0 0 2 2 2 3 0 1 0 0 1 0 3 0 4 3 2 0 0 2 1 1 2 2 0 0 0 0 4 0 5 0 1 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAAATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 2 1 47.00 47 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 4 0 0 1 0 0 3 0 0 3 0 0 0 0 1 0 4 9 2 0 0 0 0 2 2 0 2 0 1 0 3 0 2 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTCATCAAGAGGATTT.............................................................................................. 20 0 1 44.00 44 7 2 10 0 2 0 2 0 1 1 0 0 1 1 0 0 0 0 0 1 2 2 1 2 0 0 1 0 0 0 0 1 0 1 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCCAATTCTCTAGATGATACG...................................................... 21 0 1 40.00 40 1 3 3 1 1 0 1 0 0 0 2 0 2 2 11 0 0 0 0 0 2 1 0 2 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATTCGTGTCATCAAGAGGATTT.............................................................................................. 23 1 1 39.00 39 2 0 1 5 0 1 0 0 3 1 0 0 0 4 0 2 0 3 2 5 0 1 1 0 2 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTCATCAAGAGGATTT.............................................................................................. 22 1 1 34.00 34 4 1 4 1 2 1 2 4 2 1 1 0 0 1 0 1 1 1 1 1 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTCATCAAGAGGATTTG............................................................................................. 20 0 1 33.00 33 3 2 0 1 1 6 0 3 0 1 2 2 1 0 0 0 0 0 0 0 1 0 1 2 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAAATTCGTGTCATCAAGAGGATTTG............................................................................................. 26 2 1 28.00 28 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 2 1 0 0 0 0 0 0 3 0 1 0 1 4 2 0 0 1 1 2 0 0 2 0 0 0 2 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTCATCAAGAGGATTTG............................................................................................. 23 1 1 28.00 28 0 1 5 4 0 0 1 0 2 0 0 1 1 0 0 2 0 2 1 0 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTCATCAAGAGGATTT.............................................................................................. 23 2 1 28.00 28 0 2 0 1 1 0 1 0 0 0 2 0 0 3 1 0 0 1 0 4 0 1 3 0 0 0 1 0 2 0 0 0 0 0 0 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCGTGTCATCAAGAGGATTTG............................................................................................. 22 1 1 24.00 24 3 2 3 0 0 0 1 1 0 0 2 1 2 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CAATTCTCTAGATGATACG...................................................... 19 0 1 21.00 21 0 1 3 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 2 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

................................................TATTCGTGTCATCAAGAGGATT............................................................................................... 22 1 1 20.00 20 2 0 0 0 2 0 0 1 1 1 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 2 0 0 0 1 0 1 0 0 0 0 0 1 1 1 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAAATTCGTGTCATCAAGAGGATT............................................................................................... 24 2 1 19.00 19 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 3 0 0 0 2 1 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 1 2 0 0 1 0 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAAATTCGTGTCATCAAGAGGATTT.............................................................................................. 26 3 1 16.00 16 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 1 0 0 1 0 0 0 3 0 0 1 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACCAATTCTCTAGATGATACGAT.................................................... 23 1 1 15.00 15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 2 1 0 0 0 1 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CAATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 0 1 15.00 15 0 0 0 0 0 0 3 0 0 1 0 1 0 1 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTCATCAAGAGGATTTG............................................................................................. 19 0 1 14.00 14 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 2 0 2 0 1 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTCATCAAGAGGATT............................................................................................... 21 1 1 14.00 14 1 1 0 1 0 0 2 0 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATTCGTGTCATCAAGAGGATTTG............................................................................................. 24 1 1 14.00 14 0 0 0 0 2 0 0 1 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 1 1 1 1 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTCATCAAGAGGATT............................................................................................... 22 2 1 14.00 14 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CAATTCGTGTCATCAAGAGGATT............................................................................................... 23 0 1 13.00 13 0 0 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCGTGTCATCAAGAGGATTT.............................................................................................. 21 1 1 12.00 12 1 0 3 1 1 0 0 0 0 0 1 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAAATTCGTGTCATCAAGAGGATTTG............................................................................................. 27 3 1 11.00 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 3 3 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CAATTCTCTAGATGATACGA..................................................... 20 0 1 10.00 10 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 2 1 0 0 0 0 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CAATTCTCTAGATGATACGAT.................................................... 21 0 1 10.00 10 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCGTGTCATCAAGAGGATTTG............................................................................................. 22 1 1 10.00 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTCGTGTCATCAAGAGGATTT.............................................................................................. 23 2 1 9.00 9 2 1 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTCATCAAGAGGATT............................................................................................... 19 0 1 8.00 8 0 0 1 0 0 0 2 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCAATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 1 1 6.00 6 1 0 2 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AGCCAATTCTCTAGATGATAC....................................................... 21 0 1 6.00 6 0 1 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGCCAATTCTCTAGATGATACGA..................................................... 23 1 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AGCCAATTCTCTAGATGATACGA..................................................... 23 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCGTGTCATCAAGAGGATTTG............................................................................................. 21 1 1 6.00 6 0 0 4 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTCGTGTCATCAAGAGGATT............................................................................................... 22 2 1 6.00 6 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTCATCAAGAGGATTTG............................................................................................. 18 0 1 5.00 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTCGTGTCATCAAGAGGATTT.............................................................................................. 23 2 1 5.00 5 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGTGTCATCAAGAGGATTTG............................................................................................. 21 1 1 5.00 5 0 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GATTCGTGTCATCAAGAGGATTTG............................................................................................. 24 1 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TAATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 1 1 4.00 4 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AGCCAATTCTCTAGATGATACG...................................................... 22 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTCATCAAGAGGATT............................................................................................... 21 1 1 4.00 4 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................CTGAGTCAAAGTTGCACAG......................... 19 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATGCCAATTCTCTAGATGATACGA..................................................... 25 3 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................GAGCCAATTCTCTAGATGATAC....................................................... 22 0 1 4.00 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTCATCAAGAGGATTTGGC........................................................................................... 23 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTCATCAAGAGGATTT.............................................................................................. 19 0 1 4.00 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCGTGTCATCAAGAGGATT............................................................................................... 20 1 1 3.00 3 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCAATTCGTGTCATCAAGAGGATT............................................................................................... 24 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AACAATTCGTGTCATCAAGAGGATTT.............................................................................................. 26 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGAGTTCCCTGAGTCAAA.................................. 20 0 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATTCTCTAGATGATACG...................................................... 18 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGCCAATTCTCTAGATGATACG...................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACCAATTCTCTAGATGATACGA..................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ACAATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CGCCAATTCTCTAGATGATACG...................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GATTCGTGTCATCAAGAGGATT............................................................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GATTCGTGTCATCAAGAGGATTT.............................................................................................. 23 1 1 3.00 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCCAATTCTCTAGATGATACGA..................................................... 22 1 1 3.00 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATTCTCTAGATGATACGAT.................................................... 20 0 1 3.00 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTCATCAAGAGGATTT.............................................................................................. 18 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GAATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTTATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 3 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCCAATTCTCTAGATGATACGAT.................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTTCGTGTCATCAAGAGGATTT.............................................................................................. 24 3 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATATTCGTGTCATCAAGAGGATT............................................................................................... 23 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CATTCGTGTCATCAAGAGGATTTG............................................................................................. 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTCATCAAGAGGATTTGGC........................................................................................... 22 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGTGTCATCAAGAGGATTT.............................................................................................. 20 1 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTCGTGTCATCAAGAGGATTT.............................................................................................. 21 1 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CATTCGTGTCATCAAGAGGATTT.............................................................................................. 23 1 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATTCGTGTCATCAAGAGGATT............................................................................................... 23 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATTCGTGTCATCAAGAGGATTT.............................................................................................. 24 2 1 2.00 2 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CAATTCGTGTCATCAAGAGGATTTG............................................................................................. 25 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTCATCAAGAGGATTTG............................................................................................. 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCCAATTCTCTAGATGATACGA..................................................... 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCGTGTCATCAAGAGGATTT.............................................................................................. 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACAATTCTCTAGATGATACGAT.................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GAATTCGTGTCATCAAGAGGATT............................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TCTAGATGATACGATTGAGT............................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTTCGTGTCATCAAGAGGATT............................................................................................... 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AATATTCGTGTCATCAAGAGGATT............................................................................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTGTCATCAAGAGGATTTG............................................................................................. 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGAGTTCCCTGAGTCAAAGT................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CAAATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCAATTCGTGTCATCAAGAGGATTT.............................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCCAATTCTCTAGATGATAC....................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTCGTGTCATCAAGAGGATTTG............................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGCCAATTCTCTAGATGATAC....................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AAATACGAGCCAATTCTCTAG.............................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCCAATTCTCTAGATGATACGAT.................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCGTGTCATCAAGAGGATTTGGC........................................................................................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TAATTCGTGTCATCAAGAGGATT............................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GTTTCGTGTCATCAAGAGGATTTG............................................................................................. 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTCATCAAGAGGATTTGG............................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCAATTCTCTAGATGATA........................................................ 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AAATCATCAAGAGGATTTGGCCA......................................................................................... 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGTGTCATCAAGAGGATTT.............................................................................................. 20 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTGCCAATTCTCTAGATGATACG...................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9428354-

9428518 -
dvi_198 ATACGGTATCTGTGCAGTTATTAATTAACCCTGGCCAAGTCGTTTGAGTTAAGCACAGTAGTTCTCCTAAACCGGTTTTCTTTTTATGCTCGGTTAAGAGATCTACTATGCTAACTCAAGGGACTCAGTTTCAACGTGTCCATTATCCTTTAGGCTTTATTTTAA
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intergenic
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Predicted structure

No conservation details.
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hide 3p reads  show mid mismatch reads

TGACATTTGAGTCATTGCGAAAACTCAGTACGAAAAGTTGCTCAGTTTTTATTGAGGCTTTGCAATCGAAGAGTAGTTTTGATATGCTCTTGGCTTGTAAAGTGTCAACATGAAAGGAGCGTCAGTTCCAGCCTCAACAAAACAAATATGCAAATGTGTTA

***********************************...(((((..(((...((((.(((((((((...(((((((.........)))))))...))))))))).))))...)))..)))))....************************************
Read
size

#
Mismatch

Hit
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Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060657

140_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060676

9xArg_ovaries_total

SRR060656

9x160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

SRR060674

9x140_ovaries_total

SRR060658

140_ovaries_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

SRR2096014

Ovary_Strain_160_oxidized

SRR2096058

Ovary_Min_98

SRR060684

140x9_0-
2h_embryos_total

M061

embryo

V053

head

SRR060660

Argentina_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060672

9x160_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR1106729

mixed
whole
adult body

M028

head

V047

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106727

larvae

SRR1106730

embryo_16-
30h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

..................................................ATTGAGGCTTTGCAATCGAAG.......................................................................................... 21 0 1 15737.00 15737 3396 3391 2844 896 450 1325 330 1094 422 976 217 210 57 17 3 4 4 8 9 4 6 8 9 9 9 1 5 2 2 2 4 4 4 1 0 1 3 0 2 0 2 0 0 1 0 0 0 2 0 2 0 0 1 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGA......................................................................................... 22 0 1 11216.00 11216 2267 1761 1446 1424 505 644 629 873 496 271 705 74 25 10 9 4 8 4 12 4 6 3 4 4 0 1 2 1 5 0 0 0 1 2 1 2 1 4 0 2 0 0 1 0 0 1 1 0 0 0 2 0 0 0 0 1 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACA................................................... 21 0 1 10901.00 10901 2252 2333 1601 702 1606 710 811 100 459 64 101 0 50 12 17 12 10 14 2 10 4 3 2 2 6 4 4 4 0 1 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACAT.................................................. 22 0 1 4636.00 4636 1580 1082 723 172 280 385 200 14 74 20 25 0 14 11 1 7 3 12 0 4 10 8 0 0 0 5 0 2 0 1 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAAC.................................................... 20 0 1 4183.00 4183 681 716 497 399 700 234 409 191 204 60 57 1 7 2 9 1 2 0 1 3 1 0 0 2 0 1 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGAG........................................................................................ 22 0 1 2980.00 2980 442 399 363 473 139 153 269 227 156 166 161 6 7 2 2 4 1 0 2 0 2 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAA..................................................... 19 0 1 2153.00 2153 319 555 311 114 362 129 192 31 122 4 5 0 3 0 0 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAA........................................................................................... 20 0 1 1574.00 1574 286 363 279 136 70 155 75 51 80 28 23 7 5 2 1 0 1 0 1 0 0 4 0 0 0 3 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATC................................................. 23 1 1 872.00 872 195 159 116 96 99 58 79 0 42 0 11 2 9 0 1 0 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAA........................................................................................ 23 1 1 791.00 791 164 178 174 43 16 65 34 23 30 6 26 20 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 4 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0

..................................................ATTGAGGCTTTGCAATCGAAGAG........................................................................................ 23 0 1 735.00 735 124 124 139 47 21 51 40 48 25 37 70 3 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAA.......................................................................................... 21 1 1 500.00 500 69 128 91 27 23 48 15 29 21 20 9 5 1 1 0 1 0 0 4 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGA............................................................................................ 19 0 1 370.00 370 63 73 52 33 14 57 16 11 18 2 3 3 8 0 5 1 3 0 0 3 2 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATA................................................. 23 1 1 367.00 367 85 102 59 18 34 35 18 0 10 1 1 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGA......................................................................................... 21 0 1 360.00 360 70 79 57 33 15 26 20 15 16 9 14 0 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCA...................................................... 18 0 1 257.00 257 48 65 59 14 25 19 5 2 18 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAG.......................................................................................... 20 0 1 244.00 244 34 47 37 27 2 29 0 26 11 14 8 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACC................................................... 21 1 1 212.00 212 9 16 6 42 67 3 30 1 32 2 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAAA....................................................................................... 24 2 1 203.00 203 49 46 35 12 3 24 9 9 5 1 5 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACAA.................................................. 22 1 1 173.00 173 38 51 40 1 10 19 6 0 4 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATT................................................. 23 1 1 130.00 130 38 34 17 12 8 10 3 1 2 0 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCG............................................................................................. 18 0 1 129.00 129 12 24 16 13 5 10 9 10 19 2 0 1 4 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAT........................................................................................ 23 1 1 129.00 129 22 30 21 22 8 10 1 5 4 1 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAAA.................................................... 20 1 1 114.00 114 10 42 17 1 25 6 6 0 4 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAGA....................................................................................... 24 1 1 83.00 83 16 13 4 7 0 0 4 19 7 8 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAGT....................................................................................... 24 0 1 73.00 73 10 9 5 3 2 1 4 21 9 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGAGT....................................................................................... 23 0 1 66.00 66 9 8 5 8 5 4 3 11 1 7 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGT......................................................................................... 22 1 1 65.00 65 10 11 6 5 1 7 3 13 1 3 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGAGGCTTTGCAATCGAAGAG........................................................................................ 21 0 1 64.00 64 8 8 9 4 3 4 9 9 2 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGC......................................................................................... 22 1 1 54.00 54 1 1 1 24 7 0 8 5 4 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACAAA................................................. 23 2 1 43.00 43 9 18 9 1 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAT.......................................................................................... 21 1 1 33.00 33 3 6 4 10 0 2 0 0 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACT................................................... 21 1 1 32.00 32 3 9 8 2 4 2 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTGGCTTGTAAAGTGTCAACA................................................... 22 0 1 29.00 29 7 7 2 1 2 7 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGG......................................................................................... 22 1 1 28.00 28 2 0 0 4 2 0 1 1 3 2 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGGCTTGTAAAGTGTCAACA................................................... 20 0 1 24.00 24 1 5 4 2 2 3 1 0 1 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAC........................................................................................ 23 1 1 23.00 23 2 1 0 7 2 1 2 0 4 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGAGGCTTTGCAATCGAAGAGT....................................................................................... 22 0 1 23.00 23 3 1 5 3 0 3 0 2 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGAA........................................................................................ 22 1 1 22.00 22 2 9 2 1 1 2 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGGCTTGTAAAGTGTCAACAT.................................................. 21 0 1 19.00 19 6 5 0 2 1 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAAT.................................................... 20 1 1 16.00 16 2 4 0 2 4 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GCTTGTAAAGTGTCAACA................................................... 18 0 1 16.00 16 1 1 0 5 1 1 1 1 3 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGATC....................................................................................... 24 2 1 15.00 15 3 2 1 6 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATCC................................................ 24 2 1 14.00 14 4 1 2 1 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACG................................................... 21 1 1 14.00 14 0 2 0 1 3 1 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTGGCTTGTAAAGTGTCAACAT.................................................. 23 0 1 13.00 13 3 3 2 0 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTGGCTTGTAAAGTGTCAAC.................................................... 21 0 1 13.00 13 4 2 1 0 2 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTGGCTTGTAAAGTGTCAA..................................................... 20 0 1 13.00 13 1 5 3 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GAGGCTTTGCAATCGAAGA......................................................................................... 19 0 1 12.00 12 1 0 1 4 1 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATTT................................................ 24 2 1 11.00 11 2 6 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATG................................................. 23 0 1 10.00 10 4 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGATA....................................................................................... 24 2 1 9.00 9 2 3 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGAGA....................................................................................... 23 1 1 9.00 9 2 1 0 1 0 1 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAA........................................................................................... 19 0 1 9.00 9 2 2 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGAT........................................................................................ 22 1 1 8.00 8 0 3 0 1 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGATC.......................................................................................... 21 2 1 8.00 8 3 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAC........................................................................................... 20 1 1 8.00 8 0 0 0 2 0 0 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGAGGCTTTGCAATCGAAGA......................................................................................... 20 0 1 8.00 8 2 0 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGGCTTGTAAAGTGTCAACATC................................................. 22 1 1 7.00 7 0 2 0 1 0 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AGGCTTTGCAATCGAAGA......................................................................................... 18 0 1 7.00 7 0 0 0 3 0 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATTC................................................ 24 2 1 7.00 7 2 2 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCC...................................................... 18 1 1 7.00 7 1 2 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAAC....................................................................................... 24 2 1 6.00 6 0 1 0 2 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAC.......................................................................................... 21 1 1 6.00 6 0 1 0 3 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAT........................................................................................... 20 1 1 6.00 6 0 2 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAAG.................................................... 20 1 1 6.00 6 1 1 1 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACATCT................................................ 24 2 1 5.00 5 1 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGT............................................................................................ 19 1 1 5.00 5 0 1 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AGGCTTTGCAATCGAAGAG........................................................................................ 19 0 1 5.00 5 0 1 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGAGGCTTTGCAATCGAAG.......................................................................................... 19 0 1 5.00 5 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GAGGCTTTGCAATCGAAG.......................................................................................... 18 0 1 4.00 4 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGTA........................................................................................ 23 2 1 4.00 4 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGGCTTGTAAAGTGTCAAC.................................................... 19 0 1 4.00 4 1 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAC..................................................... 19 1 1 4.00 4 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTGGCTTGTAAAGTGTCAACATC................................................. 24 1 1 4.00 4 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAA.......................................................................................... 20 1 1 4.00 4 1 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGGCTTGTAAAGTGTCAACAAT................................................. 23 2 1 3.00 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCTTGGCTTGTAAAGTGTCAACA................................................... 23 0 1 3.00 3 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CTTGTAAAGTGTCAACAT.................................................. 18 0 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCTTGGCTTGTAAAGTGTCAA..................................................... 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGTC........................................................................................... 20 2 1 3.00 3 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGAGGCTTTGCAATCGAAGC......................................................................................... 21 1 1 3.00 3 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GGCTTTGCAATCGAAGAG........................................................................................ 18 0 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGAGGCTTTGCAATCGAAGAAG....................................................................................... 24 2 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GAGGCTTTGCAATCGAAGAAA....................................................................................... 21 2 1 3.00 3 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GAGGCTTTGCAATCGAAGAG........................................................................................ 20 0 1 3.00 3 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACTGTAAACTCAGTAACGCTTTTGAGTCATGCTTTTCAACGAGTCAAAAATAACTCCGAAACGTTAGCTTCTCATCAAAACTATACGAGAACCGAACATTTCACAGTTGTACTTTCCTCGCAGTCAAGGTCGGAGTTGTTTTGTTTATACGTTTACACAAT

************************************...(((((..(((...((((.(((((((((...(((((((.........)))))))...))))))))).))))...)))..)))))....***********************************
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9419342-

9419502 -
dvi_36 TGACATTTGAGTCATTGCGAAAACTCAGTACGAAAAGTTGCTCAGTTTTTATTGAGGCTTTGCAATCGAAGAGTAGTTTTGATATGCTCTTGGCTTGTAAAGTGTCAACATGAAAGGAGCGTCAGTTCCAGCCTCAACAAAACAAATATGCAAATGTGTTA
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ID:

dvi_190

Coordinate:

scaffold_13042:2033003-2033121 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found
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hide 3p reads  show mid mismatch reads

CTATTTTTCAGTTGTTGTGACGCACCTGGAATTCTCTTGCTGCTACCTGGAATTTCTTTAGTGTTCTAGCAGATGATTGACGAGCACATCCAAAACATATAATATGTATATATATAATTATATGTGTTGGCTGTGTTCCTCAGTCGTCTACTCAGCTCTACCCAAACGCCAGCTCTGCGAAGGAAAGCCCATAGTTTTTCTAAGAATCCAAAAGATTGA

*****************************************************************((((.((((((((((.(((((((.((((.(((((((((((((....)))).))))))))).)))).))))))).)))))))))).)).)).***************************************************************
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#
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SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060657
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V116

male
body
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male
body
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body

SRR060658
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SRR2096059
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SRR060656
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SRR060688
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embryo_0-2h
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day old
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SRR060684
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SRR060677
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SRR2096038

embryo_0-
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SRR2096057

Ovary_Min_50

SRR2096060
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SRR060673
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SRR060674
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SRR2096026
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SRR1106728

larvae
SRR2096056

Ovary_Min_46

SRR060660

Argentina_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060686
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SRR1106715

embryo_4-
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SRR1106716

embryo_4-
6h

SRR2096055
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V047

embryo
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head

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTC.............................................................................. 22 0 1 10749.00 10749 2095 2148 2203 817 740 812 807 345 360 127 223 29 17 3 1 6 1 2 1 1 0 2 0 0 1 1 3 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 1

.......................................................................................................................ATATGTGTTGGCTGTGTTC................................................................................. 19 0 1 6045.00 6045 1414 1238 850 527 330 460 436 240 229 183 100 27 1 2 0 1 1 1 0 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCT............................................................................... 21 0 1 3323.00 3323 675 591 519 206 199 244 219 232 111 149 83 66 3 4 4 0 0 3 1 2 0 0 2 0 2 1 0 0 1 2 1 0 0 0 0 0 0 0 0 1 0 1 1 0

......................................................................................................................TATATGTGTTGGCTGTGTTCC................................................................................ 21 0 1 3306.00 3306 544 468 445 244 238 165 162 241 127 150 110 391 5 2 3 1 3 1 1 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTC................................................................................. 20 0 1 3223.00 3223 613 418 582 200 278 280 228 240 118 133 60 54 4 0 0 0 1 0 1 0 2 0 3 4 0 0 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCT............................................................................... 22 0 1 3169.00 3169 701 592 506 218 268 195 129 147 118 75 135 56 3 1 2 4 0 2 2 0 0 0 2 1 0 1 0 2 1 2 2 0 0 3 0 0 0 0 0 0 1 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCC................................................................................ 20 0 1 2958.00 2958 514 618 365 198 189 185 205 182 106 148 121 112 5 1 1 0 1 0 1 1 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTT.............................................................................. 22 1 1 1196.00 1196 208 240 221 70 90 68 61 108 51 64 11 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTC................................................................................. 21 0 1 984.00 984 156 161 174 106 107 59 74 24 50 15 37 20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTT.................................................................................. 18 0 1 812.00 812 130 122 76 73 43 34 45 109 34 136 1 8 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTA.............................................................................. 22 1 1 680.00 680 153 186 110 49 44 40 25 15 19 22 14 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAA..................................................................................................................... 22 0 1 645.00 645 162 182 189 19 12 57 6 0 12 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCC............................................................................... 21 1 1 427.00 427 60 87 34 43 39 19 49 5 25 1 16 48 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCT............................................................................. 23 1 1 359.00 359 83 70 64 20 27 23 17 19 12 17 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTT................................................................................. 19 1 1 334.00 334 63 53 38 15 16 22 26 30 4 61 5 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTT.................................................................................. 19 0 1 312.00 312 52 27 50 26 27 20 23 36 12 31 5 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTC.............................................................................. 23 0 1 250.00 250 31 52 48 20 34 13 14 6 16 2 10 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCC................................................................................ 22 0 1 215.00 215 31 28 39 12 20 10 6 6 8 4 16 31 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTT.................................................................................. 20 0 1 192.00 192 23 19 24 10 28 10 14 29 12 19 1 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCA............................................................................. 23 0 1 188.00 188 28 43 18 19 19 4 9 19 6 13 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTT.............................................................................. 23 1 1 175.00 175 34 27 44 15 16 6 1 13 8 4 6 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATA...................................................................................................................... 21 0 1 172.00 172 33 49 46 11 2 19 0 0 5 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCT................................................................................ 20 1 1 167.00 167 24 37 23 12 10 11 13 14 9 8 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCT................................................................................ 21 1 1 141.00 141 13 13 38 7 17 10 6 16 11 5 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTT................................................................................. 20 1 1 137.00 137 32 10 26 5 7 18 7 19 0 9 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTT................................................................................. 21 1 1 126.00 126 23 12 22 12 11 9 9 15 5 4 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCC............................................................................. 23 1 1 113.00 113 17 23 9 16 13 4 10 3 9 0 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAAA.................................................................................................................... 23 1 1 111.00 111 28 35 30 1 1 10 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCC............................................................................... 22 1 1 103.00 103 12 15 13 3 10 3 6 1 5 0 3 31 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCTC............................................................................... 21 2 1 88.00 88 10 31 18 9 5 7 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTA................................................................................. 19 1 2 66.50 133 40 25 12 16 4 7 6 8 2 12 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTTT............................................................................. 23 2 1 64.00 64 16 15 11 2 5 2 7 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCA................................................................................ 20 1 1 64.00 64 11 18 12 2 5 7 1 1 2 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTG................................................................................. 19 1 1 64.00 64 10 14 10 0 5 3 5 4 4 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTCCTC.............................................................................. 21 0 1 62.00 62 7 14 11 6 9 4 6 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTTC............................................................................. 23 2 1 51.00 51 9 14 5 5 2 6 6 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTC.................................................................................. 18 1 1 51.00 51 5 8 8 13 6 3 1 2 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATAT....................................................................................................................... 20 0 1 49.00 49 9 10 18 0 1 8 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCA............................................................................... 21 1 1 47.00 47 10 7 8 3 5 1 1 2 0 6 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTA.............................................................................. 23 1 1 46.00 46 12 8 10 2 1 3 2 1 4 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAAT.................................................................................................................... 23 0 1 42.00 42 7 15 17 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCAA............................................................................... 21 2 2 39.50 79 13 23 13 6 1 4 1 12 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTG.............................................................................. 22 1 1 38.00 38 2 7 3 6 3 3 1 5 0 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCCT.............................................................................. 22 2 1 35.00 35 3 4 7 5 3 6 3 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCAA.............................................................................. 22 2 1 32.00 32 4 10 2 4 2 3 3 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCT................................................................................ 22 1 1 30.00 30 6 2 7 1 5 1 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTG.................................................................................... 18 0 1 29.00 29 10 4 1 2 2 0 0 4 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGT................................................................................... 18 0 1 29.00 29 6 2 3 3 2 1 1 2 1 6 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCA............................................................................... 22 1 1 27.00 27 2 5 5 1 2 3 0 1 2 3 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCA................................................................................ 21 1 1 25.00 25 2 3 4 3 1 4 2 1 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCTA............................................................................... 21 2 1 25.00 25 11 3 2 1 1 1 0 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTCCT............................................................................... 20 0 1 24.00 24 3 2 1 6 1 2 3 2 1 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGT................................................................................... 19 0 1 23.00 23 9 1 6 1 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAATC................................................................................................................... 24 1 1 21.00 21 6 6 2 3 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCG................................................................................ 20 1 1 21.00 21 1 3 0 5 0 3 5 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTA................................................................................. 21 1 1 20.00 20 5 6 1 0 1 2 1 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTTT................................................................................ 20 2 4 19.75 79 13 7 10 3 8 6 7 9 2 10 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCA................................................................................ 22 1 1 18.00 18 2 2 4 0 3 2 1 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTC................................................................................. 18 0 1 18.00 18 2 0 1 6 3 2 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTGTTGGCTGTGTTCCTC.............................................................................. 20 0 1 16.00 16 0 3 6 2 0 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTA.................................................................................. 18 1 2 15.50 31 6 5 5 2 1 1 0 4 2 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GAGCACATCCAAAACATATAATC................................................................................................................... 23 1 1 15.00 15 4 7 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTAA................................................................................ 20 2 2 13.00 26 5 4 2 0 2 6 0 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCG............................................................................... 21 1 1 12.00 12 1 2 2 1 1 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCTA............................................................................ 24 2 1 12.00 12 3 2 2 0 0 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTTT................................................................................ 22 2 1 12.00 12 5 1 2 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTC.................................................................................. 19 1 1 11.00 11 2 3 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTG................................................................................. 20 1 1 11.00 11 2 0 1 0 1 1 0 3 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTA................................................................................. 20 1 2 10.50 21 4 7 4 1 1 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GAGCACATCCAAAACATATAA..................................................................................................................... 21 0 1 9.00 9 4 1 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCTT............................................................................ 24 2 1 9.00 9 3 0 4 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCG............................................................................... 22 1 1 9.00 9 1 0 1 0 0 0 0 0 1 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCG............................................................................. 23 1 1 8.00 8 0 1 0 2 0 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTAT............................................................................. 23 2 1 8.00 8 1 3 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCCC............................................................................... 23 1 1 8.00 8 1 0 0 0 2 0 1 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCCT............................................................................... 23 0 1 8.00 8 1 1 1 1 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCCA.............................................................................. 22 2 1 7.00 7 1 3 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCG................................................................................ 21 1 1 7.00 7 0 0 0 1 1 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTCC................................................................................ 19 0 1 7.00 7 0 0 0 0 2 2 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTT.................................................................................... 18 1 1 7.00 7 1 0 0 1 0 0 0 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCAAA.............................................................................. 22 3 2 6.50 13 0 4 3 2 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTTA................................................................................ 20 2 6 6.33 38 10 6 6 2 2 5 1 2 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTTT............................................................................. 24 2 1 6.00 6 0 0 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GAGCACATCCAAAACATATAAT.................................................................................................................... 22 0 1 6.00 6 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTAA................................................................................ 22 2 1 5.00 5 1 1 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCCT............................................................................ 24 2 1 5.00 5 1 0 0 0 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTG................................................................................. 21 1 1 5.00 5 0 0 1 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATA........................................................................................................................ 19 0 1 5.00 5 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTCA............................................................................. 24 0 1 5.00 5 1 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AGCACATCCAAAACATATAAT.................................................................................................................... 21 0 1 4.00 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCAG............................................................................... 21 2 1 4.00 4 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTCCTCC............................................................................. 24 1 1 4.00 4 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCTTC........................................................................... 25 3 1 4.00 4 0 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................TAATTATATGTGTTGGCTGTG.................................................................................... 21 0 1 4.00 4 0 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTCCA............................................................................... 23 1 1 4.00 4 0 0 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCTC............................................................................ 24 2 1 4.00 4 1 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTGTTGGCTGTGTTCCTCAG............................................................................ 22 0 1 4.00 4 0 0 1 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTTG............................................................................. 23 2 1 4.00 4 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTTTA............................................................................ 24 3 1 4.00 4 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................ATGTGTTGGCTGTGTTCC................................................................................ 18 0 1 4.00 4 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AGCACATCCAAAACATATAATA................................................................................................................... 22 0 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGTTTT................................................................................ 21 2 1 3.00 3 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCCTT............................................................................. 23 3 1 3.00 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCGA.............................................................................. 22 2 1 3.00 3 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAAC.................................................................................................................... 23 1 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGA................................................................................... 19 1 1 3.00 3 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGAGCACATCCAAAACATATAT..................................................................................................................... 22 1 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTCCTCA............................................................................. 22 0 1 3.00 3 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TATGTGTTGGCTGTGTTCCTCT............................................................................. 22 1 1 3.00 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCCG.............................................................................. 22 2 1 3.00 3 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATATGTGTTGGCTGTGA................................................................................... 18 1 1 3.00 3 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTATATGTGTTGGCTGTGTTTA................................................................................ 22 2 1 3.00 3 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCCTCAA............................................................................ 24 1 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTCTCT.............................................................................. 22 3 2 3.00 6 0 2 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................ATATGTGTTGGCTGTGTTAT................................................................................ 20 2 3 3.00 9 2 1 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GATAAAAAGTCAACAACACTGCGTGGACCTTAAGAGAACGACGATGGACCTTAAAGAAATCACAAGATCGTCTACTAACTGCTCGTGTAGGTTTTGTATATTATACATATATATATTAATATACACAACCGACACAAGGAGTCAGCAGATGAGTCGAGATGGGTTTGCGGTCGAGACGCTTCCTTTCGGGTATCAAAAAGATTCTTAGGTTTTCTAACT

***************************************************************((((.((((((((((.(((((((.((((.(((((((((((((....)))).))))))))).)))).))))))).)))))))))).)).)).*****************************************************************
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size

#
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Total
Norm Total

V116

male
body

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060673

9_ovaries_total

SRR060655

9x160_testes_total

V053

head

SRR060689

160x9_testes_total

SRR060679

140x9_testes_total

SRR060663

160_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

...............................................................................TGCTCGTGTAGGTTTTGTATAT...................................................................................................................... 22 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0

...............................................................................TGCTCGTGTAGGTTTTGTATA....................................................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................GCTCGTGTAGGTTTTGTATAT...................................................................................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................ACTGCTCGTGTAGGTTTTGTAT........................................................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:2032953-

2033171 -
dvi_190 CTATTTTTCAGTTGTTGT----GACGCACCTGGAAT--TCTCTTGCTGCTACCTGGAATTTCTT-TAGTGTTCTAGCAGATG--ATTGACGAGCACATCCAAAACATATAATATGTATATATATAATTATATGTGTTGGCTGTGTTCCTCAGTCGTCTACTCAGCTCTACCCAAACGCCAGCTCTGCGAAGGAAAGCCCATAGTTTTTCTAAGAATCCAAAAGATTGA

droMoj3 scaffold_6540:1308169-
1308204 -

AACA------C--------------------------ACA--AT----------------ATATA--------------------------------------------------TATATATATGATTACATATGT--------------------------------------------------------------------------------------------

droGri2 scaffold_14853:4370340-
4370389 +

ATCA------AA------------------------AACATAAA----------------ATTTG--------------------------------------------------TATTTATTTATTTATTTTTTTTTTTTGTGTT----------------------------------------------------------------------------------

droWil2 scf2_1100000004837:1229256-
1229288 -

ATAT------A---------------------------TA--AT----------------ATATA----------------------------------------------------TATATATATATATATGTAT--------------------------------------------------------------------------------------------

droPer2 scaffold_10337:948-1048 - ATTT------C---------------------------------------------------GT-AAGTATTCTGGCATGTGGGAAAGACAGACATTATTATTACAATTAATACCTTCATATATAATTATTTTTATTAGTTTTTTTCTTTAATTCTCTA---------------------------------------------------------------------
droAna3 scaffold_13266:17873281-

17873331 +
AGCC------A--------------------------TCG--AC----------------CTGAC----------------------------------------------------------------------------------------------------TCTATCCAGAGGTCACCTGTGAAAAGGAAATCTTAT---------------------------

droBip1 scf7180000393514:2764-2827 - TTCC------GCTATTGTGGGTGACAC--CTGGAAT--TGTATTGTTTCTACCTTCAATTCCGT-TTTTTTT-----------------------------------------------------------------------TTA----------------------------------------------------------------------------------
droKik1 scf7180000302696:1148082-

1148118 +
CAAT------A-------------------------CATA--CT----------------ATATA--------------------------------------------------TATATATATATATATATATAT--------------------------------------------------------------------------------------------

droFic1 scf7180000452785:2202-2245 - AATA------T--------------------------ATG--AT----------------ATATA----------------------------------------------------TATGTATATGTATATGTATGATATATGTT----------------------------------------------------------------------------------
droEle1 scf7180000490719:71624-71660

+
CAAA------A-------------------------TATATAAT----------------ATGTG----------------------------------------------------AATGTGTTAGTAAATGTGT--------------------------------------------------------------------------------------------

droRho1 scf7180000779985:418116-
418161 +

TGGC------A--ATGAAATCCA---------AA--TGTACAAT----------------ATGCA----------------------------------------------------TATATATACATATATG-----------------------------------------------------------------------------------------------

droTak1 scf7180000415483:12471-12535
+

CCCG------GCTACAGTTTCCGACGC--AT-------TTGTTTGCCGCTACCCGATCTTTCTT-TGGATTTCCA-------------------------------------------------------GCAAAT--------------------------------------------------------------------------------------------

droYak3 3L:11026410-11026428 + TTTTTTCCCCCGTATT-------------------------------------------------------------------------------------------------------------------------------GTG----------------------------------------------------------------------------------
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hide 3p reads  show mid mismatch reads

TCACCTCCATGTTCGTTTGTGATCTGTGCGGAATATTGGCAGCTGAATCGTGGGCACTTCTAAAATATATATATATATATATATATATATTTGTTGATAATTGAACTTATATATTTTAGCCGTGTTCCATGATTCGGCTGCTGTGCTCCTCCCGCCGCCATGTTCACTTTAATGTGCTGCCT

***********************************..((((((((((((((((((((..((((((((((((........(((..(((....)))..)))........))))))))))))..))).)))))))))))))))))....************************************
Read
size

#
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Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060659

Argentina_testes_total

V116

male
body

SRR060683

160_testes_total

SRR060657

140_testes_total

SRR060655

9x160_testes_total

SRR060658

140_ovaries_total

M047

female
body
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body

SRR060654

160x9_ovaries_total

SRR060688
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SRR060660

Argentina_ovaries_total

SRR060684

140x9_0-
2h_embryos_total
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Ovary_Strain_160_oxidized

SRR060656
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SRR2096079
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SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060682
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2h_embryos_total

SRR2096050
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.............................................................................................................TATATTTTAGCCGTGTTCCATG................................................... 22 0 1 14737.00 14737 4243 4 3847 1289 1268 1077 1174 929 576 5 259 24 17 5 3 4 0 4 0 4 3 0 0 0 0 1 0 0 0 0 0 1 0

..................................................TGGGCACTTCTAAAATATATA............................................................................................................... 21 0 1 2090.00 2090 696 284 752 225 25 49 15 5 18 3 12 0 1 0 0 0 2 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATAT................................................................................................................ 20 0 1 1717.00 1717 619 253 500 211 26 54 9 3 22 2 13 0 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 1

.............................................................................................................TATATTTTAGCCGTGTTCCA..................................................... 20 0 1 1543.00 1543 459 197 304 145 143 87 13 43 79 37 33 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAT.................................................... 21 0 1 914.00 914 335 1 235 120 56 89 6 12 33 0 26 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATAA.............................................................................................................. 22 1 1 771.00 771 301 128 224 85 7 10 4 3 4 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGA.................................................. 23 0 1 639.00 639 267 0 167 65 35 62 6 7 20 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAA.................................................... 21 1 1 360.00 360 53 252 23 14 5 8 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCC...................................................... 19 0 1 345.00 345 78 42 59 22 18 26 17 2 14 59 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGT.................................................. 23 1 1 172.00 172 64 0 39 16 17 15 5 5 6 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATT................................................... 22 1 1 127.00 127 21 2 14 9 19 22 18 11 10 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTC....................................................... 18 0 1 118.00 118 23 23 33 9 12 4 1 1 8 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATA................................................................................................................. 19 0 1 114.00 114 38 17 33 17 1 5 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATAT................................................................................................................ 21 0 1 88.00 88 22 46 8 11 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATC................................................... 22 1 1 82.00 82 18 0 15 4 13 14 1 2 8 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATAT.............................................................................................................. 22 0 1 81.00 81 27 25 17 6 1 0 0 0 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATTTTAGCCGTGTTCCATG................................................... 20 0 1 58.00 58 8 0 14 1 6 9 11 3 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................AATATTGGCAGCTGAATCG.................................................................................................................................... 19 0 1 57.00 57 0 0 7 3 13 8 4 5 6 0 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATATA............................................................................................................... 22 0 1 53.00 53 15 19 15 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATAA................................................................................................................ 20 1 1 50.00 50 20 6 19 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATC............................................................................................................... 21 1 1 32.00 32 11 4 7 5 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATAC.............................................................................................................. 22 1 1 32.00 32 11 8 7 2 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGAA................................................. 24 1 1 29.00 29 9 0 7 1 4 3 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAAA................................................... 22 2 1 28.00 28 6 15 1 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATA................................................... 22 1 1 28.00 28 14 0 7 2 1 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCC..................................................... 20 1 1 28.00 28 3 0 4 2 3 8 1 0 3 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCATG................................................... 23 0 1 24.00 24 6 0 2 4 0 1 2 3 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCA..................................................... 21 0 1 23.00 23 5 6 2 0 1 0 0 1 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCATG................................................... 21 0 1 21.00 21 6 0 8 2 2 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATATAA.............................................................................................................. 23 1 1 20.00 20 3 14 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCC...................................................... 20 0 1 17.00 17 1 3 2 0 2 2 0 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCATGA.................................................. 22 0 1 14.00 14 3 0 5 2 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATTTTAGCCGTGTTCCATG................................................... 19 0 1 13.00 13 5 0 5 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATA................................................................................................................. 20 0 1 13.00 13 4 4 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATCC.............................................................................................................. 22 2 1 12.00 12 3 2 4 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCA...................................................... 19 1 1 11.00 11 3 0 2 2 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATATA............................................................................................................. 23 0 1 11.00 11 8 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTC....................................................... 19 0 1 10.00 10 2 3 2 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGC.................................................. 23 1 1 10.00 10 2 0 4 0 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATAT.................................................................................................................. 18 0 1 9.00 9 6 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAAT................................................... 22 2 2 8.50 17 5 5 1 2 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATTT.................................................. 23 2 1 8.00 8 3 0 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCATGATC................................................ 24 1 1 8.00 8 2 0 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCATGAT................................................. 23 0 1 7.00 7 3 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TTTTAGCCGTGTTCCATG................................................... 18 0 1 6.00 6 1 0 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATTTTAGCCGTGTTCCA..................................................... 18 0 1 6.00 6 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATAG.............................................................................................................. 22 1 1 6.00 6 3 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCT..................................................... 20 1 1 5.00 5 0 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAG.................................................... 21 1 1 5.00 5 0 1 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATAT.................................................................................................................. 19 0 1 5.00 5 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGAAA................................................ 25 2 1 4.00 4 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..............................GAATATTGGCAGCTGAATCG.................................................................................................................................... 20 0 1 4.00 4 0 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................TTTAGCCGTGTTCCATGA.................................................. 18 0 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCATGAA................................................. 23 1 1 4.00 4 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATAA................................................................................................................ 21 1 1 4.00 4 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATATATAT.......................................................................................................... 26 0 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCATT................................................... 23 1 1 4.00 4 1 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAC.................................................... 21 1 1 3.00 3 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGTC................................................. 24 2 1 3.00 3 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATATC............................................................................................................. 23 1 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................GGAATATTGGCAGCTGAATCG.................................................................................................................................... 21 0 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCAT.................................................... 20 0 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATAT.................................................. 23 2 1 3.00 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTAGCCGTGTTCCATGATTCGG............................................. 22 0 1 3.00 3 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGG.................................................. 23 1 1 3.00 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCAT.................................................... 22 0 1 3.00 3 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTAGCCGTGTTCCATGATTCG.............................................. 21 0 1 3.00 3 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATACC............................................................................................................. 23 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCCC.................................................... 21 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATTTTAGCCGTGTTCCATGAT................................................. 22 0 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTT....................................................... 19 1 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTT....................................................... 18 1 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCAAC................................................... 22 2 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATTTTAGCCGTGTTCCAT.................................................... 19 0 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATTTTAGCCGTGTTCCA..................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATCA.............................................................................................................. 22 2 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCACT................................................... 22 2 1 2.00 2 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCCA.................................................... 21 2 1 2.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATC................................................................................................................. 19 1 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................TGAATCGTGGGCACTTCTAAAA..................................................................................................................... 22 0 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCG..................................................... 20 1 1 2.00 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGATC................................................ 25 1 1 2.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATTTTAGCCGTGTTCCATGA.................................................. 21 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................ATATTGGCAGCTGAATCG.................................................................................................................................... 18 0 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TTTTAGCCGTGTTCCATGATC................................................ 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATATAA............................................................................................................ 24 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGAAAA............................................... 26 3 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCAA.................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATGATT................................................ 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................ATATATTTTAGCCGTGTTCCATGC.................................................. 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CGTGGGCACTTCTAAAATATAT................................................................................................................ 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCATTG.................................................. 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTCCCCC................................................... 22 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGGCACTTCTAAAATATATATATATAT........................................................................................................ 28 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................CGGAATATTGGCAGCTGAATCG.................................................................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGGCACTTCTAAAATATATATAT............................................................................................................ 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATTTTAGCCGTGTTA....................................................... 18 1 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGTGGAGGTACAAGCAAACACTAGACACGCCTTATAACCGTCGACTTAGCACCCGTGAAGATTTTATATATATATATATATATATATATAAACAACTATTAACTTGAATATATAAAATCGGCACAAGGTACTAAGCCGACGACACGAGGAGGGCGGCGGTACAAGTGAAATTACACGACGGA

************************************..((((((((((((((((((((..((((((((((((........(((..(((....)))..)))........))))))))))))..))).)))))))))))))))))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060680

Â 9xArg_testes_total

M061

embryo

V053

head

..............CAAACACTAGACACGCCTTATAACCGT............................................................................................................................................. 27 0 1 1.00 1 1 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:2032265-

2032446 -
dvi_44 TCACCTCCATGTTCGTTTGTGATCTGTGCGG------------------AATAT---TGGCAGCTGAATCGTGGGCACTTCTAAAATAT--ATATAT-----------ATATAT---ATATATATATTTGT---------------------TGATAATTGAACTTA--------------------------------------------TA--TAT---TTT--AG-------CCGT----GTTCCATGATTCGGCTGCTGT----------GCTCCTCCCGCCGCCATGTTCACTTTAATGTG-CTGCCT

droMoj3 scaffold_6500:14557505-
14557571 +

CGT-------TTA------T------------------------------A------------------TT--------CATAT--ACTATATA--T--------AT-ATATAT---ATATA--------TATATA-----G----------ATTGTTTTTCAACTT--------------------T-----------------------AA--CAT---T------------------------------------------------------------------------------------------T

droGri2 scaffold_14853:10086957-
10087073 -

A--------TGTATGATGACAAGCTGTGTTT------------------AATATATTTAACAGCTGGGTTC-----------GG--GGT--ATA--T------ATGT-ATATAT---ATATA--------TATATTA---------------GAAA-----------------------------ATTATCAT------TCA---------GG--GTACATTCT---G-------CCAT----GTTCTCTGA------------------------------------------------------------T

droWil2 scf2_1100000004511:5133010-
5133097 -

CGT-------TTG------TTCTCTTTACCGAATTTATCAATTAATTAAAA------------------TTCGTGCATTTTTA---TAA--AAATGAATATATATAT-GTA-------TATA----TATGTATA-------------------------------------------TT--------------------------------------------------------------------------------------------------------------------------------------

dp5 Unknown_group_11:46181-
46236 +

A--------AA-A-------------------------------------------------------------------------AAT--ATA--T------ATAT-ATACAT---ATATA--TATATAA---------------------AAAAAATTATATTGA--------------------------------------------TA--AAA---TT-----------------------------------------------------------------------------------------T

droPer2 scaffold_1:7295976-7296079
-

A--------TG-----------------------------------------------------------------------------T--ACATAT--------G-TATA--TGT-GT--ATGTATTTGT---------------------T------TG----------------TAC-----ACCATATA------GTGA--GA----TA--TAT---TTTTGCAGT----TGA--CTGACT--TCT--------GGTT-CTCCGACTCTCACTATCCTCC-TC-------------------------C

droAna3 scaffold_13337:16530478-
16530555 -

A--------GC-A----------------------------------AAAT------------------TGTGTGCAGTTCTAT--TAT--A---------------------T---ATTTA--------TATATCGCGTATATCTCGTTAATGTTAATTGTATA-A--------------------------------------------TT--T-------------------------------------------------------------------------------------------ATTCTA

droBip1 scf7180000396554:1905273-
1905405 +

A--------TT-----------------------------------------------------------------------------T--ATATAT--------A-TATA--TAT-GT--ATATGTT------TGGTATGCAT--------T------TATACATATACATGTGTATCTGA---ATCATTCCCCTTGG--------CAGTCA--TGT---TT-------TTGGTCCCTGTGCTT----T--------GGTT-TGTTTGCTGCTGCCT--------GTCATGTTTGC---------------T

droKik1 scf7180000302592:508766-
508864 -

T--------AT-A-------------------------------------------------------------------------T----ATATAT--------A-TATATATATTATA----TATATATATA-------------------------------------------TAGCCAGA-TT-------------------CCGGTA--CGA---TT-------TATGCACATGCTCCT----C--------GG----------------------------CATGTTCAATACAGTGGGTCTGCCT

droFic1 scf7180000454072:1317350-
1317428 -

TCATTTTC----------------------ATGTTCAGCAGCTGCCAGGAA------------------CACAAGCAGTGAGA---TAT--ATATACATATACACGT-ATA-------TA----TATCTATATA-------------------------------------------TA--------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491314:6274-6334
+

A--------CA-----------------------------------------------------------------------------T--ATATAT--------A-TATA--GAT-AT--ATGTATT--A---TAATAATAAT-----------GTAT--------------------------------------------------------------TAT--AA-------TAAT----AATACATAA------------------------------------------------------------T

droRho1 scf7180000776845:18267-
18392 -

TGAGCTCT-----------------------------------------------------------------------TTAAA--CAT--ATATAT--------A-TATAAAT---ATATA--------TATATG-----GAT--------T------TATATATATACA----CATGACTAGA------------------------------------------G-------CCCT----ATATAAA---ACGGCAATT-TGT----------TTATCACAGCAATATATTTAT-TGAATTTC-TGGCCT

droTak1 scf7180000415711:1328795-
1328896 +

A--------AT-A-------------------------------------------------------------------------T----ATA--T--------A-TATATAT---ATATA--------TATATGGTTCCGAT---------------TTTATG-G---------------------------------TCTTCCT----TAATTTT---TTT--CG-------GT--GTGATT--ACA--------GCTT-TATTGGCTGTCGCTTTTCTCGCCG-------------------------C

droEug1 scf7180000409799:10417-
10467 +

A--------AA-A-------------------------------------------------------------------------T----ATATAT--------A-TATATAT---ATATA--------CATATGATACCTAA------------------CTTGA--------------------------------------------AA--TAT---TT-----------------------------------------------------------------------------------------T

droYak3 3R:20142977-20143070 - CAGCTTCA---------------------------------------------------------------------------A--AAT--ATA--T------ATAC-ATGCAT---ATATC--TATA--TATATG-----TAT--------A------TATGTATATAAA----TATAGAC---------------------------------------GCC---G-------CCAC----CTCCACAGATTCGAACGCTGC------------------------------------------------G
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GTAAAGGATTAAAAGATCGTGTTTGGTGAGGTTACCGACTTGTTGGGCACTTAGTTGCTAATGTGGCCGATATTTTCAATATGTTGTGTTAATATTGCATGGGCATATGCAAAAATAAGGCACTTTAGCAGCCAAGAGTCCACAGTCCGAGTCCAGCATTAAAAACCGAGAGTCTATGCCAAAGAAAA
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Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

M047

female
body

V116

male
body

SRR060677

Argx9_ovaries_total

SRR060654

160x9_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060656

9x160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060688

160_ovaries_total

M027

male
body

SRR060668

160x9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096056

Ovary_Min_46

M061

embryo

SRR060665

9_females_carcasses_total

SRR060658

140_ovaries_total

SRR060669

160x9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

...................................................................................................................TAAGGCACTTTAGCAGCCAAGA................................................... 22 0 1 20445.00 20445 6810 5468 4064 1845 750 639 388 282 45 19 42 13 9 5 6 4 5 6 5 2 7 3 2 5 2 3 3 2 1 1 0 2 2 0 1 0 1 0 1 0 1 1

...................................................................................................................TAAGGCACTTTAGCAGCCAAG.................................................... 21 0 1 6000.00 6000 1654 1245 1163 420 494 426 323 146 52 28 10 12 3 3 3 0 3 2 3 3 0 2 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTC................................................................................................................. 25 1 1 1093.00 1093 314 282 161 78 82 72 59 35 5 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGT................................................... 22 1 1 690.00 690 185 171 124 47 65 40 32 16 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATAT................................................................................................................... 23 0 1 482.00 482 133 140 112 42 17 17 10 3 1 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGAT..................................................................................................................... 21 0 1 405.00 405 92 133 91 26 13 13 8 11 8 5 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATT.................................................................................................................. 24 0 1 334.00 334 87 120 56 19 13 7 10 8 5 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATC.................................................................................................................... 22 1 1 296.00 296 74 54 46 33 21 27 24 14 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGA...................................................................................................................... 20 0 1 278.00 278 36 45 48 15 16 11 27 11 24 42 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCAAG.................................................... 22 0 1 148.00 148 43 37 29 4 11 12 8 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATA.................................................................................................................... 22 0 1 121.00 121 22 48 24 7 2 3 3 1 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTCC................................................................................................................ 26 2 1 115.00 115 38 20 9 10 7 8 13 6 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAA.................................................. 23 1 1 101.00 101 36 29 15 9 2 4 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGTC.................................................. 23 2 1 100.00 100 17 18 22 6 10 14 8 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAT.................................................. 23 1 1 84.00 84 36 26 10 4 5 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATC.................................................................................................................. 24 1 1 75.00 75 19 13 14 4 6 7 8 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATCC................................................................................................................. 25 2 1 73.00 73 23 8 8 4 5 9 13 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATT.................................................................................................................... 22 1 1 68.00 68 17 15 10 8 4 1 5 3 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAA..................................................... 20 0 1 53.00 53 14 5 5 3 11 2 3 3 1 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTT................................................................................................................. 25 0 1 43.00 43 9 11 13 1 1 0 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................AATAAGGCACTTTAGCAGCCAA..................................................... 22 0 1 36.00 36 10 8 9 4 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGC................................................... 22 1 1 31.00 31 0 0 0 0 13 11 4 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGATC................................................. 24 2 1 31.00 31 13 8 7 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATCC................................................................................................................... 23 2 1 30.00 30 8 4 5 3 3 3 0 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCAAGA................................................... 23 0 1 30.00 30 7 8 7 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAG.................................................. 23 0 1 28.00 28 7 6 1 2 4 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCA...................................................... 19 0 1 27.00 27 5 3 5 1 3 1 4 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................AAGGCACTTTAGCAGCCAAGA................................................... 21 0 1 20.00 20 6 4 2 3 1 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAT.................................................... 21 1 1 19.00 19 6 2 4 4 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCAAGT................................................... 23 1 1 16.00 16 5 5 2 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATAA................................................................................................................... 23 1 1 14.00 14 6 6 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCG....................................................................................................................... 19 0 1 14.00 14 4 1 3 0 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAC.................................................. 23 1 1 13.00 13 2 3 3 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTGCTAATGTGGCCGATATTTTCC.............................................................................................................. 26 1 1 12.00 12 2 3 6 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAA.................................................... 21 1 1 12.00 12 3 4 2 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGTT.................................................. 23 2 1 12.00 12 4 2 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTGCTAATGTGGCCGATATTTTCCCC............................................................................................................ 28 3 1 12.00 12 0 3 5 1 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATATTT................................................................................................................. 24 0 1 11.00 11 4 3 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................GCACTTTAGCAGCCAAGA................................................... 18 0 1 11.00 11 1 0 7 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTGCTAATGTGGCCGATATTTTCCC............................................................................................................. 27 2 1 10.00 10 4 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................AATAAGGCACTTTAGCAGCCA...................................................... 21 0 1 8.00 8 1 5 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCC....................................................... 18 0 1 8.00 8 1 0 1 0 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGG................................................... 22 1 1 7.00 7 2 2 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAC.................................................... 21 1 1 7.00 7 0 0 0 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCAA..................................................... 21 0 1 7.00 7 0 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGC...................................................................................................................... 20 1 1 7.00 7 0 0 0 0 3 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................AAGGCACTTTAGCAGCCAAG.................................................... 20 0 1 7.00 7 1 3 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATAC................................................................................................................... 23 1 1 6.00 6 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATATTC................................................................................................................. 24 1 1 6.00 6 2 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................AGGCACTTTAGCAGCCAAGA................................................... 20 0 1 6.00 6 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAAA................................................. 24 2 1 6.00 6 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCAAT.................................................... 22 1 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATTC................................................................................................................... 23 2 1 5.00 5 0 1 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................CAAAAATAAGGCACTTTAGCAGCCAAGA................................................... 28 0 1 5.00 5 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGTTC................................................. 24 3 1 5.00 5 1 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATAT................................................................................................................... 22 0 1 5.00 5 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTCA................................................................................................................ 26 2 1 4.00 4 0 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTCAATATGTTGTGTTAATATTG........................................................................................... 23 0 1 3.00 3 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGTCC................................................. 24 3 1 3.00 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAACC................................................... 22 2 1 3.00 3 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTCAATATGTTGTGTTAATATTGCA......................................................................................... 25 0 1 3.00 3 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTTC................................................................................................................ 26 1 1 3.00 3 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATG.................................................................................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGAA..................................................................................................................... 21 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATAA................................................................................................................. 25 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTAGTTGCTAATGTGGCCGATC.................................................................................................................... 23 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGACC................................................. 24 2 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTAGTTGCTAATGTGGCCGATATTC................................................................................................................. 26 1 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCAAGAGT................................................. 24 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATCCC................................................................................................................ 26 3 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTCCT............................................................................................................... 27 3 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCACA.................................................... 21 2 1 2.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCT...................................................... 19 1 1 2.00 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AAAAATAAGGCACTTTAGCAGT........................................................ 22 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................AATAAGGCACTTTAGCAGCCAAG.................................................... 23 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAAGGCACTTTAGCAGCCATT.................................................... 21 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TATGTTGTGTTAATATTGCATGGGCATA................................................................................. 28 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATC.................................................................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTAGTTGCTAATGTGGCCGATATTCC................................................................................................................ 27 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCC....................................................................................................................... 19 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATTTT................................................................................................................ 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTGCTAATGTGGCCGATATT.................................................................................................................. 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................AAATAAGGCACTTTAGCAGT........................................................ 20 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGCTAATGTGGCCGATATTC................................................................................................................. 20 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATAAC.................................................................................................................. 24 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGCTAATGTGGCCGATATTTTCA.............................................................................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCCA...................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AAAAATAAGGCACTTTAGCAGC........................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTCAATATGTTGTGTTAATATTGC.......................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATATCC................................................................................................................. 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCCGATATAG................................................................................................................. 25 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTAGTTGCTAATGTGGCCGATT.................................................................................................................... 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGTTGCTAATGTGGCCGATATT.................................................................................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................AATAAGGCACTTTAGCAGCCAT..................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTCAATATGTTGTGTTAATATTGCAT........................................................................................ 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAAGGCACTTTAGCAGCC....................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTAGTTGCTAATGTGGCC........................................................................................................................ 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTAGTTGCTAATGTGGCCGATAT................................................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CATTTCCTAATTTTCTAGCACAAACCACTCCAATGGCTGAACAACCCGTGAATCAACGATTACACCGGCTATAAAAGTTATACAACACAATTATAACGTACCCGTATACGTTTTTATTCCGTGAAATCGTCGGTTCTCAGGTGTCAGGCTCAGGTCGTAATTTTTGGCTCTCAGATACGGTTTCTTTT

************************************.((((.((.((((.(((.((((((((.(((.((..((((((..(((((((.(((.......)))..)))))))...)))))).))))).)))))))).))).)))))))))).....***********************************
Read
size

#
Mismatch

Hit
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Total
Norm Total

SRR2096059

Ovary_Min_164

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096060

Ovary_Min_193

M061

embryo

M047

female
body

SRR060661

160x9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096056

Ovary_Min_46

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096013

Ovary_Strain_9_oxidized

GSM1528803

follicle
cells

SRR060681

Argx9_testes_total

V047

embryo

V053

head

SRR060669

160x9_females_carcasses_total
SRR2096055

Ovary_Min_43

M027

male
body

SRR060682

9x140_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

.................................................GAATCAACGATTACACCGGCTA..................................................................................................................... 22 0 1 4.00 4 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................AATCAACGATTACACCGGCTAT.................................................................................................................... 22 0 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GAATCAACGATTACACCGGCTAT.................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGAATCAACGATTACACCGGCTA..................................................................................................................... 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATCAACGATTACACCGGCTATA................................................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TCGTCGGTTCTCAGGTGTC........................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAATCAACGATTACACCGGCTA..................................................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................GATTACACCGGCTATAAAAGTTAT........................................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATCAACGATTACACCGGCTAT.................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAATCAACGATTACACCGGCT...................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................CGGTTCTCAGGTGTCAGGCTC..................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_13042:903308-
903495 -

dvi_110 GTAAAGGATTAAAAGATCGTGTTTGGTGAGGTTACCGACTTGTTGGGCACTTAGTTGCTAATGTGGCCGATATTTTCAATATGTT---GTGTTAATA-TTGCATGG----GCATATGCAAAAATAAGGCACTTTAGCAGCCAAGAGTCCACAGTCCGAGTCCAGCATTAAAAACCGA-GAGTCTATGCCAAAGAAAA

droMoj3 scaffold_6328:2897915-
2898089 -

dmo_89 AA-------------ACCAAGTTTCGAATAGATTTCGACTTGTTGGGTACTTAGTTGCTAACGTGGCCAATATTTGTAATATGTTTACGTGTTATCAGTTCCAAGGGAGCATGCGTGCGAAAATAAGGCACTTTAGCAGCCAAGAGTCCACAGTCCAAGTCCAGCATTA----TCGATAAGTTCGCATCGAA-----

droGri2 scaffold_15081:2041402-
2041429 -

AT-------------A-----------------------------------------------------------------------------------------T----GCATATGCAAAAATAAGGCACCTT---------------------------------------------------------------

Generated: 09/08/2015 at 08:57 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
1

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:903308-903495
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:903308-903495
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_110.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6328:2897915-2898089
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_89.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15081:2041402-2041429


ID:

dvi_43

Coordinate:

scaffold_12723:4641314-4641373 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature star

1. dvi_43  scaffold_12723:4641352-4641373 -
2. dvi_319  scaffold_12963:329869-329890 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CTAGTAGAGCTGTAAAAGTTCAACTGACATTTGGTATTCCGGATGAACCGTGCAAATTGTTTTTCGTATTACTTATTTCAATTATGTTGAACGGGAAACAATTTGTGCAGCTTGCCTGGAGAAGCAACCTAAAATAAAATGGTTCACATGTAGTTAATCC

***********************************.((((((.(((...((((((((((((((((((...((.((.......)).))...))))))))))))))))))...))).))))))...************************************
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SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060655

9x160_testes_total

SRR060689

160x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

M047

female
body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060656

9x160_ovaries_total

SRR060658

140_ovaries_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060673

9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

M027

male
body

SRR060676

9xArg_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060688

160_ovaries_total

SRR060674

9x140_ovaries_total

SRR060654

160x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060660

Argentina_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR060661

160x9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head

M028

head
SRR2096060

Ovary_Min_193
.......................................................................................TGAACGGGAAACAATTTGTGCA................................................... 22 0 1 17946.00 17946 4167 3447 3375 1632 1283 1075 1087 814 537 196 275 13 1 6 4 0 8 0 0 3 2 3 1 3 2 1 1 0 1 2 2 0 1 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGC.................................................... 21 0 1 5033.00 5033 780 619 612 642 538 494 230 297 192 378 200 3 4 5 10 4 0 4 3 3 0 1 2 3 1 1 2 0 1 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTG..................................................... 20 0 2 4893.00 9786 1690 1659 1684 988 747 865 651 550 268 345 324 4 0 3 1 0 1 0 0 0 1 0 0 0 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAA.................................................. 23 1 1 2764.00 2764 559 721 702 197 89 72 203 106 32 26 22 1 7 0 0 3 0 5 4 0 0 3 2 1 1 0 1 2 0 0 0 0 0 0 0 1 1 0 0 0 1 1 0 1 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCC................................................... 22 1 1 730.00 730 115 70 76 107 117 79 26 58 56 1 22 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAC.................................................. 23 1 1 553.00 553 73 84 70 70 52 37 19 39 11 44 52 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAT.................................................. 23 1 1 517.00 517 93 124 139 19 21 14 37 16 33 5 6 0 3 0 0 2 1 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCCC.................................................. 23 2 1 194.00 194 22 15 15 21 49 22 7 25 15 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACC....................................................................................... 23 1 2 168.00 336 135 75 69 1 2 8 28 8 0 0 0 1 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTG....................................................... 18 0 2 136.50 273 50 52 78 21 7 4 26 18 0 4 12 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAAA................................................. 24 2 1 86.00 86 14 25 21 3 2 3 9 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCT................................................... 22 1 1 74.00 74 8 15 8 9 10 8 3 3 2 0 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCCT.................................................. 23 2 1 73.00 73 12 10 6 10 7 8 5 4 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAG.................................................. 23 0 1 73.00 73 13 13 19 6 0 4 6 8 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGT...................................................... 19 0 2 70.00 140 28 23 47 5 12 2 13 5 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTAC........................................................................................ 22 0 2 70.00 140 63 35 24 1 0 5 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGA.................................................... 21 1 2 63.50 127 11 33 30 4 11 7 14 5 3 1 7 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCTC.................................................. 23 2 1 59.00 59 9 9 16 10 6 3 1 0 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTA......................................................................................... 21 0 2 58.50 117 38 25 32 2 1 3 10 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACCC...................................................................................... 24 2 2 49.00 98 39 17 23 5 1 2 5 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
.......................................................................................TGAACGGGAAACAATTTGTGCCA.................................................. 23 2 1 47.00 47 8 6 4 10 6 5 1 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTC..................................................... 20 1 2 40.00 80 19 13 16 7 3 6 5 2 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCG................................................... 22 1 1 25.00 25 2 2 3 6 6 2 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAAAA................................................ 25 3 1 23.00 23 2 5 7 1 1 1 0 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCATT................................................. 24 2 1 21.00 21 4 7 4 1 0 1 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GAACGGGAAACAATTTGTGCA................................................... 21 0 1 18.00 18 6 1 5 1 0 0 1 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTGCAG.................................................. 21 0 1 17.00 17 3 5 1 3 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TTGAACGGGAAACAATTTGTGC.................................................... 22 0 1 13.00 13 3 0 1 3 0 1 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
......................................................................................TTGAACGGGAAACAATTTGTG..................................................... 21 0 2 11.50 23 2 2 7 1 4 1 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCTT.................................................. 23 2 1 11.00 11 2 1 2 1 0 1 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTAA........................................................................................ 22 1 2 11.00 22 8 7 4 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACCCC..................................................................................... 25 3 2 10.50 21 10 2 6 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTGCA................................................... 20 0 1 9.00 9 0 2 1 2 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GAACGGGAAACAATTTGTGCAG.................................................. 22 0 1 9.00 9 2 2 3 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTGCAGC................................................. 22 0 1 8.00 8 1 0 3 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCATA................................................. 24 2 1 8.00 8 2 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GAACGGGAAACAATTTGTGC.................................................... 20 0 1 7.00 7 1 0 0 1 0 0 0 1 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACA....................................................................................... 23 1 2 7.00 14 7 1 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATT.......................................................................................... 20 0 2 7.00 14 3 2 5 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAAT................................................. 24 2 1 6.00 6 0 1 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCCCT................................................. 24 3 1 6.00 6 0 1 1 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCATAA................................................ 25 3 1 6.00 6 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCATTA................................................ 25 3 1 5.00 5 0 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACCA...................................................................................... 24 2 2 4.50 9 5 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTGC.................................................... 19 0 1 4.00 4 0 0 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACT....................................................................................... 23 0 2 4.00 8 3 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTC......................................................................................... 21 1 2 3.50 7 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCACA................................................. 24 2 1 3.00 3 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCCAA................................................. 24 3 1 3.00 3 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGAT................................................... 22 2 2 3.00 6 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTAT........................................................................................... 19 0 2 3.00 6 0 1 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GAACGGGAAACAATTTGTG..................................................... 19 0 2 2.50 5 0 0 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGG.................................................... 21 1 2 2.50 5 1 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
.......................................................................................TGAACGGGAAACAATTTGTGCTAT................................................. 24 3 1 2.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAAG................................................. 24 2 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................CGGGAAACAATTTGTGCA................................................... 18 0 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCACT................................................. 24 2 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCTA.................................................. 23 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTAAA....................................................................................... 23 2 2 2.00 4 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTG..................................................... 18 0 2 1.50 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCTCT................................................. 24 3 2 1.50 3 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................CGTGCAAATTGTTTTTCGTATT.......................................................................................... 22 0 2 1.50 3 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTATTACTC...................................................................................... 24 1 2 1.50 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCAAATTGTTTTTCGTA............................................................................................ 18 0 2 1.50 3 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTA..................................................... 20 1 2 1.50 3 0 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TTGAACGGGAAACAATTTGTC..................................................... 21 1 2 1.50 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GAACGGGAAACAATTTGTGCCC.................................................. 22 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGCAAAC................................................ 25 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................AACGGGAAACAATTTGTGCC................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TGAACGGGAAACAATTTGTGAC................................................... 22 2 2 1.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GATCATCTCGACATTTTCAAGTTGACTGTAAACCATAAGGCCTACTTGGCACGTTTAACAAAAAGCATAATGAATAAAGTTAATACAACTTGCCCTTTGTTAAACACGTCGAACGGACCTCTTCGTTGGATTTTATTTTACCAAGTGTACATCAATTAGG

************************************.((((((.(((...((((((((((((((((((...((.((.......)).))...))))))))))))))))))...))).))))))...***********************************
Read
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#
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M047

female
body

V053

head

...............................................................................................................................GGATTTTATTTTACCAAGTGT............ 21 0 1 1.00 1 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:4641264-

4641423 -
dvi_43 CTAGTAGAGCTGTAAAAGTTCAACTGACATTTGGTATTCCGGATGAACCGTGCAAATTGTTTTTCGTATTACTTATTTCAATTATGTTGAACGGGAAACAATTTGTGCAGCTTGCCTGGAGAAGCAACCTAAAATAAAATGGTTCACATGTAGTTAATCC

Generated: 09/08/2015 at 09:11 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4641264-4641423
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_43.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4641352-4641373
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_319.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:329869-329890
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4641264-4641423
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_43.html


ID:

dvi_32

Coordinate:

scaffold_12970:9417366-9417426 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTGTTTTGGTTGACAATCTTGAAGGGTATTCACAGCGGCGTTCAGCTTGCACTGGTACTCCGTACTCAAAGAGCGAATTCTGCATACTCTTTGCGTGCAGAGGGCTAGATCGGGCGGTACGTAAATGCATCAATTTGGGCCTTTCCTGCAGACAATTCAAA

***********************************..((((...(((((..(((((.(((.((((.(((((((.............))))))).)))).))).)))))..)))))...))))...************************************
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#
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Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060670

9_testes_total

SRR060659

Argentina_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060689

160x9_testes_total

M027

male
body

M047

female
body

SRR060658

140_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060656

9x160_ovaries_total

SRR060675

140x9_ovaries_total

SRR060673

9_ovaries_total

M061

embryo

SRR060654

160x9_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060688

160_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060674

9x140_ovaries_total
SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

M028

head
SRR2096060

Ovary_Min_193

SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060668

160x9_males_carcasses_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060687

9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR1106729

mixed
whole
adult body

SRR2096013

Ovary_Strain_9_oxidized

SRR060661

160x9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR1106728

larvae

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106720

embryo_8-
10h

SRR1106727

larvae

.........................................................................................TTTGCGTGCAGAGGGCTAGAT................................................... 21 0 1 14459.00 14459 1973 2071 2070 2849 1027 618 845 1073 617 542 435 219 18 25 7 6 8 6 1 7 8 5 7 2 2 0 0 2 0 1 0 0 0 1 0 1 0 2 4 0 1 0 0 1 0 0 0 0 1 0 1 1 0 1 1 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATC.................................................. 22 0 1 6987.00 6987 868 714 1157 893 430 233 632 592 388 495 261 180 28 23 2 11 1 7 17 5 5 1 4 5 3 4 0 2 2 2 2 0 0 1 1 0 2 5 0 1 2 0 0 0 0 0 1 0 0 0 0 0 2 1 0 1 1 0 0 1 1

.........................................................................................TTTGCGTGCAGAGGGCTAGA.................................................... 20 0 1 5000.00 5000 699 861 809 650 433 318 280 163 216 177 133 182 15 10 5 4 6 6 0 1 5 3 2 0 1 0 1 2 1 1 0 0 1 5 1 0 1 0 0 0 2 1 1 0 1 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAG.......................................................................................... 21 0 1 3976.00 3976 1345 1112 72 9 864 406 32 5 14 3 32 8 33 0 3 0 4 0 2 0 0 4 0 4 2 1 0 2 0 4 1 2 0 0 1 4 0 0 2 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAG..................................................... 19 0 1 3031.00 3031 431 649 489 314 357 215 148 83 107 57 83 46 18 5 6 2 3 2 0 0 0 2 2 1 0 0 0 0 3 1 0 3 0 2 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGA......................................................................................... 22 0 1 2622.00 2622 958 724 39 6 517 206 27 5 14 0 26 12 18 0 2 0 3 0 0 0 0 0 0 4 9 3 8 7 4 2 4 5 3 0 5 2 2 0 0 0 0 0 0 3 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATT.................................................. 22 1 1 925.00 925 115 146 165 182 56 53 36 64 37 38 18 7 1 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAA........................................................................................... 20 0 1 771.00 771 246 223 5 3 183 71 5 0 3 1 10 1 5 0 3 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 2 0 0 0 1 0 1 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCT................................................. 23 1 1 482.00 482 48 62 92 59 30 20 29 45 30 19 25 17 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAG........................................................................................ 23 0 1 372.00 372 87 84 40 22 55 16 29 5 10 3 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAA................................................... 21 1 1 355.00 355 57 69 48 40 41 31 14 11 9 17 5 7 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAA........................................................................................ 23 1 1 346.00 346 125 110 10 1 56 27 6 1 4 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTA...................................................... 18 0 1 241.00 241 24 45 56 32 23 17 5 10 15 0 7 5 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAA............................................................................................ 19 0 1 229.00 229 77 53 1 0 57 19 2 0 2 0 2 0 11 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATA.................................................. 22 1 1 223.00 223 41 46 29 16 17 15 9 11 12 8 5 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAA.......................................................................................... 21 1 1 165.00 165 51 53 1 0 35 19 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAT..................................................... 19 1 1 148.00 148 5 28 17 43 10 8 9 10 11 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAAA....................................................................................... 24 2 1 139.00 139 41 47 4 0 25 14 0 0 3 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAAA.................................................. 22 2 1 118.00 118 15 28 8 22 9 4 3 1 5 4 2 5 1 1 1 0 1 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCA................................................. 23 1 1 116.00 116 26 11 19 2 13 6 7 2 11 12 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTT................................................. 23 2 1 106.00 106 13 19 18 21 0 5 8 12 1 4 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAC................................................... 21 1 1 96.00 96 11 5 24 8 9 3 11 2 4 4 2 11 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGT.................................................... 20 1 1 78.00 78 7 12 14 17 8 2 5 4 2 4 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCC................................................. 23 1 1 60.00 60 12 13 7 1 7 3 6 0 5 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGCGTGCAGAGGGCTAGAT................................................... 20 0 1 56.00 56 8 8 12 10 1 1 4 4 0 3 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CACAGCGGCGTTCAGCTTGC............................................................................................................... 20 0 1 45.00 45 5 3 21 0 3 0 11 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGG.................................................... 20 1 1 45.00 45 1 1 2 1 2 1 1 2 2 0 0 32 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTC................................................. 23 2 1 41.00 41 4 4 11 2 3 4 5 0 3 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATAA................................................. 23 2 1 35.00 35 4 6 5 1 1 3 2 0 3 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGCGTGCAGAGGGCTAGATC.................................................. 21 0 1 35.00 35 2 4 7 5 1 0 7 4 1 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGTC................................................... 21 2 1 33.00 33 9 4 1 1 3 1 2 0 4 6 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAG................................................... 21 1 1 29.00 29 3 4 5 1 2 4 0 7 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAA..................................................... 19 1 1 27.00 27 5 6 5 3 5 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGC.................................................... 20 1 1 26.00 26 1 0 9 0 1 0 7 0 5 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGCGTGCAGAGGGCTAGA.................................................... 19 0 1 23.00 23 2 1 2 2 3 4 4 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTATT.................................................... 20 2 1 23.00 23 2 2 2 12 1 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTAGAT................................................... 22 0 1 23.00 23 4 4 4 7 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTT...................................................... 18 1 1 23.00 23 1 2 6 9 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATAT................................................. 23 2 1 20.00 20 2 3 4 2 1 2 0 1 0 3 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAAT.................................................. 22 2 1 19.00 19 1 2 1 6 1 2 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAGA....................................................................................... 24 1 1 16.00 16 4 1 1 3 2 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTAGA.................................................... 21 0 1 16.00 16 2 3 5 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCTT................................................ 24 2 1 15.00 15 1 2 2 0 4 0 0 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTAG..................................................... 20 0 1 14.00 14 1 5 1 1 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATG.................................................. 22 1 1 14.00 14 4 0 3 4 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATAAA................................................ 24 3 1 14.00 14 1 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCAA................................................ 24 2 1 13.00 13 1 2 2 1 0 0 0 0 2 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CACTGGTACTCCGTACTCAAAG.......................................................................................... 22 0 1 13.00 13 5 3 0 0 2 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTTT................................................ 24 3 1 13.00 13 1 3 1 1 3 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTTT..................................................... 19 2 3 12.33 37 0 4 5 15 6 0 4 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAAG.................................................. 22 2 1 11.00 11 3 3 1 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGGTACTCCGTACTCAAAGA......................................................................................... 21 0 1 11.00 11 5 2 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGT......................................................................................... 22 1 1 11.00 11 3 3 1 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAAAA...................................................................................... 25 3 1 10.00 10 1 6 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGTA................................................... 21 2 1 9.00 9 0 6 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTA................................................. 23 2 1 8.00 8 3 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGACA.................................................. 22 2 1 8.00 8 1 0 2 0 0 1 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGAAAA................................................. 23 3 1 8.00 8 2 2 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAT........................................................................................ 23 1 1 8.00 8 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCTTC............................................... 25 3 1 7.00 7 0 0 3 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGCGTGCAGAGGGCTAG..................................................... 18 0 1 7.00 7 0 0 2 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGTCT.................................................. 22 3 1 7.00 7 1 1 0 2 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTAGATC.................................................. 23 0 1 6.00 6 0 0 0 1 2 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAAG....................................................................................... 24 2 1 6.00 6 0 1 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGACT.................................................. 22 2 1 6.00 6 2 0 0 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCCA................................................ 24 2 1 6.00 6 0 0 1 0 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GCGTGCAGAGGGCTAGATC.................................................. 19 0 1 6.00 6 1 0 1 1 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGGTACTCCGTACTCAAAG.......................................................................................... 20 0 1 6.00 6 2 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCG................................................. 23 0 1 6.00 6 0 2 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCGTGCAGAGGGCTAGAT................................................... 19 0 1 5.00 5 2 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................TCACAGCGGCGTTCAGCTTGC............................................................................................................... 21 0 1 5.00 5 0 0 2 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCTTTGCGTGCAGAGGGCTAGAT................................................... 23 0 1 5.00 5 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCTTTGCGTGCAGAGGGCTAG..................................................... 21 0 1 5.00 5 2 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTCT................................................ 24 3 1 5.00 5 1 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GCGTGCAGAGGGCTAGAT................................................... 18 0 1 4.00 4 0 0 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTATC.................................................... 20 2 1 4.00 4 0 0 0 0 0 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAGAA...................................................................................... 25 2 1 4.00 4 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGTC........................................................................................ 23 2 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTATTC................................................... 21 3 1 4.00 4 1 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTCC..................................................... 19 2 1 4.00 4 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAC........................................................................................... 20 1 1 3.00 3 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................ACAGCGGCGTTCAGCTTGC............................................................................................................... 19 0 1 3.00 3 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CGTGCAGAGGGCTAGATC.................................................. 18 0 1 3.00 3 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CACTGGTACTCCGTACTCAAAGA......................................................................................... 23 0 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTG...................................................... 18 1 1 3.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGC......................................................................................... 22 1 1 3.00 3 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTAT................................................ 24 3 1 3.00 3 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAT........................................................................................... 20 1 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTTC..................................................... 19 2 1 3.00 3 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCGTGCAGAGGGCTAGATC.................................................. 20 0 1 3.00 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGG......................................................................................... 22 1 1 3.00 3 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTA...................................................... 19 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCTA................................................ 24 2 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGGTACTCCGTACTCAAAGAG........................................................................................ 21 0 1 3.00 3 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATTTC................................................ 24 3 1 3.00 3 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAC........................................................................................ 23 1 1 3.00 3 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CACTGGTACTCCGTACTCAAA........................................................................................... 21 0 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGGTACTCCGTACTCAAA........................................................................................... 19 0 1 3.00 3 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTGCGTGCAGAGGGCTAGT.................................................... 21 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGCGTGCAGAGGGCTAGAA................................................... 20 1 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAAAGAGCG...................................................................................... 25 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCAT................................................ 24 2 1 2.00 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GGTACTCCGTACTCAAAGACT....................................................................................... 21 2 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAACC.......................................................................................... 21 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCTTTGCGTGCAGAGGGCTAGA.................................................... 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAATA.......................................................................................... 21 2 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCATC............................................... 25 3 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTC...................................................... 18 1 1 2.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGGTACTCCGTACTCAT............................................................................................ 19 1 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTGCGTGCAGAGGGCTAGATCTTT............................................... 25 3 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AACAAAACCAACTGTTAGAACTTCCCATAAGTGTCGCCGCAAGTCGAACGTGACCATGAGGCATGAGTTTCTCGCTTAAGACGTATGAGAAACGCACGTCTCCCGATCTAGCCCGCCATGCATTTACGTAGTTAAACCCGGAAAGGACGTCTGTTAAGTTT

************************************..((((...(((((..(((((.(((.((((.(((((((.............))))))).)))).))).)))))..)))))...))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

V047

embryo

SRR060684

140x9_0-
2h_embryos_total

V116

male
body

SRR060662

9x160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060657

140_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9417316-

9417476 -
dvi_32 TTGTTTTGGTTGACAATCTTGAAGGGTATTCACAGCGGCGTTCAGCTTGCACTGGTACTCCGTACTCAAAGAGCGAATTCTGCATACTCTTTGCGTGCAGAGGGCTAGATCGGGCGGTACGTAAATGCATCAATTTGGGCCTTTCCTGCAGACAATTCAAA------------------

droMoj3 scaffold_6496:20164974-
20164989 +

AAGTTATAGATTACAA-------------------------------------------------------------------------------------------------------------------------------------------------------------------

droGri2 scaffold_15245:239319-239340
+

TTTTTTTGGCAAACAACCTTGA-------------------------------------------------------------------------------------------------------------------------------------------------------------

droWil2 scf2_1100000004515:3043399-
3043416 -

TTTTTTTGATTGATGACC-----------------------------------------------------------------------------------------------------------------------------------------------------------------

dp5 3:17952070-17952091 - CTATTTTGGCAAACAACCTTGA-------------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000396569:957194-
957221 +

CTCATTTTGTTATTAATTCTAAAGGG-------------------------------------------------------------------------------------------------------------------------------------------------------TA

droTak1 scf7180000415131:179604-
179610 +

TTGTTTT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droSim2 2r:8245141-8245194 + ATGCGCTGGAT-----------------------------------------------------------------------------------------------------------------------------GGACCACTCCTGCTGGCACAACGGGCATCGGTTGTTCTGCTTG
droSec2 scaffold_1:5091065-5091118 + ATGCGCTGGAT-----------------------------------------------------------------------------------------------------------------------------GGACCACTCCTGCTGGCACAACGGGCATCGGTTGTTCTGCTTG

Generated: 09/08/2015 at 08:57 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9417316-9417476
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9417316-9417476
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_32.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6496:20164974-20164989
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15245:239319-239340
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004515:3043399-3043416
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=3:17952070-17952091
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396569:957194-957221
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415131:179604-179610
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2r:8245141-8245194
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_1:5091065-5091118


ID:

dvi_76

Coordinate:

scaffold_13042:902871-902931 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCCGGAGACAGATGAGTCTTGGATGATAACGCGATGTGGCATCTAAGCTGGAACTCGATTCTCCTCTGTCATATGCGGACGATAACTATGGCAGTGAGGGTGGGGTTTCCTTATTAGATGCGATACTCAAAACGCATGTTATAGATAAACGATAAACGATA

***********************************((.((((((((...(((((((.((((((..((((((((.............)))))))).)))))).))).))))...)))))))).)).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

M047

female
body

SRR060659

Argentina_testes_total

V116

male
body

M027

male
body

SRR060657

140_testes_total
SRR2096055

Ovary_Min_43

SRR2096057

Ovary_Min_50

M061

embryo

SRR060671

9x160_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060668

160x9_males_carcasses_total
SRR2096056

Ovary_Min_46

SRR060664

9_males_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060654

160x9_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR1106729

mixed
whole
adult body

SRR060667

160_females_carcasses_total

SRR060673

9_ovaries_total
SRR2096060

Ovary_Min_193

SRR060674

9x140_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060675

140x9_ovaries_total

SRR060688

160_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096058

Ovary_Min_98

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060665

9_females_carcasses_total

SRR060656

9x160_ovaries_total

SRR060666

160_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060687

9_0-
2h_embryos_total

V053

head

SRR060669

160x9_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106724

embryo_12-
14h

SRR1106727

larvae

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096059

Ovary_Min_164
..................................................GAACTCGATTCTCCTCTGTCAT......................................................................................... 22 0 1 14680.00 14680 4724 4067 3420 1125 333 372 243 144 84 14 21 6 26 4 5 8 13 6 7 6 4 8 5 1 5 0 3 1 3 3 2 0 1 2 2 1 0 1 1 2 1 2 1 1 0 1 0 1 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATC........................................................................................ 23 1 1 7513.00 7513 1915 2535 1373 820 200 199 128 112 47 10 29 83 0 16 9 2 2 0 0 2 3 1 3 5 0 7 0 2 1 0 2 1 0 0 1 0 1 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCA.......................................................................................... 21 0 1 2731.00 2731 676 706 629 240 85 152 78 67 49 5 13 1 6 0 5 1 0 2 0 1 2 0 1 2 1 1 0 2 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATA........................................................................................ 23 0 1 2289.00 2289 918 519 447 179 20 41 14 12 59 2 10 15 4 7 8 6 0 2 1 1 3 2 1 0 1 0 1 0 2 0 0 3 1 0 0 2 3 1 0 1 0 0 0 0 0 0 1 0 1 1 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCC................................................... 22 0 1 722.00 722 126 161 107 37 103 9 26 49 6 51 27 0 17 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTC.................................................... 21 0 1 469.00 469 115 111 72 41 44 6 7 19 3 38 6 0 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTT..................................................... 20 0 1 293.00 293 80 58 68 17 11 2 8 8 4 21 4 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTCA.......................................................................................... 23 0 1 228.00 228 79 56 50 15 7 10 0 1 5 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCT.................................................. 23 0 1 215.00 215 64 37 17 18 21 4 11 9 3 11 12 0 4 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATCC....................................................................................... 24 2 1 200.00 200 32 74 25 31 5 1 13 0 4 0 1 10 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCC.................................................. 23 1 1 179.00 179 19 36 17 14 36 6 12 23 0 8 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTC........................................................................................... 20 0 1 172.00 172 38 32 32 12 8 12 3 19 3 3 2 1 5 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATAT....................................................................................... 23 0 1 162.00 162 49 54 27 11 10 4 2 0 2 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATT........................................................................................ 23 1 1 154.00 154 47 53 26 14 0 6 0 2 0 0 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCAT......................................................................................... 21 0 1 154.00 154 38 36 25 12 11 17 6 2 6 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATA........................................................................................ 22 0 1 121.00 121 25 34 29 9 7 7 1 0 6 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATAA....................................................................................... 24 1 1 112.00 112 39 35 23 8 0 0 0 0 2 0 0 0 0 1 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATC........................................................................................ 22 1 1 91.00 91 15 25 7 8 6 15 8 3 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTC................................................. 24 1 1 91.00 91 11 8 3 1 29 4 3 17 0 9 4 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCC.......................................................................................... 21 1 1 81.00 81 9 19 10 8 10 7 6 7 1 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATAT....................................................................................... 24 0 1 78.00 78 28 24 17 4 0 0 0 1 1 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTC........................................................................................... 22 0 1 51.00 51 9 21 9 3 2 4 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTCAT......................................................................................... 24 0 1 37.00 37 11 11 12 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGT............................................................................................ 19 0 1 36.00 36 6 7 7 3 2 1 2 3 2 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCT................................................... 22 1 1 36.00 36 8 5 11 3 2 0 0 0 1 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCCC................................................. 24 2 1 32.00 32 2 10 4 5 0 3 0 1 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTC..................................................... 20 1 1 30.00 30 9 10 4 0 3 0 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTT.................................................... 21 1 1 27.00 27 8 1 10 1 1 0 1 0 1 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTCC.......................................................................................... 23 1 1 24.00 24 3 11 6 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGT............................................................................................ 21 0 1 24.00 24 1 6 6 1 2 0 3 1 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTCATC........................................................................................ 25 1 1 20.00 20 5 6 3 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTT...................................................... 19 0 1 20.00 20 5 6 3 0 0 0 0 1 0 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCA................................................... 22 1 1 18.00 18 2 5 4 3 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCA.......................................................................................... 20 0 1 18.00 18 4 2 4 0 2 2 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATAC....................................................................................... 24 1 1 17.00 17 3 6 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAC......................................................................................... 22 1 1 14.00 14 2 5 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................GGCAGTGAGGGTGGGGTTTCCTC................................................. 23 1 1 13.00 13 2 2 0 0 6 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGT....................................................... 18 0 1 13.00 13 0 0 1 0 6 0 1 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATTC....................................................................................... 24 2 1 12.00 12 3 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCTC.................................................. 23 2 1 11.00 11 1 3 2 0 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATAAA...................................................................................... 25 2 1 9.00 9 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAA......................................................................................... 22 1 1 9.00 9 0 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................ACTCGATTCTCCTCTGTCATC........................................................................................ 21 1 1 7.00 7 3 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCAT......................................................................................... 19 0 1 6.00 6 1 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTCC................................................ 25 2 1 6.00 6 0 2 0 0 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................TCGATTCTCCTCTGTCATC........................................................................................ 19 1 1 6.00 6 2 0 0 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATCA....................................................................................... 24 2 1 6.00 6 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATATC...................................................................................... 24 1 1 6.00 6 3 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................TCGATTCTCCTCTGTCAT......................................................................................... 18 0 1 6.00 6 1 1 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTCT................................................ 25 2 1 5.00 5 0 2 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCCCC................................................ 25 3 1 5.00 5 1 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTA.................................................... 21 1 1 5.00 5 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................ACTCGATTCTCCTCTGTCAT......................................................................................... 20 0 1 5.00 5 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTCCTC................................................. 22 1 1 5.00 5 1 0 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCACC........................................................................................ 23 2 1 5.00 5 0 1 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATATC...................................................................................... 25 1 1 5.00 5 1 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ATGGCAGTGAGGGTGGGGTTTCC................................................... 23 0 1 5.00 5 0 1 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCTCC................................................. 24 3 1 5.00 5 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTTTC.................................................. 23 3 1 5.00 5 0 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATCG....................................................................................... 24 2 1 4.00 4 0 0 1 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTCT.................................................... 21 2 1 4.00 4 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................CGATTCTCCTCTGTCATC........................................................................................ 18 1 1 4.00 4 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................GGCAGTGAGGGTGGGGTTTCCT.................................................. 22 0 1 4.00 4 0 1 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTTT................................................... 22 2 1 4.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTT................................................. 24 0 1 4.00 4 0 1 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCATA........................................................................................ 20 0 1 4.00 4 1 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCA.......................................................................................... 18 0 1 3.00 3 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCCCT................................................ 25 3 1 3.00 3 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTC.................................................... 19 0 1 3.00 3 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATAA....................................................................................... 23 1 1 3.00 3 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCT.......................................................................................... 21 1 1 3.00 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCATCC....................................................................................... 21 2 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCG.......................................................................................... 21 1 1 3.00 3 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................ACTCGATTCTCCTCTGTCA.......................................................................................... 19 0 1 3.00 3 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTGTCT.......................................................................................... 23 1 1 3.00 3 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTG.................................................... 21 1 1 3.00 3 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCATC........................................................................................ 20 1 1 3.00 3 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCATACC...................................................................................... 25 2 1 3.00 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................GGAACTCGATTCTCCTCTGTCATC........................................................................................ 24 1 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................CTGGAACTCGATTCTCCTCTGTCA.......................................................................................... 24 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTCCTT................................................. 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTCCT.................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCCC......................................................................................... 22 2 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ATGGCAGTGAGGGTGGGGTTC..................................................... 21 1 1 2.00 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................CTGGAACTCGATTCTCCTCTGTCAT......................................................................................... 25 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCA.................................................. 23 1 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................GGCAGTGAGGGTGGGGTTTCCTTA................................................ 24 0 1 2.00 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTG............................................................................................. 18 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ATGGCAGTGAGGGTGGGGTTT..................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAAC........................................................................................ 23 2 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAGC........................................................................................ 23 2 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTCC................................................... 20 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................GGCAGTGAGGGTGGGGTTTCCTCT................................................ 24 2 1 2.00 2 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................ACTCGATTCTCCTCTGTCATA........................................................................................ 21 0 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTAT................................................... 22 2 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTA................................................. 24 1 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTCCTTC................................................ 25 1 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................AACTCGATTCTCCTCTGTCATCC....................................................................................... 23 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ATGGCAGTGAGGGTGGGGTTTC.................................................... 22 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAG......................................................................................... 22 1 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................GGCAGTGAGGGTGGGGTTTC.................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................GATGTGGCATCTAAGCTGA.............................................................................................................. 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GAACTCGATTCTCCTCTGTCAGCC....................................................................................... 24 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................AGTGAGGGTGGGGTTTCCTT................................................. 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................GGAACTCGATTCTCCTCTGTCAC......................................................................................... 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TGGCAGTGAGGGTGGGGTTTATC.................................................. 23 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................GGAACTCGATTCTCCTCTGTCA.......................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................TGGAACTCGATTCTCCTCTG............................................................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................GCGATGTGGCATCTAAGCTGA.............................................................................................................. 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GCAGTGAGGGTGGGGTTTCCTTA................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................CTCGATTCTCCTCTGTCATAT....................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
................................GATGTGGCATCTAAGCTGG.............................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................CTTGGATGATAACGCGATGTGGCATCT..................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ATGGCAGTGAGGGTGGGGTT...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGGCCTCTGTCTACTCAGAACCTACTATTGCGCTACACCGTAGATTCGACCTTGAGCTAAGAGGAGACAGTATACGCCTGCTATTGATACCGTCACTCCCACCCCAAAGGAATAATCTACGCTATGAGTTTTGCGTACAATATCTATTTGCTATTTGCTAT

************************************((.((((((((...(((((((.((((((..((((((((.............)))))))).)))))).))).))))...)))))))).)).***********************************
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#
Mismatch
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Total
Norm Total

SRR060686

Argx9_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR060680

Â 9xArg_testes_total

V047

embryo
SRR2096057

Ovary_Min_50

SRR2096055

Ovary_Min_43

M047

female
body

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total
SRR2096058

Ovary_Min_98

V053

head

..................AACCTACTATTGCGCTACACCGTAGAT.................................................................................................................... 27 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0

......................................................................................................................ACGCTATGAGTTTTGCGTACAATATCT................ 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:902821-902981

-
dvi_76 TCC--------G---------------GAGACAGATGAGTCTTGGA--------TGA---------TAACGCGATGTGGCATCTAAGCTGGAACTCGATTCTCCTCTGTCATATGCGGACGATAACTATGGCAGTGAGGGTGGGGTTTCCTTATTAGATGCGATA-------------------------------CTC--AAAACGCATGTTATAGATAAACGATAAACGATA

droMoj3 scaffold_6328:2897179-
2897299 -

dmo_207 AAC--------G---------------ACGAA---------------------------------------GATGATGGCATCTAAGCTGGAACTCGATTCTCCTCTGTCATATGCAGCCGACAACTATGGCAGTGAGGGTGGGGTTTCCCTATTGGAT--------------------------------CGCAGCTTGGCAAATGTGTATTAT-------------------

droGri2 scaffold_15081:2041044-
2041129 -

TCATTATCTTAAAGGGATGCAATATTGATTCA---------------------------------------TATTTTGGCATTTAAGA----------GTGGCATTGATTAGATGCGATCGATAAGTACGGCAGT---------------------------------------------------------------------------------------------------

droWil2 scf2_1100000004909:7960915-
7961054 +

CTG--------T---------------GGATA----------TGATTAACCAACCAACCAACTAACTAACTAGCTGTTGTAACTAAACTGGAACTCATTTCTCAACTGTCATATACATACAATAGCTATAACAGTGAGACTAGGGTTTCTGGATTAAATGCAATAAGTGAAAC-------------------------------------------------------------

dp5 XR_group8:1682427-1682444 + GAT--------A---------------AAT---------------------------------------------------GATAAACGA----------------------------------------------------------------------------------------------------------------------------------------------TA
droPer2 scaffold_36:277369-277380 - GTC--------G---------------GAGTC----------------------------------------------------AGA---------------------------------------------------------------------------------------------------------------------------------------------------
droAna3 scaffold_13417:2460714-

2460848 -
TCC--------AGGCGGTGCAATAGCG----GGGATCACTTTGGGT--------CGG---------CCAGCGATTGTTGTAGCTAAACTGGAACTCGTTTCTCAGCTGTCATATACATTCGATAGCTATAACAGTGAGGATGGGGTTTCTGGATTAAGTGCAAT----------------------------------------------------------------------

droBip1 scf7180000395874:32770-32893
-

AGC--------G---------------TACAGGGATCACTTTTGGT--------CGA---------CCAACGATTGTTGTAGCTAAACTGGAACTCGTTTCTCACCTGTCATATACATCCGATAGCTATAACAGTGAGGATTGGGTTTCTGGATTAAGTGCAAT----------------------------------------------------------------------

droKik1 scf7180000302517:1186301-
1186414 +

CAA--------C---------------ACG---GATC-------GG--------CGG---------TCCACAATTGTTGCAACTAAACTGGAACTCGCTCCTCATCTGTCATGTGCATTCGTTAGCTATTACAGTGAGGTTGGAGTTTCTGGATTAAGTGCAAT----------------------------------------------------------------------

droFic1 scf7180000454073:1735829-
1735919 +

T--------------------------------------------------------------------------GTTGCAGCTAAACTGGAACTCAAATCTCAGCTGTCATATGCATTCAATAG-TATCGCAGTGGGGGTGGG--TTCTAGAACAAGTGCAATC-------------------------------C-----------------------------------TC

droEle1 scf7180000490214:1091439-
1091449 -

GGT--------A---------------AACAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AA

droRho1 scf7180000761121:187436-
187525 -

T--------------------------------------------------------------------------GTTGCAGCTAAACTGGAACTCATGTCTCAGCTGTCATATACATTTGATAGGTATAACAGTGAGGATGGGGTTTCTGGAATAAGTGCAAT----------------------------------------------------------------------

droBia1 scf7180000302069:1148323-
1148400 -

CA-----------------------------------------------------------------------ATCTTGCAGCTAAACTGGAACCCTGGTCTCAACTGTCATGTGCACTTGATATGTATAACAGTGAGGACGGGGTTTC-------------------------------------------------------------------------------------

droTak1 scf7180000415169:842196-
842309 -

T--------------------------------------------------------------------------GTTGCAGCTAAACTGGAACCCAACT-TGCGCTGTGATATTCATTTGATAGGTATAACAGCGGGGATGGGGTTTTCGGAATAGGTGCAATA-GTGAGTGCAGAGCAATCGATC---------C-----------------------------------TA

droEug1 scf7180000409230:877493-
877613 -

---------------------------------------------------------------------------GTTGCAGCTAAACTGGAACTCAAGTCTCAGCTGTCATATTCATTTGATAGTTATGACAGTGAGGATGGGGTTTCTGGAATAACTGCAACAATTGTGAGCAGTGAGATCGAGTTTATCGC--------------------------------------AA

droYak3 3R:19334265-19334282 - TCC--------G---------------GAGCTAGCTGACTC-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:59 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
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rescue.known
rescue.confident
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PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
4
0
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ID:

dvi_293

Coordinate:

scaffold_12970:9428722-9428838 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:
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[View on UCSC Genome Browser {Cornell Mirror}]
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Predicted structure

No conservation details.
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Flybase annnotation

Antisense to intron [Dvir\GJ19449-in]

No Repeatable elements found
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hide 3p reads  show mid mismatch reads

ATACACACGAATATTTAAGCATAGTTCCTTAGTTGGATTTTCTACAAGTTGCCTATTTTTCGAGTCATGTGGGCTTTGCACTTCGCTTTTTATACAACGTGTTTCTTTTTTAGTATCGTGTGTAAAAACGAAGTGTTAAACTCATGAGGCTAGGTTACAACGCTTGGAAATTTCTTTTTGTCTTAAACGAGTTCGTTTTAGCTAGTAAAATATACGA

************************************************************..((((.((((((.((.((((((((.((((((((((.((.....((.....))...)))))))))))))))))))).)).)))))).))))....**************************************************************
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SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

M047

female
body

SRR060659

Argentina_testes_total

V116

male
body

SRR060657

140_testes_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

M027

male
body

SRR060675

140x9_ovaries_total

SRR060688

160_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096014

Ovary_Strain_160_oxidized

SRR2096013

Ovary_Strain_9_oxidized

SRR060656

9x160_ovaries_total

SRR060672

9x160_females_carcasses_total

M061

embryo

SRR060654

160x9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR2096060

Ovary_Min_193

SRR060667

160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096050
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SRR060684

140x9_0-
2h_embryos_total

V047

embryo

SRR060682

9x140_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060685

9xArg_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total
SRR2096058

Ovary_Min_98

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

M028

head

SRR1106722

embryo_10-
12h

SRR1106729

mixed
whole
adult body

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

...........................................................................TTGCACTTCGCTTTTTATACAACG...................................................................................................................... 24 0 1 25747.00 25747 9426 6429 4749 2486 889 854 299 145 117 5 48 3 35 36 26 7 24 21 11 10 10 11 8 9 5 7 5 4 5 6 5 2 5 4 3 3 2 3 1 4 4 1 2 3 1 1 1 1 1 2 0 1 2 2 2 0 1

...........................................................................TTGCACTTCGCTTTTTATACA......................................................................................................................... 21 0 1 1323.00 1323 300 556 233 113 30 7 13 4 46 0 5 0 1 0 3 1 2 0 2 0 0 0 2 0 0 0 1 0 0 0 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAA............................................................................. 22 0 1 1120.00 1120 278 207 147 68 72 58 30 81 1 112 17 36 1 1 4 0 1 0 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0

...........................................................................TTGCACTTCGCTTTTTATACAA........................................................................................................................ 22 0 1 1086.00 1086 163 575 191 91 18 3 7 2 24 0 4 2 1 0 0 3 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAA.............................................................................. 21 0 1 1011.00 1011 242 235 166 84 75 65 37 55 0 28 4 8 1 0 4 0 0 1 0 0 0 0 0 0 1 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAAC....................................................................................................................... 23 0 1 697.00 697 248 185 116 83 6 7 4 9 19 0 4 0 2 0 0 1 2 0 0 0 0 2 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 2 1 1 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACG...................................................................................................................... 23 0 1 353.00 353 111 93 73 39 9 8 4 0 14 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGA..................................................................................................................... 25 1 1 183.00 183 70 46 48 12 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGT..................................................................................................................... 25 0 1 166.00 166 35 39 22 14 26 13 10 0 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAA............................................................................ 23 1 1 132.00 132 22 27 26 9 6 6 0 11 0 11 5 6 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAAA....................................................................................................................... 23 1 1 117.00 117 17 57 28 10 2 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACA...................................................................................................................... 24 1 1 113.00 113 52 19 24 14 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACC...................................................................................................................... 24 1 1 99.00 99 37 19 21 8 5 0 1 1 5 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGT..................................................................................................................... 24 0 1 90.00 90 18 22 15 6 12 12 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACT...................................................................................................................... 24 1 1 78.00 78 10 3 4 8 4 21 22 1 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATAC.......................................................................................................................... 20 0 2 71.50 143 26 58 35 14 1 3 0 0 4 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTA............................................................................... 20 0 1 57.00 57 11 12 10 3 6 2 5 1 0 4 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATA........................................................................................................................... 19 0 2 42.00 84 19 35 16 4 0 5 1 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAAAA...................................................................................................................... 24 2 1 36.00 36 3 25 3 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................TTTTCGAGTCATGTGGGCT.............................................................................................................................................. 19 0 1 31.00 31 6 0 1 1 1 7 1 2 0 0 1 4 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGTC.................................................................................................................... 25 1 1 26.00 26 2 4 1 1 7 9 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TTTTTCGAGTCATGTGGGCT.............................................................................................................................................. 20 0 1 26.00 26 5 0 5 2 0 1 1 2 0 0 2 3 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTC.................................................................................................................... 26 1 1 25.00 25 2 7 4 1 3 6 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAAA........................................................................... 24 2 1 23.00 23 4 5 4 0 2 5 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATACAACG...................................................................................................................... 25 0 1 23.00 23 1 21 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TTTCGAGTCATGTGGGCT.............................................................................................................................................. 18 0 1 23.00 23 2 0 0 0 4 4 1 3 0 0 0 0 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTCGCTTTTTATACAACG...................................................................................................................... 18 0 1 22.00 22 7 7 1 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GCACTTCGCTTTTTATACAACG...................................................................................................................... 22 0 1 15.00 15 3 4 4 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CACTTCGCTTTTTATACAACG...................................................................................................................... 21 0 1 15.00 15 0 0 6 2 0 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................ACTTCGCTTTTTATACAACG...................................................................................................................... 20 0 1 14.00 14 3 4 4 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTTCGCTTTTTATACAACG...................................................................................................................... 19 0 1 14.00 14 4 1 1 5 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAAAAA..................................................................................................................... 25 3 1 13.00 13 1 8 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATACA......................................................................................................................... 22 0 1 11.00 11 0 9 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................GTGTGTAAAAACGAAGTGTTAA.............................................................................. 22 0 1 9.00 9 2 3 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACA......................................................................................................................... 20 0 1 9.00 9 1 0 0 0 0 0 1 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAACC........................................................................... 24 1 1 8.00 8 0 0 1 0 0 0 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAC............................................................................ 23 0 1 8.00 8 1 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAC............................................................................. 22 1 1 8.00 8 0 0 1 1 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACAA..................................................................................................................... 25 2 1 8.00 8 5 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAT............................................................................ 23 1 1 8.00 8 3 1 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATAA.......................................................................................................................... 20 1 2 7.50 15 1 9 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAAC....................................................................................................................... 22 0 1 7.00 7 2 0 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................GTGTGTAAAAACGAAGTGTTA............................................................................... 21 0 1 6.00 6 0 2 0 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACCA..................................................................................................................... 25 2 1 6.00 6 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGAA.................................................................................................................... 26 2 1 6.00 6 2 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGAT.................................................................................................................... 26 2 1 5.00 5 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GCACTTCGCTTTTTATACA......................................................................................................................... 19 0 1 5.00 5 2 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAAG....................................................................................................................... 23 1 1 4.00 4 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTA.................................................................................................................... 26 1 1 4.00 4 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTT.................................................................................................................... 26 1 1 4.00 4 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATACAAC....................................................................................................................... 24 0 1 4.00 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAG........................................................................................................................ 22 1 1 4.00 4 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGA..................................................................................................................... 24 1 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTGT................................................................................................................... 27 0 1 4.00 4 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTT................................................................................ 19 0 1 4.00 4 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGAAA................................................................................................................... 27 3 1 4.00 4 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAC.............................................................................. 21 1 1 3.00 3 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGTT.................................................................................................................... 25 1 1 3.00 3 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAT........................................................................................................................ 22 1 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACCC..................................................................................................................... 25 2 1 3.00 3 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGTTTCTTTTTTAGTATCG................................................................................................... 19 0 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAAAA.......................................................................... 25 3 2 2.50 5 2 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATC........................................................................................................................... 19 1 3 2.33 7 1 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGC..................................................................................................................... 25 1 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTTC................................................................................................................... 27 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGG..................................................................................................................... 25 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATA........................................................................................................................... 20 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGTCA................................................................................................................... 26 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ATTTTTCGAGTCATGTGGGCT.............................................................................................................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATAC.......................................................................................................................... 21 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATACAACGA..................................................................................................................... 26 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................GTGTGTAAAAACGAAGTGTTAAA............................................................................. 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTAT............................................................................................................................ 18 0 2 2.00 4 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAC........................................................................................................................ 22 1 2 1.50 3 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGAAG................................................................................................................... 27 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTT............................................................................... 20 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CACTTCGCTTTTTATACAACGA..................................................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAATC...................................................................................................................... 24 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GCACTTCGCTTTTTATACAAC....................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAGA....................................................................................................................... 23 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTGTT.................................................................................................................. 28 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACGTTA................................................................................................................... 26 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GCACTTCGCTTTTTATACAACGA..................................................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGCACTTCGCTTTTTATACAACA...................................................................................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACCCC.................................................................................................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAAG............................................................................ 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTAA................................................................................................................... 27 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTTCGCTTTTTATACAACGA..................................................................................................................... 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CACTTCGCTTTTTATACAA........................................................................................................................ 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAATC........................................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TTTGCACTTCGCTTTTTATACAA........................................................................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TGTAAAAACGAAGTGTTAAA............................................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAATA........................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CACTTCGCTTTTTATACA......................................................................................................................... 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TGTGTAAAAACGAAGTGTTAAACCA.......................................................................... 25 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TGTAAAAACGAAGTGTTAAAA............................................................................ 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAACGTCG................................................................................................................... 27 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCACTTCGCTTTTTATACAATA...................................................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATGTGTGCTTATAAATTCGTATCAAGGAATCAACCTAAAAGATGTTCAACGGATAAAAAGCTCAGTACACCCGAAACGTGAAGCGAAAAATATGTTGCACAAAGAAAAAATCATAGCACACATTTTTGCTTCACAATTTGAGTACTCCGATCCAATGTTGCGAACCTTTAAAGAAAAACAGAATTTGCTCAAGCAAAATCGATCATTTTATATGCT

**************************************************************..((((.((((((.((.((((((((.((((((((((.((.....((.....))...)))))))))))))))))))).)).)))))).))))....************************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

SRR060671

9x160_males_carcasses_total

SRR060679

140x9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

V053

head

......................................................................................................................................................................................AATTTGCTCAAGCAAAATCGATCAT.......... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0

.........................................................................................................................................................................TAAAGAAAAACAGAATTTGCTCAAG....................... 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0

............................................................................................................................................................TGTTGCGAACCTTTAAAGAAAAACAG................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9428672-

9428888 -
dvi_293 ATACACACGAATATTTAAGCATAGTTCCTTAGTTGGATTTTCTACAAGTTGCCTATTTTTCGAGTCATGTGGGCTTTGCACTTCGCTTTTTATACAACGTGTTTCTTTTTTAGTATCGTGTGTAAAAACGAAGTGTTAAACTCATGAGGCTAGGTTACAACGCTTGGAAATTTCTTTTTGTCTTAAACGAGTTCGTTTTAGCTAGTAAAATATACGA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9428672-9428888
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9428672-9428888
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_293.html


ID:

dvi_59

Coordinate:

scaffold_12970:9428001-9428064 -

Confidence:

Known Ortholog

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ19449-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AACGAACTTAGTTCTCTGCGTTAAGCTCAACGAGATAGAGTTGTATGGGTTTTGCACACCGGGTCTTCGTATACGTGATTTGGCAAACCGTTGGAAGATCCGCTATGTAAAATTTATGGATCTCTCGGGACGTCCAGTTTTTGGTCTACCTTTGACCCAATGCC

***********************************.((((...(((((((((((((...(((((((((....(((((......))...)))..)))))))))...)))))))))))))...))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060657

140_testes_total

SRR060655

9x160_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060677

Argx9_ovaries_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096056

Ovary_Min_46

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060658

140_ovaries_total

SRR060676

9xArg_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096059

Ovary_Min_164

SRR060674

9x140_ovaries_total

SRR060656

9x160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106729

mixed
whole
adult body

SRR060675

140x9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060654

160x9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060673

9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR060686

Argx9_0-
2h_embryos_total

SRR060660

Argentina_ovaries_total

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M028

head

M061

embryo

SRR060666

160_males_carcasses_total

SRR1106720

embryo_8-
10h

SRR1106727

larvae

V053

head

SRR060662

9x160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR1106725

embryo_14-
16h

SRR1106730

embryo_16-
30h

...........................................................................................TGGAAGATCCGCTATGTAAAAT................................................... 22 0 1 16231.00 16231 4109 4454 3375 1413 657 447 705 247 373 183 99 2 43 13 6 0 9 9 5 9 1 5 3 6 0 8 2 4 7 3 7 2 1 3 6 0 0 1 1 2 2 0 2 2 1 0 0 1 0 0 0 0 1 0 1 0 0 0 1

...........................................................................................TGGAAGATCCGCTATGTAAAA.................................................... 21 0 1 5155.00 5155 1455 1468 1246 560 107 84 63 51 23 34 23 3 16 1 0 0 2 0 2 2 0 2 0 2 0 1 0 0 2 1 0 0 0 0 2 0 0 2 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAA..................................................... 20 0 1 3345.00 3345 927 819 873 388 73 85 16 40 15 29 9 0 33 1 4 0 1 0 4 2 0 3 1 3 0 2 0 5 2 1 0 1 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 1 0 0 0 0 1 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAA..................................................... 21 0 1 1785.00 1785 467 379 271 138 106 135 47 85 23 43 56 6 3 2 1 5 0 1 2 1 1 1 1 1 1 0 0 0 0 0 0 2 0 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 2 0 0 0 0 0 1 1 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAAT................................................... 23 0 1 1500.00 1500 244 215 217 91 134 99 180 78 89 34 55 18 5 1 1 4 0 5 1 1 8 1 0 0 6 0 0 0 0 1 0 1 0 0 0 0 5 0 4 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAA.................................................... 22 0 1 1342.00 1342 311 306 215 112 99 84 44 40 20 42 38 8 3 1 0 3 0 3 2 0 0 1 0 0 1 0 0 0 0 0 0 0 1 0 0 3 1 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATC.................................................. 23 1 1 892.00 892 217 186 186 74 75 58 5 31 0 31 18 1 4 0 0 0 1 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAAA................................................... 22 1 1 588.00 588 195 155 126 69 10 11 13 3 2 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATA.................................................. 23 1 1 457.00 457 144 126 113 51 8 6 2 2 0 1 1 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTAT............................................................................................ 22 0 1 370.00 370 98 101 73 39 4 21 1 1 0 13 4 6 2 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAA...................................................... 20 0 1 324.00 324 91 46 47 28 24 32 2 20 4 10 5 3 3 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAA...................................................... 19 0 1 320.00 320 88 74 79 40 7 4 0 3 1 1 1 0 9 1 1 0 0 0 1 1 0 1 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTC............................................................................................. 21 1 1 292.00 292 45 26 21 18 100 21 4 19 0 25 5 5 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATT.................................................. 23 0 1 248.00 248 63 76 46 25 10 4 9 5 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATAC.......................................................................................... 24 0 1 228.00 228 49 65 20 11 38 4 1 10 1 1 4 9 1 0 0 0 0 0 1 0 2 1 0 0 0 0 4 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0

..................................................TTTGCACACCGGGTCTTCGT.............................................................................................. 20 0 1 209.00 209 43 35 19 17 49 8 9 8 2 1 6 2 1 1 0 1 4 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAAA................................................... 23 1 1 198.00 198 42 26 34 27 16 16 7 5 2 8 9 0 1 0 1 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTA............................................................................................. 21 0 1 154.00 154 24 32 19 10 25 7 3 11 4 7 5 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATC.................................................. 24 1 1 142.00 142 18 13 9 9 26 9 5 18 0 8 6 15 0 0 0 1 0 0 0 0 1 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCG............................................................................................... 19 0 1 122.00 122 30 6 15 5 24 2 2 16 2 3 2 10 0 0 0 1 0 0 0 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTAT............................................................................................ 21 0 1 109.00 109 38 21 17 12 1 7 1 0 1 3 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATAA................................................. 24 2 1 89.00 89 23 21 25 15 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATACG......................................................................................... 25 0 1 61.00 61 11 10 6 2 15 1 1 4 1 0 4 3 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAAAA.................................................. 23 2 1 52.00 52 12 11 19 7 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATA........................................................................................... 23 0 1 49.00 49 10 9 3 7 14 2 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATCA................................................. 24 2 1 42.00 42 10 9 9 9 0 0 0 0 0 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTATACG......................................................................................... 24 0 1 39.00 39 4 12 5 0 10 3 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTA....................................................... 18 0 1 33.00 33 5 8 13 2 1 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATCC................................................. 24 2 1 30.00 30 10 7 6 3 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAAAA.................................................. 24 2 1 26.00 26 10 4 6 1 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTAA............................................................................................ 22 1 1 24.00 24 4 6 2 1 5 2 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATA.................................................. 24 1 1 23.00 23 6 6 4 0 2 2 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATAA................................................. 25 2 1 23.00 23 8 2 4 4 1 1 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAAAAA................................................. 24 3 1 22.00 22 4 7 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATTA................................................. 24 1 1 22.00 22 7 8 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTA....................................................... 19 0 1 19.00 19 2 7 1 2 1 3 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAC.................................................... 22 1 1 19.00 19 3 1 4 2 2 3 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAAC................................................... 22 1 1 19.00 19 5 5 4 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAC.................................................... 21 1 1 16.00 16 5 3 0 0 2 2 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATT.................................................. 24 0 1 16.00 16 3 2 3 4 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATTC................................................. 24 1 1 15.00 15 5 3 1 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAGATCCGCTATGTAAAAT................................................... 20 0 1 14.00 14 2 1 1 0 3 1 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTA............................................................................................. 20 0 1 12.00 12 1 2 2 1 3 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAGATCCGCTATGTAAAAT................................................... 19 0 1 11.00 11 1 2 1 0 0 2 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGT........................................................ 18 0 1 11.00 11 4 0 2 0 1 0 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................GAGATAGAGTTGTATGGGT.................................................................................................................. 19 0 1 8.00 8 0 2 0 0 2 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTCC............................................................................................ 22 2 1 8.00 8 0 0 2 0 2 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATACA......................................................................................... 25 1 1 8.00 8 2 3 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTATAC.......................................................................................... 23 0 1 7.00 7 2 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATTT................................................. 24 0 1 7.00 7 2 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAT.................................................... 21 1 1 7.00 7 1 2 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATAA.......................................................................................... 24 1 1 7.00 7 3 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAC..................................................... 20 1 1 6.00 6 0 1 0 0 2 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAGATCCGCTATGTAAAA.................................................... 18 0 1 6.00 6 1 0 2 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAATG.................................................. 23 1 1 6.00 6 1 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................GTGATTTGGCAAACCGTTGGA..................................................................... 21 0 1 6.00 6 0 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATCC................................................. 25 2 1 6.00 6 1 0 0 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTC............................................................................................. 20 1 1 5.00 5 0 0 0 0 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAT.................................................... 22 1 1 5.00 5 0 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAAC................................................... 23 1 1 5.00 5 1 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATACC......................................................................................... 25 1 1 5.00 5 0 1 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTCC...................................................... 19 2 3 4.67 14 0 2 2 1 4 1 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTCA............................................................................................ 22 2 1 4.00 4 0 1 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTT............................................................................................. 21 1 1 4.00 4 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAGATCCGCTATGTAAA..................................................... 18 0 1 4.00 4 1 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTATA........................................................................................... 22 0 1 4.00 4 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAG.................................................... 21 1 1 4.00 4 1 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATC........................................................................................... 23 1 1 4.00 4 1 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAAAG................................................... 22 1 1 4.00 4 0 1 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAAAAA................................................. 25 3 1 4.00 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAGATCCGCTATGTAAAATC.................................................. 21 1 1 3.00 3 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CGAGATAGAGTTGTATGGGT.................................................................................................................. 20 0 1 3.00 3 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGA.............................................................................................. 20 1 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAACC................................................... 23 2 1 3.00 3 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAAATC................................................... 22 2 1 3.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCG............................................................................................... 18 0 1 3.00 3 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAC..................................................... 21 1 1 3.00 3 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAG.................................................... 22 1 1 3.00 3 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATG.................................................. 24 1 1 3.00 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAGATCCGCTATGTAAAA.................................................... 19 0 1 3.00 3 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTCC...................................................... 20 2 2 2.50 5 0 0 0 1 0 1 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GGAAGATCCGCTATGTAAAAT................................................... 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................GATCCGCTATGTAAAATTA................................................. 19 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTATT........................................................................................... 22 1 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAC...................................................... 20 1 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGTCC............................................................................................ 21 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTC....................................................... 19 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGGAAGATCCGCTATGTAT...................................................... 19 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GGAAGATCCGCTATGTAAAA.................................................... 20 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATACCC........................................................................................ 26 2 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACACCGGGTCTTCGA.............................................................................................. 19 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAT...................................................... 20 1 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AGATCCGCTATGTAAAAT................................................... 18 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGGAAGATCCGCTATGTAAAATCA................................................. 25 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACACCGGGTCTTCGTATAT.......................................................................................... 24 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GGAAGATCCGCTATGTAAA..................................................... 19 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTGCTTGAATCAAGAGACGCAATTCGAGTTGCTCTATCTCAACATACCCAAAACGTGTGGCCCAGAAGCATATGCACTAAACCGTTTGGCAACCTTCTAGGCGATACATTTTAAATACCTAGAGAGCCCTGCAGGTCAAAAACCAGATGGAAACTGGGTTACGG

************************************.((((...(((((((((((((...(((((((((....(((((......))...)))..)))))))))...)))))))))))))...))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060659

Argentina_testes_total

M061

embryo

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total

V116

male
body

SRR060662

9x160_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

GSM1528803

follicle
cells

SRR060687

9_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

.................................................................................................TAGGCGATACATTTTAAATAC.............................................. 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0

.TGCTTGAATCAAGAGACGCAAT............................................................................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0

..GCTTGAATCAAGAGACGCAAT............................................................................................................................................. 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9427951-

9428114 -
dvi-
mir-
9543a

AACGAACTTAGTTCTCTGCGTTAAGCTCAACGAGATAGAGTTGTATGGGTTTTGCACACCGGGTCTTCGTATACGTGATTTGGCAAACCGTTGGAAGATCCGCTATGTAAAATTTATGGATCTCTCGGGACGTCCAGTTTTTGGTCTACCTTTGACCCAATGCC---------------

droMoj3 scaffold_6308:1300764-
1300880 +

--------------------------TCATTGAGTCAGA--CATATGAAATTTGTATACCGAATCTTCGTATGCGTT-------------------------------GGATCTCATGTGTCTCA-AGGTCGTACATTTGTCTGT--GTGTTCGAGCCTATGCACTACTCTCCCAGCTC

Generated: 09/08/2015 at 08:58 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9427951-9428114
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9427951-9428114
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi-mir-9543a.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6308:1300764-1300880


ID:

dvi_53

Coordinate:

scaffold_13042:2032606-2032669 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATGTTCACTTTAATCAATAGCTCGTGACTGAAAGAGGCGCAGATTAGTCGTGAGCACAGCTAAACATATAATTTTTTTTTTACAAGTTCTTATGTGTGTTAGCTGGGCTCATGATTCGTTTCGTTGTTCACTTTAATTTTGCTTAAATGAAGCTTTTATGCCCA
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..................................................TGAGCACAGCTAAACATATAAT............................................................................................ 22 0 1 4179.00 4179 1774 1719 238 173 0 0 114 87 60 0 2 0 2 3 3 1 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATG................................................... 23 0 1 3673.00 3673 1127 1017 270 351 152 122 159 99 176 49 92 46 2 5 1 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................TGAGCACAGCTAAACATATAATC........................................................................................... 23 1 1 2782.00 2782 1032 1090 312 231 0 0 15 0 77 0 19 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCA..................................................... 21 0 1 1865.00 1865 311 340 101 95 201 215 243 124 49 65 36 77 1 1 1 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAA............................................................................................. 21 0 1 1117.00 1117 505 421 72 38 1 0 29 36 14 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCAT.................................................... 22 0 1 1024.00 1024 226 269 57 46 127 127 39 16 22 50 8 26 0 2 0 2 0 0 2 0 0 0 2 1 0 0 0 0 0 1 0 0 0 0 1 0

..........................................................................................TATGTGTGTTAGCTGGGCTC...................................................... 20 0 1 782.00 782 144 132 39 28 95 97 74 24 15 32 57 39 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 1

..........................................................................................TATGTGTGTTAGCTGGGCTCATC................................................... 23 1 1 402.00 402 59 65 34 30 35 82 9 0 19 7 35 27 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCT....................................................... 19 0 1 287.00 287 54 52 18 10 24 31 30 14 7 15 16 13 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCA.......................................................................................... 24 2 1 205.00 205 70 93 19 19 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATA........................................................................................... 23 1 1 193.00 193 75 87 13 2 0 0 2 9 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATA.............................................................................................. 20 0 1 151.00 151 60 52 20 2 2 3 2 6 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCT..................................................... 21 1 1 142.00 142 25 25 5 1 17 25 20 8 1 8 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTT...................................................... 20 1 1 131.00 131 31 23 13 6 14 12 13 6 2 3 2 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCC.......................................................................................... 24 2 1 112.00 112 25 35 21 24 0 0 0 0 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAAA............................................................................................ 22 1 1 107.00 107 45 48 3 5 0 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATAA.......................................................................................... 24 2 1 73.00 73 21 41 7 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATGT.................................................. 24 1 1 72.00 72 17 28 2 8 2 1 1 0 3 6 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATAT............................................................................................... 19 0 1 66.00 66 27 24 7 3 1 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAT............................................................................................. 21 1 1 56.00 56 1 1 0 0 23 10 0 0 0 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCAA.................................................... 22 1 1 54.00 54 17 15 1 2 2 6 3 1 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGC........................................................ 18 0 1 42.00 42 9 7 1 0 2 7 5 10 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATT........................................................................................... 23 0 1 40.00 40 11 23 1 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCC..................................................... 21 1 1 36.00 36 1 4 3 3 5 9 0 1 1 1 2 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTA...................................................... 20 1 1 36.00 36 8 3 2 2 6 4 7 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATT................................................... 23 1 1 31.00 31 8 11 0 4 2 1 2 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATA................................................... 23 1 1 28.00 28 6 2 4 0 2 5 1 0 2 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCAA......................................................................................... 25 3 1 27.00 27 13 7 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTTT..................................................... 21 2 3 23.00 69 15 31 5 1 1 6 8 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAAAA........................................................................................... 23 2 1 17.00 17 8 6 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATCT.................................................. 24 2 1 15.00 15 2 2 2 0 1 5 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATAAA......................................................................................... 25 3 1 14.00 14 9 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................AAGAGGCGCAGATTAGTCG.................................................................................................................. 19 0 1 11.00 11 0 0 0 0 0 1 2 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCAC.................................................... 22 1 1 9.00 9 1 0 1 1 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATGTGTGTTAGCTGGGCTCATG................................................... 22 0 1 9.00 9 1 4 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................AGAGGCGCAGATTAGTCG.................................................................................................................. 18 0 1 8.00 8 1 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCG..................................................... 21 1 1 8.00 8 0 4 0 0 1 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTTC..................................................... 21 2 2 8.00 16 5 1 0 2 0 3 0 0 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCATG................................................... 21 0 1 7.00 7 1 0 0 0 3 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATAA............................................................................................... 19 1 1 7.00 7 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATGTC................................................. 25 2 1 6.00 6 2 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTC.......................................................................................... 24 1 1 6.00 6 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTG...................................................... 20 1 1 6.00 6 2 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AAAGAGGCGCAGATTAGTCG.................................................................................................................. 20 0 1 5.00 5 0 1 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAAAAA.......................................................................................... 24 3 1 5.00 5 2 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCAAA................................................... 23 2 1 5.00 5 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTA.......................................................................................... 24 1 1 5.00 5 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTAT..................................................... 21 2 2 5.00 10 3 0 0 0 2 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTTG..................................................... 21 2 3 4.33 13 3 2 1 1 2 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GAGCACAGCTAAACATATAATC........................................................................................... 22 1 1 4.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTTTTT....................................................................................... 27 0 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCAG.................................................... 22 1 1 4.00 4 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCATGAT................................................. 23 0 1 4.00 4 1 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCC....................................................... 19 1 1 4.00 4 0 0 0 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCCC......................................................................................... 25 3 1 4.00 4 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATGTGTGTTAGCTGGGCTCA..................................................... 20 0 1 3.00 3 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTTT......................................................................................... 25 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTATGTGTGTTAGCTGGGCTCA..................................................... 22 0 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTATGTGTGTTAGCTGGGCTCATG................................................... 24 0 1 3.00 3 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATTT.................................................. 24 2 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTTTT........................................................................................ 26 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATGTGTGTTAGCTGGGCTCAT.................................................... 21 0 1 3.00 3 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GAGCACAGCTAAACATATAAT............................................................................................ 21 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CACAGCTAAACATATAAT............................................................................................ 18 0 1 3.00 3 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATA................................................................................................ 18 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCTC.................................................... 22 2 1 3.00 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCG.......................................................................................... 24 2 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATTAA......................................................................................... 25 2 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATG........................................................................................... 23 1 1 3.00 3 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATCCA......................................................................................... 25 3 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAAC............................................................................................ 22 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGCACAGCTAAACATATAATC........................................................................................... 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCTA.................................................... 22 2 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTATGTGTGTTAGCTGGGC........................................................ 19 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATGC.................................................. 24 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCA..................................................... 19 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................GAAAGAGGCGCAGATTAGTCG.................................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTGTTAGCTGGGCTCATGAT................................................. 21 0 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATGTGTGTTAGCTGGGCTCAA.................................................... 21 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCACC................................................... 23 2 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATAG.......................................................................................... 24 2 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GTGTGTTAGCTGGGCTCATG................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CGTGAGCACAGCTAAACATATA.............................................................................................. 22 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATC.............................................................................................. 20 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCAT.................................................... 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTGTTAGCTGGGCTCATG................................................... 19 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATCC.................................................. 24 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGT........................................................ 18 1 2 2.00 4 0 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTTTA.................................................... 22 3 4 1.50 6 1 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCATGA.................................................. 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCATC................................................... 21 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................TTTTACAAGTTCTTATGTGTGTTAGC............................................................. 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGCACAGCTAAACATATAA............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAGCACAGCTAAACATATAATAAG......................................................................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCCC.................................................... 22 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCTCATCCA................................................. 25 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGTGTGTTAGCTGGGCTCATGT.................................................. 22 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TGTTAGCTGGGCTCATGATTCG.............................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATGTGTGTTAGCTGGGCCT...................................................... 20 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TACAAGTGAAATTAGTTATCGAGCACTGACTTTCTCCGCGTCTAATCAGCACTCGTGTCGATTTGTATATTAAAAAAAAAATGTTCAAGAATACACACAATCGACCCGAGTACTAAGCAAAGCAACAAGTGAAATTAAAACGAATTTACTTCGAAAATACGGGT
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Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:2032556-

2032719 -
dvi_53 ATGTTCACTTTAATCAATAGCTCGTGACTGAAAGAGGCGCAGATTAGTCGTGAGCACAGCTAAACATATAATTTTTTTTTTACAAGTTCTTATGTGTGTTAGCTGGGCTCATGATTCGTTTCG-TTGTTCACTTT---AATTTTGCTTAAATGAAGCTTTTATGCCCA

droGri2 scaffold_15245:3115483-
3115535 -

--------------------------------------------------AGCT--------------------------------------------------GTGACATTAATTTTATTTT-TAGATTAATTT---AATTTTGCTTAATTGAAGC-----------

droBip1 scf7180000396741:253073-
253155 +

--------------------------------------------------TATACA----------TATATATTTTTTTTTGTCATTTTTTATGTGTGTTTA----TCTTATGGGTTTTTTTGCATATTCATTTTGAAAATTTTATT---------------------

droRho1 scf7180000768442:8121-
8171 -

--------------------------------------------------TGATCAGAGCTAAGTGGAAAATTTTTTTTTTAAAAGCTCGTAGGCGTGGTA-------------------------------------------------------------------

droTak1 scf7180000415529:9485-
9539 -

--------------------------------------------------TA----------------TAATTTTTTTTCTATTAATTTTTTTGTTTGTTAA----TC---------TTTTTG-TTGTTTTCCTT---------------------------------
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATATAATATATATCGAATTGAGCGATCGAAATTTATGGCAAGATGTTGCTTCAGTTAGCAATTGAAGCATTCATTTTGCTAATTTGAATGTTTCACTTGGTACTTGGCGAATATCTTGCCCCAGCTGCAATGAAAGTGTTACGAGTCGAGCTGTTTT

***********************************.((((((((((((((..((.((.(((.(((((((((((...........))))))))))).))).)))).))).)))))))))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

V116

male
body

M047

female
body

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060688

160_ovaries_total

M027

male
body

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060671

9x160_males_carcasses_total

SRR060654

160x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096060

Ovary_Min_193

V053

head

M061

embryo

SRR060672

9x160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096058

Ovary_Min_98

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

..................................................TCAGTTAGCAATTGAAGCATTCA.................................................................................... 23 0 1 11914.00 11914 3583 3158 2078 937 741 823 312 141 43 14 14 7 8 5 7 5 0 4 4 6 3 5 2 2 2 0 2 0 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTC..................................................................................... 22 0 1 4595.00 4595 1115 1257 794 345 431 343 149 85 11 12 2 7 2 3 3 1 5 3 2 0 0 2 2 0 0 4 1 1 1 0 3 0 0 1 1 0 1 1 0 0 2 0 0 0 0 0 1 0 1 0 1 1 1 0 0 0

..................................................TCAGTTAGCAATTGAAGCATT...................................................................................... 21 0 1 1754.00 1754 385 430 285 150 192 143 88 47 9 7 3 3 2 0 0 2 0 1 2 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAA................................................................................... 24 1 1 633.00 633 221 179 127 67 8 6 6 0 0 5 2 2 3 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCAT....................................................................................... 20 0 1 632.00 632 72 152 85 44 90 77 53 18 9 1 17 7 2 0 1 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTA..................................................................................... 22 1 1 216.00 216 53 57 54 23 12 2 3 5 3 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTCA.................................................................................... 21 0 1 149.00 149 51 38 17 10 8 15 2 6 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGCG................................................ 23 0 1 99.00 99 20 15 15 5 11 18 6 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGG.................................................. 21 0 1 99.00 99 39 24 14 8 4 2 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTT..................................................................................... 22 1 1 86.00 86 16 24 19 11 6 6 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATTCA.................................................................................... 22 0 1 60.00 60 21 13 11 7 1 4 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTC..................................................................................... 20 0 1 47.00 47 6 10 8 7 4 7 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAAA.................................................................................. 25 2 1 45.00 45 17 17 5 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAT................................................................................... 24 0 1 42.00 42 16 7 11 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCC.................................................................................... 23 1 1 41.00 41 15 7 2 3 4 6 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCA........................................................................................ 19 0 1 30.00 30 5 5 9 3 0 4 0 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTTAGCAATTGAAGCATTCA.................................................................................... 20 0 1 27.00 27 1 1 1 1 6 11 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATTC..................................................................................... 21 0 1 23.00 23 7 6 4 0 0 1 0 1 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TTAGCAATTGAAGCATTCA.................................................................................... 19 0 1 20.00 20 1 5 1 0 1 4 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGC......................................................................................... 18 0 1 18.00 18 7 1 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATT...................................................................................... 19 0 1 18.00 18 2 4 6 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAG................................................................................... 24 1 1 18.00 18 6 4 5 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCAT....................................................................................... 21 0 1 17.00 17 1 3 1 1 3 3 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATC.................................................................................. 25 1 1 14.00 14 4 2 3 2 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTG................................................... 20 0 1 13.00 13 4 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATT...................................................................................... 22 0 1 12.00 12 1 4 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGC................................................. 22 0 1 11.00 11 3 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.....................................................GTTAGCAATTGAAGCATTC..................................................................................... 19 0 1 10.00 10 0 0 3 1 0 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATTCA.................................................................................... 24 0 1 10.00 10 1 4 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATA...................................................................................... 21 1 1 9.00 9 1 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATTC..................................................................................... 23 0 1 9.00 9 1 3 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATT...................................................................................... 20 0 1 8.00 8 2 0 1 1 0 0 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCG.................................................................................... 23 1 1 8.00 8 1 0 2 1 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATC...................................................................................... 21 1 1 7.00 7 1 2 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTCAA................................................................................... 22 1 2 6.50 13 2 5 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCT.................................................................................... 23 1 1 6.00 6 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCAT....................................................................................... 18 0 1 5.00 5 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTG..................................................................................... 22 1 1 4.00 4 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGTTTCACTTGGTACTTGG.................................................. 20 0 1 4.00 4 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAC................................................................................... 24 1 1 4.00 4 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGT................................................. 22 1 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TAGCAATTGAAGCATTCA.................................................................................... 18 0 2 3.50 7 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATTA..................................................................................... 23 1 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGTTTCACTTGGTACTTGGC................................................. 21 0 1 3.00 3 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGTTTCACTTGGTACTTGGCG................................................ 22 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCAC....................................................................................... 20 1 1 3.00 3 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTTAGCAATTGAAGCATT...................................................................................... 18 0 1 3.00 3 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAAAA................................................................................. 26 3 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGCGA............................................... 24 0 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCCA................................................................................... 24 2 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTA..................................................................................... 20 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATTAAA............................................................................... 28 3 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TTAGCAATTGAAGCATTCAA................................................................................... 20 1 2 2.00 4 0 0 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATTCAA................................................................................... 23 1 2 1.50 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTTAGCAATTGAAGCATTA..................................................................................... 19 1 2 1.50 3 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCAAC.................................................................................. 25 2 2 1.50 3 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGCTAATTTGAATGTTTCACTTGGTA....................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATTCAA................................................................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGAA................................................ 23 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATA.................................................................................. 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TTTATGGCAAGATGTTGCT........................................................................................................... 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGCGT............................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTCAGTTAGCAATTGAAGCATTG..................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATTCC.................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TTAGCAATTGAAGCATTC..................................................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGAT................................................ 23 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATGA................................................................................. 26 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATCG................................................................................. 26 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTG..................................................................................... 20 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTTTC................................................................................... 24 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTCACTTGGTACTTGGCG................................................ 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATAAA................................................................................ 27 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATCT..................................................................................... 22 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAGTTAGCAATTGAAGCATTCATT.................................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGT.................................................. 21 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTTAGCAATTGAAGCATTCAT................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAGTTAGCAATTGAAGCATTT..................................................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGTTTCACTTGGTACTTGGA................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATATTATATATAGCTTAACTCGCTAGCTTTAAATACCGTTCTACAACGAAGTCAATCGTTAACTTCGTAAGTAAAACGATTAAACTTACAAAGTGAACCATGAACCGCTTATAGAACGGGGTCGACGTTACTTTCACAATGCTCAGCTCGACAAAA

***********************************.((((((((((((((..((.((.(((.(((((((((((...........))))))))))).))).)))).))).)))))))))))..***********************************
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SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12970:9427048-
9427204 -

dvi_94 ATATAATATATATCGAATTGAGCGATCGAAATTTATGGCAAGATGTTGCTTCAGTTAGCAATTGAAGCATTCATTTTGCTAATTTGAATGTTTCACTTGGTACTTGGCGAATATCTTGCCCCAGCTGCAATGAAAGTGT-----------------TACGAGTCGAGCTGTTTT

droGri2 scaffold_14906:10500196-
10500300 +

AATTTTTATG--------------------------------------------------------------------CTGCTTTTGACGCATTGCGC-ATACGCCGCAGCTGTCTTGCCCCAACTGCAATGAGAATGAATCAATCAAAATTATGCCGAAAATTGAATTATTGA

dp5 2:28334722-28334749 - ATATAAAAAGTATCGCATTGAGCGCTCG--------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:59 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9427048-9427204
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9427048-9427204
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_94.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14906:10500196-10500300
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=2:28334722-28334749


ID:

dvi_207

Coordinate:

scaffold_12723:4640770-4640832 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_207  scaffold_12723:4640811-4640832 -
2. dvi_324  scaffold_12963:330409-330430 +

star

1. dvi_207  scaffold_12723:4640771-4640792 -
2. dvi_324  scaffold_12963:330449-330470 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAAAATATAAATTTGCCAAGTATGCAGCACGTTGATGTTTTTCTCGTTGTCACAACGCATTGCATACATGACAAATTTTGCTAATTTGTATTCTGCTTGTAAACATAAAGTAATTATAATAGCACT

***********************************.(((((.((.(((((((.((.((((((((..(((((.((.............)))))))..)))))))).)).)))))))...)).))))).************************************
Read
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SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060670
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SRR060680
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SRR060689
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SRR060659
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SRR060657
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SRR060656
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SRR060654
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SRR060658
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SRR060673
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SRR060676
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SRR060666
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SRR060684
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SRR060674
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SRR060677
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SRR060686
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SRR060687
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SRR2096013
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SRR2096060
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SRR060667

160_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR1106729
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whole
adult body

..................................................TGCCAAGTATGCAGCACGTTGA........................................................................................... 22 0 2 4889.50 9779 2417 2130 2076 748 809 532 527 231 117 75 70 14 0 3 3 4 4 5 1 0 1 2 2 2 0 1 2 0 0 0 0 1 1 1 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTG............................................................................................ 21 0 2 3067.00 6134 1320 1410 1044 756 434 390 243 237 142 102 32 6 0 5 3 0 1 0 2 0 2 1 1 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATG......................................................................................... 22 0 1 195.00 195 80 43 32 0 31 0 1 1 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTT............................................................................................. 20 0 2 100.00 200 38 40 39 25 19 18 10 8 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGAT.......................................................................................... 23 0 1 65.00 65 24 21 6 0 7 4 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACAAA................................................... 22 0 2 40.00 80 9 38 26 1 4 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGAC.......................................................................................... 23 1 2 36.50 73 9 19 12 7 10 4 5 3 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGT.............................................................................................. 19 0 2 36.00 72 13 19 18 5 3 1 7 2 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACAA.................................................... 21 0 2 32.50 65 11 28 20 0 4 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATC......................................................................................... 24 1 1 27.00 27 3 11 5 0 5 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATGT........................................................................................ 23 0 1 26.00 26 13 4 2 0 3 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGACC......................................................................................... 24 2 2 22.00 44 0 7 8 8 2 2 3 2 0 0 3 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGC........................................................................................... 22 1 2 18.50 37 0 0 0 18 0 3 10 5 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGT........................................................................................... 22 1 2 15.50 31 5 6 9 2 4 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGA........................................................................................... 20 0 2 12.50 25 3 7 4 0 4 1 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGAT.......................................................................................... 21 0 1 12.00 12 6 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACG............................................................................................... 18 0 2 11.50 23 3 1 3 5 3 1 3 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACA..................................................... 20 0 2 11.00 22 4 10 5 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AAGTATGCAGCACGTTGA........................................................................................... 18 0 2 11.00 22 2 3 0 5 0 1 3 1 5 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACAAAA.................................................. 23 1 2 10.50 21 2 11 6 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTT............................................................................................ 21 1 2 9.00 18 2 2 6 7 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCAAGTATGCAGCACGTTGA........................................................................................... 21 0 2 8.50 17 1 3 3 1 3 2 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATG......................................................................................... 24 0 1 8.00 8 5 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTG............................................................................................ 19 0 2 6.50 13 1 3 5 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTA............................................................................................ 21 1 2 6.00 12 2 0 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGAG.......................................................................................... 23 1 2 6.00 12 3 1 3 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTGA........................................................................................... 19 0 2 6.00 12 1 1 0 1 0 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTC............................................................................................ 21 1 2 5.50 11 2 2 1 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATGTG....................................................................................... 24 1 1 5.00 5 0 2 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATGTC....................................................................................... 24 1 1 5.00 5 2 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTG............................................................................................ 18 0 2 5.00 10 1 1 0 4 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATC......................................................................................... 22 1 1 4.00 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGG........................................................................................... 22 1 2 4.00 8 3 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGTC.......................................................................................... 23 2 2 3.50 7 2 1 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCAAGTATGCAGCACGTTG............................................................................................ 20 0 2 3.50 7 1 1 1 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTGATG......................................................................................... 21 0 1 3.00 3 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTC............................................................................................. 20 1 2 3.00 6 0 3 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCAAGTATGCAGCACGTTGATG......................................................................................... 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATT......................................................................................... 24 1 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTCC........................................................................................... 22 2 2 1.50 3 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGACT......................................................................................... 24 2 2 1.50 3 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTGAT.......................................................................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TATGCAGCACGTTGATGT........................................................................................ 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATGT........................................................................................ 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTGATC......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCAAGTATGCAGCACGTTGATA......................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATTA........................................................................................ 25 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGATCC........................................................................................ 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCCAAGTATGCAGCACGTTGATC......................................................................................... 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGATGTCC...................................................................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACAAAAA................................................. 24 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACGCATTGCATACATGACC..................................................... 20 1 2 1.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAACGCATTGCATACATGACA..................................................... 21 0 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACAACGCATTGCATACATGACA..................................................... 22 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGAC.......................................................................................... 21 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CAAGTATGCAGCACGTTGAC.......................................................................................... 20 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTGTCA......................................................................................... 24 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGACC......................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTCT........................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CGCATTGCATACATGACAAA................................................... 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCAAGTATGCAGCACGTTGTCC......................................................................................... 22 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAACGCATTGCATACATGACAA.................................................... 22 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTAC........................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGA.............................................................................................. 19 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTAT........................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAACGCATTGCATACATGACAAA................................................... 23 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCCAAGTATGCAGCACGTTTT........................................................................................... 22 2 3 0.33 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTCGAATAGCTAAGGCAAGGCTAATACAGACCGTTTTGTTTTATATTTAAACGGTTCATACGTCGTGCAACTACAAAAAGAGCAACAGTGTTGCGTAACGTATGTACTGTTTAAAACGATTAAACATAAGACGAACATTTGTATTTCATTAATATTATCGTGA

************************************.(((((.((.(((((((.((.((((((((..(((((.((.............)))))))..)))))))).)).)))))))...)).))))).***********************************
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female
body
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male
body

SRR060681
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SRR060684
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Ovary_Min_46

SRR060666
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SRR060682

9x140_0-
2h_embryos_total

.............................................CTTAAACGGTTCATACGTCGTGCA.............................................................................................. 24 1 1 1.00 1 1 0 0 0 0 0 0

..........................................................................................TTGCGTAACGTATGTACTGTTT................................................... 22 0 2 0.50 1 0 0 1 0 0 0 0

.........................................................................................GTTGCGTAACGTATGTACTGTT.................................................... 22 0 2 0.50 1 0 1 0 0 0 0 0

...............................................AAAACGGTTCATACGTCGTGCA.............................................................................................. 22 1 2 0.50 1 0 0 0 1 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:4640720-

4640882 -
dvi_207 GAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAAAATATAAATTTGCCAAGTATGCAGCACGTTGATGTTTTTCTCGTTGTCACAACGCATTGCATACATGACAAATTTTGCTAATTTGTATT---CTGCTTGTAAACATAAAG--TAATTATAATAGCACT

droMoj3 scaffold_6500:10610605-
10610732 -

dmo_62 AAA---------------------------------ACATAACAAAATAATGCCAAGTATGCAGCACGTTGATGTTGTACGTGTTATCTCAACGGATTGCATACTTGGGAAATTTTGTGAATGTGTATTATGTTGCTGATGTGCATAAAAACTTATGTTAA-------

droTak1 scf7180000415390:296243-
296267 -

AAA---------------------------------TTTAAAGAAATA--------------------------------------------------------------------------------------------------------------TTAAAGTTTT

droYak3 2R:6574993-6575016 - AAC---------------------------------ATACAATAAATA--------------------------------------------------------------------------------------------------------------T-ATACCACG
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640720-4640882
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_207.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640811-4640832
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_324.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330409-330430
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_207.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640771-4640792
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_324.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330449-330470
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640720-4640882
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_207.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10610605-10610732
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_62.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415390:296243-296267
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2R:6574993-6575016
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[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure
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Antisense to intron [Dvir\GJ19449-in]

No Repeatable elements found
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CTTACCCCGAATCACGAATATTAATTGAATATACTTGTGTAGATTTAGGTGCAACGTCTGCTACTTGCTTAGTCGTTAACCATAGTTTTCTTTATATAACTATAAAGATTGACGGCTGAGTAGGTAACAGGCGCTGCCAACGCAGCTGATCCATATGATTCGATGCTCCAGTAACTTAATGAAGTATA

*************************************************.(((.((((((.((((((((((((((((((.........((((((((....)))))))))))))))))))))))))).)))))).)))..*************************************************
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size
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Mismatch
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Total
Norm Total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

SRR060678

9x140_testes_total

SRR060670

9_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060655

9x160_testes_total

V116

male
body

SRR060683

160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

M027

male
body

SRR060658

140_ovaries_total
SRR2096056

Ovary_Min_46

M047

female
body

SRR2096057

Ovary_Min_50

SRR2096060

Ovary_Min_193

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR060656

9x160_ovaries_total

SRR060660

Argentina_ovaries_total

M028

head

SRR060654

160x9_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR1106729

mixed
whole
adult body

V047

embryo

SRR060673

9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106728

larvae

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

........................................................................................................AAGATTGACGGCTGAGTAGG................................................................ 20 0 1 3214.00 3214 882 1069 268 176 166 176 121 108 85 74 69 1 12 0 4 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGG................................................................ 21 0 1 1597.00 1597 515 407 112 94 89 89 79 46 54 38 28 26 11 6 0 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAG................................................................. 19 0 1 1471.00 1471 440 450 85 79 88 86 67 37 39 54 40 1 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAG................................................................. 20 0 1 1374.00 1374 532 304 79 89 85 54 63 49 29 31 39 6 10 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGT............................................................... 21 0 1 754.00 754 180 219 71 44 55 52 47 22 21 18 17 1 1 2 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGT............................................................... 22 0 1 715.00 715 181 107 59 67 41 44 59 42 20 15 14 31 2 3 1 6 3 6 5 3 2 0 1 1 0 0 1 0 0 0 0 1 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAA............................................................. 22 0 1 245.00 245 52 25 35 26 25 25 10 14 14 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTA.............................................................. 22 0 1 169.00 169 32 21 23 23 16 13 9 5 8 7 10 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTC..................................................................................................... 23 1 1 138.00 138 1 0 27 30 27 12 3 5 7 3 20 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAG....................................................................................................... 21 0 1 104.00 104 3 2 13 19 20 15 3 3 6 12 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAG................................................................. 23 0 1 100.00 100 10 12 14 17 10 11 9 4 3 3 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAG.................................................................... 20 0 1 83.00 83 20 11 12 5 10 5 2 4 9 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAA............................................................. 23 0 1 74.00 74 14 10 7 12 5 10 0 7 2 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGG................................................................ 19 0 1 65.00 65 15 23 3 0 4 4 8 1 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTA.............................................................. 21 0 1 51.00 51 4 6 9 5 8 10 3 1 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAG................................................................. 18 0 1 46.00 46 17 12 0 3 1 2 3 2 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAT............................................................. 23 1 1 41.00 41 4 4 7 6 3 8 2 3 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAT............................................................. 22 1 1 28.00 28 5 3 7 3 6 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGA............................................................... 21 1 1 28.00 28 5 2 3 4 5 2 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGT................................................................... 21 0 1 27.00 27 10 5 1 1 0 0 1 2 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

........................................................................................................AAGATTGACGGCTGAGTAGGTC.............................................................. 22 1 1 27.00 27 2 0 3 3 3 5 2 4 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGT............................................................... 20 0 1 20.00 20 9 5 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTCC.................................................................................................... 24 2 1 20.00 20 1 0 3 3 3 2 1 0 2 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTT.............................................................. 22 1 1 19.00 19 2 3 4 4 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAAA............................................................ 23 1 1 18.00 18 2 1 2 1 4 0 1 2 2 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGT...................................................................................................... 22 0 1 16.00 16 0 1 3 4 4 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGG............................................................... 22 1 1 14.00 14 0 0 0 1 1 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAGGT............................................................... 25 0 1 12.00 12 0 1 0 0 3 2 0 0 0 0 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTCA.................................................................................................... 24 2 1 11.00 11 1 0 2 2 2 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTA.................................................................. 22 0 1 8.00 8 2 0 3 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTA.................................................................. 18 0 1 8.00 8 2 1 1 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGTC.............................................................. 23 1 1 8.00 8 1 0 0 1 1 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGTA.............................................................. 23 0 1 7.00 7 1 0 0 2 1 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAGG................................................................ 24 0 1 7.00 7 1 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGC............................................................... 22 1 1 7.00 7 2 0 0 0 0 0 0 1 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAAT............................................................ 23 1 1 7.00 7 0 1 0 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TAGGTGCAACGTCTGCTAC............................................................................................................................ 19 0 1 7.00 7 0 0 1 0 3 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAT................................................................. 19 1 1 7.00 7 0 0 2 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TTAGGTGCAACGTCTGCTA............................................................................................................................. 19 0 1 6.00 6 0 1 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGG............................................................... 21 1 1 5.00 5 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAA................................................................. 23 1 1 5.00 5 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAAA............................................................ 24 1 1 5.00 5 1 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

......................................................................................................TAAAGATTGACGGCTGAGTAG................................................................. 21 0 1 5.00 5 1 1 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTA.................................................................. 19 0 1 5.00 5 1 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGA............................................................... 22 1 1 5.00 5 1 0 0 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTCAA................................................................................................... 25 3 1 4.00 4 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTTT............................................................. 23 2 1 4.00 4 1 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................GATTGACGGCTGAGTAGGTAA............................................................. 21 0 1 4.00 4 1 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................GATTGACGGCTGAGTAGGTAAA............................................................ 22 1 1 4.00 4 0 0 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGA................................................................ 20 1 1 4.00 4 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTTC............................................................. 23 2 1 4.00 4 0 0 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGC............................................................... 21 1 1 4.00 4 1 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGA................................................................ 21 1 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAG............................................................. 22 1 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTCC............................................................. 23 2 1 3.00 3 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTT..................................................................................................... 23 0 1 3.00 3 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAC............................................................. 23 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATA........................................................................................................ 20 0 1 3.00 3 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAT................................................................. 20 1 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAC............................................................. 22 1 1 3.00 3 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTTTTCT................................................................................................. 27 0 1 3.00 3 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ATTGACGGCTGAGTAGGT............................................................... 18 0 1 3.00 3 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTTT.................................................................................................... 24 0 1 3.00 3 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTTTTCTCC............................................................................................... 29 2 1 3.00 3 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTCT............................................................. 23 2 1 3.00 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTA..................................................................................................... 23 1 1 3.00 3 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGT................................................................ 21 1 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CTTGCTTAGTCGTTAACCATAG....................................................................................................... 22 0 1 2.00 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGT................................................................ 20 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTATT............................................................ 24 2 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTTT............................................................. 22 2 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTT.................................................................. 22 1 1 2.00 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTGCTTAGTCGTTAACCATAGTTTTC.................................................................................................. 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAAG............................................................ 23 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTT.................................................................. 18 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTC.............................................................. 21 1 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGA..................................................................... 19 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATAACTATAAAGATTGACGGCT....................................................................... 23 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................TTTAGGTGCAACGTCTGCTA............................................................................................................................. 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGGTT.............................................................. 23 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTC.................................................................. 22 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TTAGGTGCAACGTCTGCTAC............................................................................................................................ 20 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTCT............................................................. 22 2 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAA................................................................. 19 1 2 1.50 3 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGC................................................................ 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTATT............................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAGC................................................................ 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................TCTGCTACTTGCTTAGTCG................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTG.............................................................. 21 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................TTTAGGTGCAACGTCTGCTAC............................................................................................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAGT............................................................ 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATAACTATAAAGATTGACGGC........................................................................ 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAGT................................................................ 24 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................GATTTAGGTGCAACGTCTGCTA............................................................................................................................. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAGGTA.............................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTAGGTAG............................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AAAGATTGACGGCTGAGTAC................................................................. 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGAT.............................................................. 21 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGTAT................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CTTGCTTAGTCGTTAACCATAGTTTTC.................................................................................................. 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTATTT........................................................... 24 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ATTGACGGCTGAGTAGGTAAA............................................................ 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGATTGACGGCTGAGTAGGTAATC........................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATAAAGATTGACGGCTGAGG................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................AAGATTGACGGCTGAGTCC................................................................. 19 2 2 1.00 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GAATGGGGCTTAGTGCTTATAATTAACTTATATGAACACATCTAAATCCACGTTGCAGACGATGAACGAATCAGCAATTGGTATCAAAAGAAATATATTGATATTTCTAACTGCCGACTCATCCATTGTCCGCGACGGTTGCGTCGACTAGGTATACTAAGCTACGAGGTCATTGAATTACTTCATAT

*************************************************.(((.((((((.((((((((((((((((((.........((((((((....)))))))))))))))))))))))))).)))))).)))..*************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

V053

head

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060676

9xArg_ovaries_total

V047

embryo

SRR060677

Argx9_ovaries_total

SRR060667

160_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060680

Â 9xArg_testes_total
SRR2096059

Ovary_Min_164

SRR060675

140x9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060670

9_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060659

Argentina_testes_total

SRR060669

160x9_females_carcasses_total

M028

head

SRR060671

9x160_males_carcasses_total

SRR060683

160_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060666

160_males_carcasses_total

SRR060655

9x160_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060656

9x160_ovaries_total

SRR060658

140_ovaries_total
SRR2096060

Ovary_Min_193

SRR060657

140_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR060688

160_ovaries_total

SRR1106730

embryo_16-
30h

SRR060682

9x140_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M061

embryo

SRR060663

160_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M027

male
body

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106725

embryo_14-
16h

SRR1106722

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106726

embryo_14-
16h

SRR1106724

embryo_12-
14h

SRR1106720

embryo_8-
10h

SRR1106727

larvae

SRR060661

160x9_0-
2h_embryos_total

SRR1106728

larvae

SRR1106717

embryo_6-
8h

SRR1106713

embryo_0-
2h

SRR1106718

embryo_6-
8h

SRR1106716

embryo_4-
6h

SRR1106719

embryo_8-
10h

SRR1106721

embryo_10-
12h

GSM1528803

follicle
cells

SRR1106714

embryo_2-
4h

SRR1106712

embryo_0-
2h

..............................................................TGAACGAATCAGCAATTGGTAT........................................................................................................ 22 0 1 1056.00 1056 51 142 6 35 69 62 61 31 13 28 13 18 27 38 19 19 9 8 28 33 3 6 10 4 8 11 11 9 3 8 3 6 15 10 7 5 6 11 5 13 9 5 5 5 5 2 19 8 5 18 6 10 2 0 0 1 4 0 8 1 7 10 8 8 8 7 7 1 6 3 3 2 3 2 3 0 1 0

............................................................GATGAACGAATCAGCAATTGGTAT........................................................................................................ 24 0 1 717.00 717 22 63 3 35 51 41 51 28 4 25 5 5 23 3 29 25 3 10 1 0 36 3 6 37 4 29 6 3 1 2 0 11 1 3 1 30 3 12 1 2 9 4 5 6 2 1 0 10 18 1 2 0 0 1 11 10 8 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GATGAACGAATCAGCAATTGGTA......................................................................................................... 23 0 1 379.00 379 15 77 4 17 26 26 22 17 5 12 8 5 9 0 16 10 3 1 1 0 14 5 2 6 2 10 1 1 2 1 0 6 2 0 1 6 0 3 0 4 7 2 0 5 2 1 0 3 3 3 1 0 4 0 4 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAACGAATCAGCAATTGGTAT........................................................................................................ 21 0 1 291.00 291 40 43 10 8 18 19 29 3 5 10 3 4 7 4 4 5 2 5 0 2 1 0 8 2 12 0 6 1 1 1 6 0 1 2 5 0 6 2 2 1 1 0 2 0 0 1 0 2 0 0 0 1 0 0 0 1 3 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TATTTCTAACTGCCGACTCATCCA............................................................... 24 0 1 135.00 135 1 13 1 9 9 10 7 5 1 2 2 5 1 8 2 3 5 0 5 2 0 3 3 0 0 0 0 3 0 3 0 6 1 0 1 0 1 0 1 0 5 1 2 2 2 1 0 1 0 1 0 0 0 5 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GATATTTCTAACTGCCGACTCATCCA............................................................... 26 0 1 94.00 94 0 5 0 5 1 6 1 3 0 4 3 7 1 7 3 2 1 0 10 2 0 0 0 0 0 0 0 2 2 2 2 0 3 2 0 0 0 0 8 0 2 0 0 1 4 0 0 0 0 0 0 0 0 1 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGATATTTCTAACTGCCGACTCATC................................................................. 25 0 1 91.00 91 2 2 0 1 2 4 1 3 0 1 1 0 0 14 1 2 1 0 13 13 0 0 0 0 0 0 0 0 1 0 0 0 5 0 0 0 0 0 13 0 0 0 0 0 7 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0

..............................................................TGAACGAATCAGCAATTGGTA......................................................................................................... 21 0 1 83.00 83 3 27 0 3 5 4 6 0 2 0 0 1 3 4 0 1 1 1 0 2 1 0 0 0 1 0 0 2 0 2 0 2 1 0 0 0 2 1 0 2 1 0 0 0 0 0 0 0 0 1 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTTCTAACTGCCGACTCATCCA............................................................... 22 0 1 75.00 75 2 7 0 8 2 7 6 1 0 2 4 5 1 0 0 2 2 3 0 1 0 1 0 0 1 0 0 5 0 5 1 0 0 3 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................AACGAATCAGCAATTGGTAT........................................................................................................ 20 0 1 57.00 57 2 5 3 3 1 13 3 2 0 1 0 1 2 0 3 1 1 0 0 0 0 4 0 0 2 0 0 0 0 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................ATGAACGAATCAGCAATTGGTAT........................................................................................................ 23 0 1 46.00 46 1 5 1 2 6 2 5 0 0 3 1 0 2 0 3 2 1 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 2 0 0 0 0 2 0 0 0 0 0 2 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................ACTGCCGACTCATCCATTGTCC......................................................... 22 0 1 39.00 39 4 3 5 0 1 4 1 1 0 2 2 0 2 0 1 0 0 1 1 0 0 1 1 0 1 0 1 0 0 1 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATTTCTAACTGCCGACTCATCCA............................................................... 23 0 1 39.00 39 0 5 0 5 2 2 2 1 0 0 1 1 1 0 0 0 0 0 3 0 0 3 1 0 2 0 0 0 1 2 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................ATGAACGAATCAGCAATTGGTA......................................................................................................... 22 0 1 37.00 37 1 11 0 2 3 4 3 2 0 1 1 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TTGATATTTCTAACTGCCGACTCAT.................................................................. 25 0 1 30.00 30 0 0 0 0 0 0 0 0 0 1 0 0 0 4 0 0 0 0 7 1 0 0 0 0 1 0 0 0 0 0 0 0 5 1 0 0 0 0 3 0 0 0 0 1 3 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................AATGAACGAATCAGCAATTGGTAT........................................................................................................ 24 1 1 30.00 30 0 2 0 0 0 2 0 4 0 1 0 0 0 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 3 0 0 3 0 0 0 0 0 0 0 0 1 0 1 0 2 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................TTCTAACTGCCGACTCATCCA............................................................... 21 0 1 29.00 29 1 5 0 2 1 2 4 1 0 0 1 0 0 0 1 0 1 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................ATATTTCTAACTGCCGACTCATCCA............................................................... 25 0 1 28.00 28 0 2 0 0 1 1 0 0 0 2 0 3 1 0 1 0 1 0 0 3 0 1 0 0 1 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TTGAACGAATCAGCAATTGGTAT........................................................................................................ 23 1 1 26.00 26 0 2 2 5 4 2 0 1 2 0 1 2 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CTGAACGAATCAGCAATTGGTAT........................................................................................................ 23 1 1 25.00 25 4 1 1 0 4 2 2 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 2 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCAGACGATGAACGAATCAGCA................................................................................................................ 22 0 1 25.00 25 1 2 0 0 1 0 0 1 0 0 1 0 0 7 0 0 0 0 0 3 0 0 0 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGATATTTCTAACTGCCGACTCATCCA............................................................... 27 0 1 20.00 20 0 2 0 0 1 0 0 1 0 3 0 0 1 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................AGATGAACGAATCAGCAATTGGTAT........................................................................................................ 25 1 1 19.00 19 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGATATTTCTAACTGCCGACTCAT.................................................................. 24 0 1 17.00 17 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 3 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAACGAATCAGCAATTGGTA......................................................................................................... 20 0 1 16.00 16 6 6 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TATGAACGAATCAGCAATTGGTA......................................................................................................... 23 1 1 11.00 11 2 1 1 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TCTAACTGCCGACTCATCCA............................................................... 20 0 1 11.00 11 0 1 1 3 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TATGAACGAATCAGCAATTGGTAT........................................................................................................ 24 1 1 11.00 11 0 1 0 0 0 0 0 1 1 1 0 1 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CTGATATTTCTAACTGCCGACTCATC................................................................. 26 1 1 10.00 10 1 1 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CTATTTCTAACTGCCGACTCATCCA............................................................... 25 1 1 10.00 10 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................AGATGAACGAATCAGCAATTGGTA......................................................................................................... 24 1 1 10.00 10 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................ACGAATCAGCAATTGGTAT........................................................................................................ 19 0 1 9.00 9 0 2 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................AAATGAACGAATCAGCAATTGGTAT........................................................................................................ 25 2 1 8.00 8 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CCTATTTCTAACTGCCGACTCATCCA............................................................... 26 2 1 8.00 8 0 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CTAACTGCCGACTCATCCA............................................................... 19 0 1 7.00 7 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AGACGATGAACGAATCAGCAAT.............................................................................................................. 22 0 1 7.00 7 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TTGATATTTCTAACTGCCGACTCA................................................................... 24 0 1 7.00 7 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CCTGATATTTCTAACTGCCGACTCATC................................................................. 27 2 1 7.00 7 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGAACGAATCAGCAATTG............................................................................................................ 18 0 1 6.00 6 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTTGATATTTCTAACTGCCGACTCAT.................................................................. 26 1 1 6.00 6 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GATGAACGAATCAGCAATT............................................................................................................. 19 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GATATTTCTAACTGCCGACTCATC................................................................. 24 0 1 5.00 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCAGACGATGAACGAATCAGCAA............................................................................................................... 23 0 1 5.00 5 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................GACGATGAACGAATCAGCAAT.............................................................................................................. 21 0 1 5.00 5 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAACGAATCAGCAATTGGTAT........................................................................................................ 22 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTTCTAACTGCCGACTCATCC................................................................ 21 0 1 4.00 4 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TCTGAACGAATCAGCAATTGGTAT........................................................................................................ 24 2 1 4.00 4 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TATTTCTAACTGCCGACTCATC................................................................. 22 0 1 4.00 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................AATGAACGAATCAGCAATTGGTA......................................................................................................... 23 1 1 4.00 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAACGAATCAGCAATTGGTATC....................................................................................................... 22 0 1 4.00 4 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GATGAACGAATCAGCAATTGGT.......................................................................................................... 22 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGAACGAATCAGCAATTGGT.......................................................................................................... 20 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................TTGTCCGCGACGGTTGCGT............................................ 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CTTGAACGAATCAGCAATTGGTAT........................................................................................................ 24 2 1 3.00 3 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TTGATATTTCTAACTGCCGACTCATC................................................................. 26 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................AACGAATCAGCAATTGGTA......................................................................................................... 19 0 1 3.00 3 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGAACGAATCAGCAATTGGTATC....................................................................................................... 23 0 1 3.00 3 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GATATTTCTAACTGCCGACTCATCC................................................................ 25 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATTTCTAACTGCCGACTCATCC................................................................ 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TATTTCTAACTGCCGACTCATCC................................................................ 23 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................ATTGAACGAATCAGCAATTGGTAT........................................................................................................ 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TATTTCTAACTGCCGACTCAT.................................................................. 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................GTGAACGAATCAGCAATTGGTAT........................................................................................................ 23 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GATATTTCTAACTGCCGACTCAT.................................................................. 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CATTGTCCGCGACGGTTGC.............................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AATTGATATTTCTAACTGCCGACTCAT.................................................................. 27 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAACGAATCAGCAATTGGTAT........................................................................................................ 22 1 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................AATTGAACGAATCAGCAATTGGTAT........................................................................................................ 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................AACGAATCAGCAATTGGTATC....................................................................................................... 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTTGAACGAATCAGCAATTGGTAT........................................................................................................ 24 2 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATTTCTAACTGCCGACTCATCCA............................................................... 24 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................TTGTCCGCGACGGTTGCGTCGACTAGGTA.................................. 29 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0

...........................................................................................................................CATTGTCCGCGACGGTTGCG............................................. 20 0 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................TGATGAACGAATCAGCAATTGGTA......................................................................................................... 24 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TTGAACGAATCAGCAATTGGTA......................................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GATGAACGAATCAGCAATTGGTATCAA..................................................................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AATCTAACTGCCGACTCATCCA............................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CCTGAACGAATCAGCAATTGGTAT........................................................................................................ 24 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AAATATTTCTAACTGCCGACTCATCCA............................................................... 27 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................ATGAACGAATCAGCAATTGGT.......................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................ACATGAACGAATCAGCAATTGGTAT........................................................................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CCCTATTTCTAACTGCCGACTCATCCA............................................................... 27 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TCAAAAGAAATATATTGATATTTCTAACTGCCGACTCATCCA............................................................... 42 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................ACGAATCAGCAATTGGTATC....................................................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................CTGCCGACTCATCCATTGTCC......................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TATTCTAACTGCCGACTCATCCA............................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AAAGACGATGAACGAATCAGCAAT.............................................................................................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9426775-

9426962 -
dvi_298 CTTACCCCGAATCACGAA---------------------TATTAATTGAATATACTTGTGTAGATTTAGGTGCAACGTCTGCTACTTGCTTAGTCGTTAACCATAGTTTTCTTTATATAACTATAAAGATTGACGGCTGAGTAGGTAACAGGCGCTGCCAACGCAGCTGATCCATATGATTCGATGCTCCAGTAACTTAATGAAGTATA

droMoj3 scaffold_6654:1108046-
1108090 -

TTTATCTTAACTTTTGGA---------------------GAATAATTGAATAGCTT-TTGTAATTTT----------------------------------------------------------------------------------------------------------------------------------------------

droGri2 scaffold_15112:4695844-
4695888 +

CTGA-------------GGAATTGGCTCCAAATTGATAACACTA--------------T-CA----------------------------------------------------------------------------------------------------------------------------------------AATCTTGTGTA

droWil2 scf2_1100000004510:2358532-
2358564 +

ACA-------------AA---------------------TATTAAATGTATACATTTATGTAGATCT----------------------------------------------------------------------------------------------------------------------------------------------

droPer2 scaffold_1001:5396-5398 + CTT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 09:22 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15112:4695844-4695888
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004510:2358532-2358564
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_1001:5396-5398


ID:

dvi_71

Coordinate:

scaffold_12723:4640891-4640948 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature star

1. dvi_71  scaffold_12723:4640927-4640948 -
2. dvi_104  scaffold_12963:330293-330314 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GACTATTGAACGAATAACAAGTGATGATGGGAATAAAGCTTAACTAATTATAGACAGCATCAAGCATTAATTATCTTCACATTTATTAAAGCTTGGTGCAGTCTGTAATTAGTTAGGAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAAAA 

***********************************.(((((((((((((((((((.(((((((((.(((((.............))))).))))))))).))))))))))))))..))))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060657

140_testes_total

SRR060655

9x160_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060658

140_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060674

9x140_ovaries_total

M061

embryo

SRR060673

9_ovaries_total

SRR060688

160_ovaries_total

SRR060656

9x160_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

V047

embryo

SRR060654

160x9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106728

larvae

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

.....................................................................................TTAAAGCTTGGTGCAGTCTGTA................................................... 22 0 1 2943.00 2943 619 473 361 164 252 133 229 164 255 161 65 17 13 11 11 5 0 3 1 1 0 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGT.................................................... 21 0 1 1861.00 1861 287 237 168 243 213 83 167 127 59 218 44 3 0 1 2 1 1 2 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTG..................................................... 20 0 1 1238.00 1238 171 190 173 140 141 77 82 117 30 79 20 15 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAA.................................................. 21 0 1 1107.00 1107 260 238 211 23 23 79 94 20 136 14 4 0 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATT...................................................................................... 22 0 2 792.50 1585 505 348 348 5 80 123 6 96 18 19 23 0 8 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAAT................................................. 22 0 1 692.00 692 166 135 116 22 4 41 60 11 110 7 4 1 0 1 1 4 5 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTC..................................................................................... 23 1 2 572.00 1144 371 293 290 3 40 86 0 47 0 5 7 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCC.................................................................................... 24 2 2 247.00 494 164 113 103 2 18 42 0 39 0 4 7 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTC................................................... 22 1 1 231.00 231 18 21 15 41 29 4 5 29 0 40 28 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAAT....................................................................................... 21 0 2 203.50 407 90 99 109 0 19 32 8 20 18 2 5 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAA........................................................................................ 22 0 2 182.00 364 116 99 77 0 17 23 1 14 0 3 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAA.................................................. 23 0 1 176.00 176 23 44 28 11 7 10 22 7 7 9 6 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTA................................................... 20 0 1 157.00 157 41 35 28 7 4 7 7 12 11 1 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCT...................................................... 19 0 1 139.00 139 21 37 30 10 7 14 10 3 0 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAA.................................................. 22 0 1 128.00 128 29 17 20 1 4 6 20 9 13 2 5 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAATC................................................ 23 1 1 127.00 127 32 24 34 5 6 10 3 5 0 2 2 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAAT................................................. 21 0 1 110.00 110 29 25 20 8 4 7 6 2 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTA..................................................................................... 23 0 2 90.50 181 53 47 44 1 5 15 0 11 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAT.................................................. 23 1 1 66.00 66 16 15 9 7 9 0 3 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAAA................................................. 22 1 1 63.00 63 16 10 12 2 0 5 6 1 8 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTA......................................................................................... 21 0 2 62.50 125 32 24 22 0 15 13 2 7 1 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATC...................................................................................... 22 1 2 61.50 123 39 16 26 2 8 7 1 15 0 3 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAA.................................................. 20 0 1 60.00 60 17 9 13 4 1 4 4 1 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTCC.................................................. 23 2 1 59.00 59 6 3 2 9 11 2 0 6 0 9 9 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTA......................................................................................... 19 0 2 55.00 110 42 18 24 0 4 7 1 11 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAAT................................................. 23 0 1 44.00 44 9 6 4 0 0 0 5 1 14 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTA................................................... 21 0 1 43.00 43 8 6 9 2 7 1 1 4 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCA.................................................................................... 24 2 2 40.00 80 26 19 20 0 2 7 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAA....................................................................................... 23 1 2 39.50 79 30 20 16 0 3 3 0 5 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATC................................................ 22 1 1 39.00 39 15 3 6 1 5 1 1 1 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGT.................................................... 20 0 1 37.00 37 7 6 5 2 1 3 2 2 2 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGT.................................................... 19 0 1 31.00 31 5 4 5 4 1 4 4 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTT................................................... 22 1 1 30.00 30 5 5 2 3 5 3 2 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAA........................................................................................ 20 0 2 28.50 57 21 16 15 0 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTG..................................................... 18 0 1 24.00 24 3 1 7 3 0 0 2 4 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAC.................................................. 23 1 1 20.00 20 1 3 2 5 3 0 1 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATT................................................ 22 0 1 18.00 18 4 4 4 2 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAT.................................................. 21 1 1 17.00 17 4 2 3 0 0 2 1 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTAA.................................................................................... 24 1 2 16.50 33 7 7 14 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGA.................................................... 21 1 1 16.00 16 3 4 3 1 0 0 1 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAAA................................................. 24 1 1 15.00 15 3 2 2 2 0 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCCA................................................................................... 25 3 2 15.00 30 10 11 6 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCC..................................................................................... 23 2 2 14.50 29 11 6 8 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTT..................................................................................... 23 1 2 14.50 29 8 8 10 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTG..................................................... 19 0 1 14.00 14 1 5 3 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAATC................................................ 24 1 1 13.00 13 1 2 1 1 2 2 1 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAAA................................................. 23 1 1 13.00 13 5 1 1 0 0 2 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAT....................................................................................... 23 0 2 12.50 25 7 9 3 0 0 1 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTTC.................................................. 23 2 1 11.00 11 1 1 0 4 1 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATT.......................................................................................... 20 0 2 10.50 21 4 2 1 0 6 3 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAATT................................................ 23 0 1 10.00 10 3 2 1 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTA................................................... 19 0 1 9.00 9 3 1 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTCT.................................................. 23 2 1 7.00 7 0 0 0 2 2 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTC................................................... 21 1 1 7.00 7 0 0 0 3 0 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTG................................................... 22 1 1 6.00 6 0 0 1 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTT..................................................... 20 1 1 6.00 6 1 0 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAC.................................................. 21 1 1 5.00 5 1 0 0 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTTT.................................................. 23 2 1 5.00 5 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAATCC............................................... 24 2 1 5.00 5 2 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAAAA................................................ 23 2 1 5.00 5 2 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTAAA................................................................................... 25 2 2 5.00 10 2 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATA...................................................................................... 22 1 2 5.00 10 2 2 2 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAG.................................................. 23 1 1 4.00 4 1 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAG.................................................. 21 1 1 4.00 4 0 0 1 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATCC............................................... 23 2 1 4.00 4 0 0 0 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTC....................................................... 18 0 1 4.00 4 0 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAAGCTTGGTGCAGTCTGT.................................................... 22 0 1 4.00 4 0 1 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTA..................................................... 20 1 1 4.00 4 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCAA................................................................................... 25 3 2 3.50 7 2 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATTC............................................... 23 1 1 3.00 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAAG................................................. 22 1 1 3.00 3 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAT.................................................. 20 1 1 3.00 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAATA................................................ 23 1 1 3.00 3 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAAGCTTGGTGCAGTCTG..................................................... 21 0 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTAAAA................................................ 25 2 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTG..................................................................................... 23 1 2 3.00 6 0 1 1 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAACC...................................................................................... 24 2 2 2.50 5 0 1 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAT.................................................. 22 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGG.................................................... 21 1 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTCC.................................................. 22 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAAGCTTGGTGCAGTCT...................................................... 20 0 1 2.00 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAAA................................................. 21 1 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTCC.................................................. 21 2 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGCC................................................... 22 2 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTTGGTGCAGTCTGTAA.................................................. 18 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AGCTTGGTGCAGTCTGTAA.................................................. 19 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCAT........................................................................................... 19 0 2 2.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAACC...................................................................................... 22 2 2 2.00 4 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAATC...................................................................................... 24 1 2 2.00 4 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATT.......................................................................................... 18 0 2 1.50 3 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAAA....................................................................................... 21 1 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAAA...................................................................................... 24 2 2 1.50 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCT..................................................................................... 23 2 2 1.50 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCCC.................................................................................... 24 3 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATAGACAGCATCAAGCATTA......................................................................................... 22 0 2 1.50 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCG.................................................................................... 24 2 2 1.50 3 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGTAATG................................................ 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAAAA................................................ 24 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCT...................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATTT............................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCA...................................................... 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAAGCTTGGTGCAGTCTGTAAG................................................. 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAAGCTTGGTGCAGTCTGA.................................................... 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AAGCTTGGTGCAGTCTGTAATG................................................ 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTATC................................................. 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGTATA................................................. 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAAGCTTGGTGCAGTCTGCCC.................................................. 23 3 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATAGACAGCATCAAGCATTAA........................................................................................ 21 0 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAG........................................................................................ 22 1 2 1.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCA............................................................................................ 18 0 2 1.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCCT................................................................................... 25 3 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGATAACTTGCTTATTGTTCACTACTACCCTTATTTCGAATTGATTAATATCTGTCGTAGTTCGTAATTAATAGAAGTGTAAATAATTTCGAACCACGTCAGACATTAATCAATCCTCGAATAGCTAAGGCAAGGCTAATACAGACCGTTTTGTTTT

************************************.(((((((((((((((((((.(((((((((.(((((.............))))).))))))))).))))))))))))))..))))).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

V116

male
body

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

M027

male
body

SRR060666

160_males_carcasses_total

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060664

9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

V053

head

SRR060655

9x160_testes_total

SRR060656

9x160_ovaries_total

SRR060657

140_testes_total

SRR060683

160_testes_total
SRR2096058

Ovary_Min_98

SRR060685

9xArg_0-
2h_embryos_total

SRR1106727

larvae

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

SRR060659

Argentina_testes_total

SRR060660

Argentina_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060688

160_ovaries_total

.............................................TTAATATCTGTCGTAGTTCGTA........................................................................................... 22 0 2 65.00 130 22 28 30 11 7 1 3 2 4 4 1 1 1 1 0 0 2 0 2 3 0 0 0 0 0 0 2 1 1 0 0 0 0 1 0 1 0 0 0 0 1

.....................................................................................AATTTCGAACCACGTCAGACAT................................................... 22 0 1 29.00 29 1 2 5 4 3 2 4 1 0 1 0 0 0 0 2 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTA........................................................................................... 21 0 2 23.50 47 6 4 1 7 4 2 1 1 0 4 3 2 1 1 0 0 1 0 1 0 0 0 2 0 2 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAATTTCGAACCACGTCAGACAT................................................... 23 0 1 10.00 10 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTA........................................................................................... 22 1 2 10.00 20 4 4 3 3 1 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

......................................................................................ATTTCGAACCACGTCAGACAT................................................... 21 0 1 8.00 8 3 2 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CTAATTTCGAACCACGTCAGACAT................................................... 24 1 1 7.00 7 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAAT......................................................................................... 23 0 2 6.50 13 2 5 1 0 1 0 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAA.......................................................................................... 22 0 2 6.50 13 1 5 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0

......................................................................................ATTTCGAACCACGTCAGACATT.................................................. 22 0 1 6.00 6 1 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTAA.......................................................................................... 23 1 2 4.50 9 1 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTAAT......................................................................................... 21 0 2 4.00 8 3 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

............................................CTTAATATCTGTCGTAGTTCGTA........................................................................................... 23 1 2 3.50 7 0 1 2 1 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTTCGAACCACGTCAGACATT.................................................. 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTAA.......................................................................................... 20 0 2 3.00 6 3 0 1 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTA........................................................................................... 20 0 2 2.50 5 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TTTAATATCTGTCGTAGTTCGTA........................................................................................... 23 1 2 2.50 5 1 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAATTTCGAACCACGTCAGACA.................................................... 22 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTTCGAACCACGTCAGACAT................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCGT............................................................................................ 21 0 2 2.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTAAT......................................................................................... 24 1 2 2.00 4 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTAA.......................................................................................... 21 0 2 1.50 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATCTGTCGTAGTTCGTAAT......................................................................................... 20 0 2 1.50 3 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTA........................................................................................... 19 0 2 1.50 3 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATCTGTCGTAGTTCGTAA.......................................................................................... 19 0 2 1.50 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCGAACCACGTCAGACATTAAT............................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTCGAACCACGTCAGACATTAA................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................TTGATTAATATCTGTCGTAGTT............................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CTAATTTCGAACCACGTCAGACA.................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................GAATTGATTAATATCTGTCGTA.................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................AAATAATTTCGAACCACGTCAGACAT................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTTCGAACCACGTCAGACA.................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATTTCGAACCACGTCAGACATT.................................................. 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CTGATTAATATCTGTCGTAGTT............................................................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGT............................................................................................ 20 0 2 1.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTAAT......................................................................................... 22 0 2 1.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................GATTAATATCTGTCGTAGTTCGT............................................................................................ 23 0 2 1.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAATATCTGTCGTAGTTCGTA........................................................................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAATT........................................................................................ 24 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCTGTCGTAGTTCGTAAT......................................................................................... 19 0 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGT............................................................................................ 18 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CCTTAATATCTGTCGTAGTTCGTA........................................................................................... 24 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTATCTGTCGTAGTTCGTA........................................................................................... 19 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCG............................................................................................. 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCTATCTGTCGTAGTTCGTAAT......................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCGTAA.......................................................................................... 23 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAATATCTGTCGTAGTTCGTAA.......................................................................................... 23 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................AATCAATCCTCGAATAGC................................ 18 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAATATCTGTCGTAGTTCGTA........................................................................................... 21 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CTTTAATATCTGTCGTAGTTCGTA........................................................................................... 24 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................ACTTAATATCTGTCGTAGTTCGTA........................................................................................... 24 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATAATATCTGTCGTAGTTCGTA........................................................................................... 22 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:4640841-

4640998 -
dvi_71 GACTATTGAACGAATAACAAGTGATGATGGGAATAAAGCTTAACTAATTATAGACAGCATCAAGCATTAATTATCTTCACATTTATTAAAGCTTGGTGCAGTCTGTAATTAGTTAGGAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAAAA

droMoj3 scaffold_6500:10610724-
10610732 -

-----------------------------------------------------------------------------------------------------------------------------------------------------AAAACATAA

Generated: 09/08/2015 at 09:13 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640841-4640998
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_71.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640927-4640948
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_104.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330293-330314
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640841-4640998
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_71.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10610724-10610732


ID:

dvi_319

Coordinate:

scaffold_12963:329857-329951 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_43  scaffold_12723:4641317-4641336 -
2. dvi_319  scaffold_12963:329906-329925 +

star

1. dvi_43  scaffold_12723:4641352-4641373 -
2. dvi_319  scaffold_12963:329869-329890 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GTATCTTTGTATCTAGTACAGCTGTAAAAGTTCAACTGACATTTTGTATTCCGGATGAACCGTGCAAATTGTTTTTCGTATTACTTATTTCAATTATGTTGAACGGGAAACAATTTGTGTAGCTTGCCTGGAGAAGCAACCTAAAATAAAATGGTTTACATGTAGTTAATCCTTAATAATTATCTAATAATGACA

***********************************************.((((((.........((((((((((((((((...((.((.......)).))...)))))))))))))))).........)))))).*************************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

M047

female
body

M027

male
body

SRR060656

9x160_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060660

Argentina_ovaries_total

SRR060667

160_females_carcasses_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060654

160x9_ovaries_total

SRR060673

9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060672

9x160_females_carcasses_total

M061

embryo

SRR060658

140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060688

160_ovaries_total

SRR1106720

embryo_8-
10h

SRR2096056

Ovary_Min_46

M028

head

SRR060671

9x160_males_carcasses_total

SRR060677

Argx9_ovaries_total
SRR2096060

Ovary_Min_193

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060687

9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

...................................................................................................TGAACGGGAAACAATTTGTG............................................................................ 20 0 2 4893.00 9786 1690 1684 1659 988 865 747 651 550 268 324 345 4 1 3 0 0 0 0 2 1 1 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTA.......................................................................... 22 0 1 575.00 575 147 114 49 37 28 36 28 12 68 30 21 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGT........................................................................... 21 0 1 303.00 303 82 69 41 17 20 20 24 4 13 4 4 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAA......................................................................... 23 1 1 217.00 217 49 72 25 11 5 7 11 9 15 2 3 0 1 0 0 1 1 2 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACC.............................................................................................................. 23 1 2 168.00 336 135 69 75 1 8 2 28 8 0 0 0 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTC.......................................................................... 22 1 1 153.00 153 30 23 11 2 13 29 5 3 22 12 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTG.............................................................................. 18 0 2 136.50 273 50 78 52 21 4 7 26 18 0 12 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTCC......................................................................... 23 2 1 76.00 76 12 12 10 7 4 6 2 7 15 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTAC............................................................................................................... 22 0 2 70.00 140 63 24 35 1 5 0 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGT............................................................................. 19 0 2 70.00 140 28 47 23 5 2 12 13 5 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGA........................................................................... 21 1 2 63.50 127 11 30 33 4 7 11 14 5 3 7 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAC......................................................................... 23 1 1 59.00 59 8 5 5 2 5 3 6 3 17 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTA................................................................................................................ 21 0 2 58.50 117 38 32 25 2 3 1 10 2 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACCC............................................................................................................. 24 2 2 49.00 98 39 23 17 5 2 1 5 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTC............................................................................ 20 1 2 40.00 80 19 16 13 7 6 3 5 2 4 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAT......................................................................... 23 1 1 27.00 27 8 5 3 0 3 0 1 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAAA........................................................................ 24 2 1 17.00 17 4 4 2 1 0 1 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGAACGGGAAACAATTTGTG............................................................................ 21 0 2 11.50 23 2 7 2 1 1 4 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTT.......................................................................... 22 1 1 11.00 11 2 2 2 1 0 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTAA............................................................................................................... 22 1 2 11.00 22 8 4 7 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACCCC............................................................................................................ 25 3 2 10.50 21 10 6 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAG......................................................................... 23 0 1 10.00 10 2 2 1 0 1 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTCT......................................................................... 23 2 1 8.00 8 1 2 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTC......................................................................... 23 2 1 7.00 7 2 0 1 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTCA......................................................................... 23 2 1 7.00 7 1 2 0 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATT................................................................................................................. 20 0 2 7.00 14 3 5 2 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACA.............................................................................................................. 23 1 2 7.00 14 7 5 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTA......................................................................... 23 2 1 5.00 5 1 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACCA............................................................................................................. 24 2 2 4.50 9 5 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACT.............................................................................................................. 23 0 2 4.00 8 3 0 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTC................................................................................................................ 21 1 2 3.50 7 3 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTG.......................................................................... 22 1 1 3.00 3 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AACGGGAAACAATTTGTGTAGC........................................................................ 22 0 1 3.00 3 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGAT.......................................................................... 22 2 2 3.00 6 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTAT.................................................................................................................. 19 0 2 3.00 6 0 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GAACGGGAAACAATTTGTG............................................................................ 19 0 2 2.50 5 0 3 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGG........................................................................... 21 1 2 2.50 5 1 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTT......................................................................... 23 2 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTCA........................................................................ 24 3 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTAAAA....................................................................... 25 3 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTAAA.............................................................................................................. 23 2 2 2.00 4 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AACGGGAAACAATTTGTG............................................................................ 18 0 2 1.50 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTA............................................................................ 20 1 2 1.50 3 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTA................................................................................................................... 18 0 2 1.50 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGAACGGGAAACAATTTGTC............................................................................ 21 1 2 1.50 3 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACTC............................................................................................................. 24 1 2 1.50 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CGTGCAAATTGTTTTTCGTATT................................................................................................................. 22 0 2 1.50 3 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTATA........................................................................ 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AACGGGAAACAATTTGTGTAG......................................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTATTG....................................................................... 25 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AACGGGAAACAATTTGTGTAA......................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTAA........................................................................ 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGTTTA........................................................................ 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GAACGGGAAACAATTTGTGTCC......................................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTT............................................................................ 20 1 2 1.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGA............................................................................. 19 1 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGAC.......................................................................... 22 2 2 1.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GCAAATTGTTTTTCGTATTAC............................................................................................................... 21 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGC............................................................................. 19 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACCG............................................................................................................. 24 2 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACAA............................................................................................................. 24 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTAAC.............................................................................................................. 23 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACAC............................................................................................................. 24 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGGC.......................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACTCC............................................................................................................ 25 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGAACGGGAAACAATTTGT............................................................................. 20 0 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATCC................................................................................................................ 21 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTT.............................................................................. 18 1 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GAACGGGAAACAATTTGT............................................................................. 18 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGAACGGGAAACAATTTG.............................................................................. 19 0 2 0.50 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGAACGGGAAACAATTTGTGA........................................................................... 22 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGGT.......................................................................... 22 2 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................AAATTGTTTTTCGTATTAC............................................................................................................... 19 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGCAAATTGTTTTTCGTATTACTCCC........................................................................................................... 26 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTGAG.......................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTTCAATTATGTTGAACGGGAAACAA.................................................................................. 27 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTA.............................................................................. 18 1 3 0.33 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTAA........................................................................... 21 2 3 0.33 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGTCA........................................................................... 21 2 3 0.33 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGCA............................................................................ 20 2 4 0.25 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTGAA............................................................................ 20 2 5 0.20 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGAACGGGAAACAATTTCC............................................................................. 19 2 5 0.20 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................AAATTGTTTTTCGTATTC................................................................................................................ 18 1 7 0.14 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CATAGAAACATAGATCATGTCGACATTTTCAAGTTGACTGTAAAACATAAGGCCTACTTGGCACGTTTAACAAAAAGCATAATGAATAAAGTTAATACAACTTGCCCTTTGTTAAACACATCGAACGGACCTCTTCGTTGGATTTTATTTTACCAAATGTACATCAATTAGGAATTATTAATAGATTATTACTGT

*************************************************************.((((((.........((((((((((((((((...((.((.......)).))...)))))))))))))))).........)))))).***********************************************
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female
body

SRR2096038
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Ovary_Min_43

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:329807-

330001 +
dvi_319 GTATCTTTGTATCTAGTACAGCTGTAAAAGTTCAACTGACATTTTGTATTCCGGATGAACCGTGCAAATTGTTTTTCGTATTACTTATTTCAATTATGTTGAACGGGAAACAATTTGTGTAGCTTGCCTGGAGAAGCAACCTAAAATAAAATGGTTTACATGTAGTTAATCCTTAATAATTATCTAATAATGACA
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crit.star
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crit.mor
crit.half

crit.total
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crit.top3
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rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
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1
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:329807-330001
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_319.html


ID:

dvi_220

Coordinate:

scaffold_12855:6284353-6284417 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ10228-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAAGCGTGCCAGTGTTGTAAAGTGTTCGTAGTAGTGCTGTCTAGACTCAGCGGTGAACCACATCAATTTTCTTAATTGAGTTTCTAAATGCAGAAAGTTGATGGTGGTACACAGCTAAGTCTACAGGCAAAACAACATTTCAGATAACATAAAATACAACAATTC

***********************************(((...((((((.(((.(((.((((((((((((((((..(((.........)))..))))))))))).))))).))).))).))))))..))).************************************
Read
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#
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Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060657

140_testes_total
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body

SRR060670

9_testes_total

M047

female
body

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060683

160_testes_total
SRR2096055

Ovary_Min_43

M061

embryo
SRR2096057

Ovary_Min_50

V116

male
body

SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46
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head

SRR060684

140x9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR060658
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SRR060664
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SRR060674
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SRR1106729
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SRR1106730
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SRR2096026
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mothers

SRR060666

160_males_carcasses_total

V053

head

SRR060665

9_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

..................................................CGGTGAACCACATCAATTTTCT............................................................................................. 22 0 1 2244.00 2244 779 712 469 245 1 1 6 6 0 9 7 2 0 0 0 0 5 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAG................................................... 21 0 1 1869.00 1869 420 534 387 151 126 114 27 19 28 10 11 15 9 2 5 1 0 3 2 1 1 1 1 0 0 1 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTC............................................................................................ 23 1 1 337.00 337 113 110 65 37 0 0 2 4 0 1 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCT................................................. 23 0 1 252.00 252 62 62 52 13 20 5 10 4 13 4 3 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACA.................................................... 20 0 1 212.00 212 52 68 51 18 13 2 1 4 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTCC........................................................................................... 24 2 1 169.00 169 68 38 34 24 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTC.............................................................................................. 21 0 1 147.00 147 61 28 36 21 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCAG........................................................................ 21 0 1 145.00 145 34 42 26 8 0 0 10 0 0 16 5 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACAC..................................................... 19 0 1 90.00 90 17 26 21 5 8 5 1 2 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGC.................................................. 22 0 1 82.00 82 19 23 16 6 5 4 1 2 0 1 1 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTA............................................................................................ 23 1 1 53.00 53 18 17 10 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGT.................................................. 22 1 1 35.00 35 8 10 7 2 0 0 0 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACA...................................................... 18 0 1 33.00 33 8 5 8 3 6 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTCT............................................................................................. 21 0 1 31.00 31 8 14 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAA................................................... 21 1 1 30.00 30 10 7 7 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCTC................................................ 24 1 1 21.00 21 7 2 3 3 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTT............................................................................................... 20 0 1 19.00 19 7 5 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTT............................................................................................ 23 0 1 18.00 18 6 3 5 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACACA.................................................... 21 0 1 16.00 16 5 6 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTTC........................................................................................... 24 1 1 16.00 16 12 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCC............................................................................................. 22 1 1 15.00 15 7 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACC.................................................... 20 1 1 14.00 14 3 2 3 4 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTCTCC........................................................................................... 23 2 1 12.00 12 5 4 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTCCC.......................................................................................... 25 3 1 12.00 12 1 4 2 1 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGCGGTGAACCACATCAATTTT............................................................................................... 22 0 1 12.00 12 5 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGA.................................................. 22 1 1 11.00 11 5 2 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACAA..................................................... 19 1 1 10.00 10 1 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACAC..................................................... 20 0 1 10.00 10 3 1 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAGTTGATGGTGGTACACAG................................................... 20 0 1 9.00 9 3 1 1 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTA........................................................ 21 0 1 9.00 9 0 3 1 3 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGCGGTGAACCACATCAATTTTC.............................................................................................. 23 0 1 9.00 9 5 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTACA...................................................... 23 0 1 8.00 8 4 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACT.................................................... 20 1 1 8.00 8 1 2 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAT................................................... 21 1 1 7.00 7 2 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTAT....................................................... 22 1 1 7.00 7 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTAC....................................................... 22 0 1 7.00 7 3 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTAC....................................................... 20 0 1 6.00 6 0 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTCCT.......................................................................................... 25 3 1 6.00 6 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTCT........................................................................................... 24 2 1 6.00 6 4 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AGTTGATGGTGGTACACAGCT................................................. 21 0 1 5.00 5 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTACACAG................................................... 24 0 1 5.00 5 2 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTACAC..................................................... 22 0 1 5.00 5 1 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCTT................................................ 24 1 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCA......................................................................... 20 0 1 5.00 5 1 1 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTCTC............................................................................................ 22 1 1 4.00 4 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACA...................................................... 19 0 1 4.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACACAGCT................................................. 24 0 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGCGGTGAACCACATCAATTTTCC............................................................................................. 24 1 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTACACA.................................................... 23 0 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TTAATTGAGTTTCTAAATGCAGAAAGT................................................................... 27 0 1 3.00 3 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTCTA............................................................................................ 22 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGAGTTTCTAAATGCAGAAAGTTG................................................................. 25 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GCGGTGAACCACATCAATTTTCT............................................................................................. 23 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTTCCC......................................................................................... 26 3 1 3.00 3 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACAT..................................................... 19 1 1 3.00 3 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACACAG................................................... 22 0 1 3.00 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTAT....................................................... 20 1 1 3.00 3 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TAGTGCTGTCTAGACTCAG................................................................................................................... 19 0 1 3.00 3 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATT................................................................................................. 18 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGAACCACATCAATTTTCT............................................................................................. 20 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGTC................................................. 23 2 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAAT.................................................. 22 2 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTCG........................................................................................... 24 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................AACCACATCAATTTTCTTAATT........................................................................................ 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTT................................................................................................ 19 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACC...................................................... 18 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACT...................................................... 18 1 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCA............................................................................................. 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTCTC............................................................................................. 22 3 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTTAA.......................................................................................... 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTCT.............................................................................................. 21 2 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGCGGTGAACCACATCAATTT................................................................................................ 21 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAC................................................... 21 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACAA..................................................... 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGTG................................................. 23 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AGTTGATGGTGGTACACAGCTAA............................................... 23 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCC................................................. 23 1 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCG................................................. 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GAACCACATCAATTTTCTCC........................................................................................... 20 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGTAG................................................ 24 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTACA...................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CAGAAAGTTGATGGTGGTA........................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTTAATC........................................................................................ 27 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAAA.................................................. 22 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTC................................................................................................ 19 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AGTTGATGGTGGTACACAGCTT................................................ 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACACC.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTACACAGC.................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCAGAAAGT................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAATA................................................. 23 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACACT.................................................. 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAAGTTGATGGTGGTAT....................................................... 18 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTC.............................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGTA................................................. 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAGTTGATGGTGGTACACAGA.................................................. 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGAACCACATCAATTTTCT............................................................................................. 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGAGG................................................ 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACTT................................................... 21 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGT......................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTT............................................................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACCA................................................... 21 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACAG..................................................... 19 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCTCT............................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTACAA..................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................ATTGAGTTTCTAAATGCAG........................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTAC............................................................................................. 22 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTCT.............................................................................................. 20 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TCTAAATGCAGAAAGTTGATGGT............................................................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCTTC............................................... 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGAGTTTCTAAATGCAGAAAG.................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTGAACCACATCAATTTTCC............................................................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AGTTGATGGTGGTACACAG................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGAACCACATCAATTTTCTTA........................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTG............................................................................................ 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCAC........................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCAGAAAGTTGATGGTGGTAA....................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTAT........................................................................................... 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCAA........................................................................ 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAGTTGATGGTGGTACACA.................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GAACCACATCAATTTTCT............................................................................................. 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAATTGAGTTTCTAAATGCAT........................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGAACCACATCAATTTTCTTAA.......................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTTCC.......................................................................................... 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGTGAACCACATCAATTTTCTATC.......................................................................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACACAGCTCC............................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACATT.................................................... 20 2 3 0.33 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAAGTTGATGGTGGTACAGCT................................................... 21 3 4 0.25 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTTCGCACGGTCACAACATTTCACAAGCATCATCACGACAGATCTGAGTCGCCACTTGGTGTAGTTAAAAGAATTAACTCAAAGATTTACGTCTTTCAACTACCACCATGTGTCGATTCAGATGTCCGTTTTGTTGTAAAGTCTATTGTATTTTATGTTGTTAAG

************************************(((...((((((.(((.(((.((((((((((((((((..(((.........)))..))))))))))).))))).))).))).))))))..))).***********************************
Read
size

#
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Total
Norm Total

M047

female
body

SRR060672

9x160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

V116

male
body

V053

head

SRR060664

9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

M027

male
body

M028

head
SRR2096059

Ovary_Min_164

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060655

9x160_testes_total

SRR060676

9xArg_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

M061

embryo
SRR2096057

Ovary_Min_50

SRR060657

140_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total
SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

...........................................................................................TCTTTCAACTACCACCATGTGTC................................................... 23 0 1 718.00 718 406 38 46 35 16 20 16 21 16 15 16 10 9 13 6 5 6 5 7 2 3 3 0 1 0 0 0 1 0 1 0 1

................................................TCGCCACTTGGTGTAGTTAAAA............................................................................................... 22 0 1 604.00 604 137 93 68 51 70 37 18 25 25 29 18 12 10 1 1 0 2 2 0 0 0 1 2 0 0 0 1 0 1 0 0 0

...........................................................................................TCTTTCAACTACCACCATGTGT.................................................... 22 0 1 103.00 103 85 1 5 4 1 0 3 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AGTCGCCACTTGGTGTAGTTAA................................................................................................. 22 0 1 85.00 85 10 17 4 7 2 13 11 6 3 2 2 2 2 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGCCACTTGGTGTAGTTAAAA............................................................................................... 21 0 1 50.00 50 30 1 4 1 4 0 2 0 0 0 3 1 0 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................GCCACTTGGTGTAGTTAAAA............................................................................................... 20 0 1 44.00 44 15 3 1 4 4 5 2 0 1 1 1 2 1 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 1 0

..........................................................................................GTCTTTCAACTACCACCATGTGT.................................................... 23 0 1 38.00 38 13 2 1 2 1 1 0 2 1 2 0 0 1 4 3 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTCTTTCAACTACCACCATGTGTC................................................... 24 1 1 36.00 36 22 2 2 2 0 1 1 0 2 1 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0

............................................................................................CTTTCAACTACCACCATGTGTC................................................... 22 0 1 29.00 29 10 2 4 2 0 3 2 0 0 0 0 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCGCCACTTGGTGTAGTTAAAA............................................................................................... 23 1 1 28.00 28 3 5 4 4 1 5 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GTCGCCACTTGGTGTAGTTAA................................................................................................. 21 0 1 13.00 13 3 0 1 0 2 2 0 1 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGCCACTTGGTGTAGTTAAA................................................................................................ 21 0 1 13.00 13 11 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TCTTTCAACTACCACCATGTG..................................................... 21 0 1 9.00 9 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTCGCCACTTGGTGTAGTTAAAA............................................................................................... 23 1 1 9.00 9 0 4 0 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTCTTTCAACTACCACCATGTGT.................................................... 23 1 1 6.00 6 4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGCCACTTGGTGTAGTTAA................................................................................................. 20 0 1 5.00 5 2 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGCCACTTGGTGTAGTTAAAA............................................................................................... 21 1 1 5.00 5 0 0 1 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGCCACTTGGTGTAGTTA.................................................................................................. 19 0 1 5.00 5 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CAACTACCACCATGTGTC................................................... 18 0 1 4.00 4 0 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCAACTACCACCATGTGTC................................................... 19 0 1 4.00 4 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCGCCACTTGGTGTAGTTAAAA............................................................................................... 22 1 1 3.00 3 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCCACTTGGTGTAGTTAAAAG.............................................................................................. 21 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GTCTTTCAACTACCACCATGTG..................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTTCAACTACCACCATGTGTC................................................... 21 0 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCTTTCAACTACCACCATGTGTC................................................... 23 1 1 3.00 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGCCACTTGGTGTAGTT................................................................................................... 18 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AGTCGCCACTTGGTGTAGTTA.................................................................................................. 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGCCACTTGGTGTAGTTAAAAG.............................................................................................. 22 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACGCCACTTGGTGTAGTTAAAA............................................................................................... 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GTCTTTCAACTACCACCATGT...................................................... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CGATTCAGATGTCCGTTTT................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACTTGGTGTAGTTAAAAGAAT........................................................................................... 21 0 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TGTCGCCACTTGGTGTAGTTAA................................................................................................. 22 1 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CACTTGGTGTAGTTAAAA............................................................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGCCACTTGGTGTAGTTAAA................................................................................................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCCTCGCCACTTGGTGTAGTTAAAA............................................................................................... 25 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCTCTTTCAACTACCACCATGTGTC................................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCGCCACTTGGTGTAGTTAAA................................................................................................ 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACGTCTTTCAACTACCACCATGT...................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTCTTTCAACTACCACCATGTG..................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................GAATTAACTCAAAGATTTAC........................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTTTCAACTACCACCATGTG..................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCTACGTCTTTCAACTACCACCATGT...................................................... 26 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACTTGGTGTAGTTAAAAGAATT.......................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TTACGTCTTTCAACTACCACCAT........................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CGATTCAGATGTCCGTTT.................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAGTCGCCACTTGGTGTAGTTAA................................................................................................. 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CCCTCGCCACTTGGTGTAGTTAAAA............................................................................................... 25 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCCACTTGGTGTAGTTAAAA............................................................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GTCTTTCAACTACCACCATGTGTC................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TAGTCGCCACTTGGTGTAGTTAA................................................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCACTTGGTGTAGTTAAAA............................................................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGCCACTTGGTGTAGTTAAAAG.............................................................................................. 22 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CGTCTTTCAACTACCACCATGT...................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TCTTTCAACTACCACCATGTGTCG.................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CTTGGTGTAGTTAAAAGAAT........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GTCGCCACTTGGTGTAGTTAAAA............................................................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TCTTTCAACTACCACCATGT...................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACGTCTTTCAACTACCACCATGTGTC................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GTCGCCACTTGGTGTAGTTA.................................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAGTCGCCACTTGGTGTAGTTA.................................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TCTTTCAACTACCACCATG....................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6284303-

6284467 +
dvi_220 AAAGCGTGC-------CAGTGTTGTAA----------------AGTGTTCGTAGTAGTGCTGTCTAGACTCAGCGGTGAACCACATCAATTTTCTTAATTGAGTTTCTAAATGCAGAAAGTTGATGGTGGTACACAGCTAAGTCTACAGGC--AAAACAACATTTCAGATAACATAAAATACAACAATTC

droMoj3 scaffold_6540:6631959-
6632129 +

dmo_43 AGAACGTACGAGAATTCAGTGTTGTGCAACGATGTCGGTGTTCAGTGTTC-----AGTGTTGGTCAGCCTTAAGAGTGAACCGCGTCAATTTTCACAGTTTGATGTGT-------GAAAGTTGATGGTGGTACACAATTAAGACTGAAACCCAAAAGCATCGTATCTG-------AAAATACTATAAATC
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ID:

dvi_27

Coordinate:

scaffold_12928:2858493-2858550 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16839-in]

Repeatable elements

Name Class Family Strand

(TG)n Simple_repeat Simple_repeat +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GCATGGATAAACACACAAAGGCAGGCCGCATTGTTGGTGTGTGTGTGTGTTTGTGTGTGTAAAGGAGTGTGTGTGTGAATGAATACTCAACCTGAGCACACACAGGCACACGCACACACATAGCCACAGCTGCCGCCAAGTTGTTTTGTGTTGGCGTT

***********************************.((((((((((((((((((((((((..(((..((.((((........)))).)).)))..))))))))))))))))))))))))...************************************
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V053

head

SRR060659
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V116
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SRR060681

Argx9_testes_total

SRR060670
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SRR060679
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140_testes_total

SRR060680
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SRR060664

9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060667

160_females_carcasses_total

M061

embryo

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

M028

head

SRR060671

9x160_males_carcasses_total

SRR060683
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SRR060669

160x9_females_carcasses_total
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SRR060677

Argx9_ovaries_total
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SRR2096026
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SRR2096055
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SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193
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SRR1106730
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SRR2096057

Ovary_Min_50
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adult body
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SRR060688

160_ovaries_total
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SRR060662

9x160_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060686

Argx9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR1106727

larvae
SRR2096058

Ovary_Min_98
..................................................TTGTGTGTGTAAAGGAGTGT........................................................................................ 20 0 1 3543.00 3543 376 675 360 265 270 196 238 43 129 144 154 151 6 112 3 1 4 0 93 3 68 2 0 3 16 18 33 20 20 11 11 7 7 8 13 11 7 6 9 9 4 0 5 2 7 4 2 4 3 2 3 2 0 1 1 0 1
..................................................TTGTGTGTGTAAAGGAGTGTGT...................................................................................... 22 0 1 1865.00 1865 588 103 283 55 73 30 42 70 62 18 10 32 84 24 84 27 53 39 17 24 15 17 22 31 12 18 4 4 3 7 0 4 3 2 2 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTG..................................................................................... 23 0 1 1772.00 1772 251 118 229 143 96 110 51 77 39 54 62 44 66 40 75 32 52 37 8 7 33 49 23 16 14 4 4 0 5 6 6 4 2 1 2 0 0 0 0 0 1 4 0 2 0 2 0 1 0 0 0 0 1 0 0 1 0
.....................................................................................CTCAACCTGAGCACACACAGGC................................................... 22 0 1 1340.00 1340 79 0 9 143 109 23 4 146 50 62 2 58 121 15 33 92 59 102 12 114 5 7 37 18 0 0 0 1 3 7 6 3 6 1 0 0 0 2 0 0 0 3 3 1 0 0 3 0 0 0 0 0 1 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTG....................................................................................... 21 0 1 876.00 876 131 103 110 44 41 30 30 20 35 26 66 27 34 29 31 1 16 10 7 3 10 16 4 13 10 6 1 3 4 1 3 2 4 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTG......................................................................................... 19 0 1 568.00 568 15 140 36 39 51 54 36 3 7 22 72 22 2 16 3 1 0 2 11 0 9 0 1 0 5 2 6 2 2 0 2 1 1 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTC....................................................................................... 21 1 1 142.00 142 0 27 13 11 13 18 30 0 1 4 0 7 0 10 0 0 0 0 0 0 6 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAGGC................................................... 21 0 1 122.00 122 2 0 1 14 12 2 0 13 17 7 0 5 15 0 4 9 2 4 0 10 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGT.......................................................................................... 18 0 1 73.00 73 5 12 2 2 3 5 8 0 6 6 4 5 1 2 2 0 1 1 1 0 2 0 1 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTT....................................................................................... 21 1 1 62.00 62 2 18 4 3 7 2 6 1 1 3 5 2 1 3 0 1 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTTC...................................................................................... 22 2 1 57.00 57 0 23 4 4 8 6 5 0 1 1 0 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTCC...................................................................................... 22 2 1 56.00 56 0 7 3 1 4 9 15 0 0 1 0 1 0 9 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAGG.................................................... 21 0 1 53.00 53 7 0 4 8 8 1 3 2 6 4 0 4 1 0 1 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAGG.................................................... 20 0 1 43.00 43 4 1 1 7 7 4 1 3 5 2 0 4 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGT.................................................................................... 24 0 1 28.00 28 7 0 7 2 0 1 0 1 0 1 0 1 0 0 2 0 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGA...................................................................................... 22 1 1 27.00 27 7 1 9 1 0 0 2 1 1 0 0 1 1 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGC........................................................................................ 20 1 1 25.00 25 2 1 1 0 1 0 1 1 0 0 2 1 0 0 0 1 0 0 12 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGA.................................................................................... 24 1 1 22.00 22 1 0 6 1 1 0 0 3 0 0 0 0 0 1 3 1 1 0 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGTG................................................................................... 25 0 1 21.00 21 7 0 3 0 1 2 2 0 0 0 1 0 0 1 0 0 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGG........................................................................................ 20 1 1 21.00 21 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 13 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTT..................................................................................... 23 1 1 20.00 20 4 1 3 0 1 0 0 2 0 1 0 0 0 0 0 0 1 0 0 0 0 5 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTC..................................................................................... 23 1 1 16.00 16 0 4 0 1 2 4 3 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAG..................................................... 19 0 1 15.00 15 3 0 0 0 2 4 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTAA...................................................................................... 22 2 1 15.00 15 0 2 4 0 0 1 1 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTA....................................................................................... 21 1 1 14.00 14 0 1 5 0 1 0 0 0 1 1 1 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTC......................................................................................... 19 1 1 14.00 14 0 2 0 3 3 1 0 0 1 0 0 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGC...................................................................................... 22 1 1 14.00 14 2 1 0 0 0 2 1 0 0 0 0 0 0 0 0 4 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAGGT................................................... 22 1 1 10.00 10 1 1 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTCC........................................................................................ 20 2 2 9.50 19 0 0 1 0 0 8 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTTA...................................................................................... 22 2 1 9.00 9 0 1 1 0 0 0 0 0 2 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTCA...................................................................................... 22 2 1 9.00 9 0 0 0 0 6 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TGTGTGTGTAAAGGAGTGT........................................................................................ 19 0 1 9.00 9 0 1 2 0 0 0 0 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TGTGTGTGTAAAGGAGTGTGT...................................................................................... 21 0 1 7.00 7 1 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTA......................................................................................... 19 1 1 7.00 7 0 1 0 1 2 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGA........................................................................................ 20 1 3 6.33 19 0 2 9 0 1 0 0 0 1 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGAA..................................................................................... 23 2 1 6.00 6 0 0 1 0 0 0 0 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAGGCA.................................................. 23 0 1 6.00 6 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTA..................................................................................... 23 1 1 6.00 6 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAG..................................................... 20 0 1 5.00 5 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAGGCT.................................................. 22 1 1 5.00 5 0 0 0 0 2 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTCC.................................................................................... 24 2 1 5.00 5 0 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................AACCTGAGCACACACAGGC................................................... 19 0 1 5.00 5 0 1 0 0 0 0 0 0 1 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................AACCTGAGCACACACAGGCAC................................................. 21 0 1 4.00 4 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TGTGTGTGTAAAGGAGTGTGTG..................................................................................... 22 0 1 4.00 4 0 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTTA.................................................................................... 24 2 1 4.00 4 1 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGG...................................................................................... 22 1 1 4.00 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGTTTGTGTGTGTAAAGGAGTGT........................................................................................ 23 0 1 4.00 4 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGC.................................................................................... 24 1 1 4.00 4 0 0 1 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTT......................................................................................... 19 1 2 3.50 7 0 1 0 1 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGCCC.................................................................................. 26 3 2 3.50 7 0 0 1 1 0 2 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAGGCT.................................................. 23 1 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................CAACCTGAGCACACACAGGC................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGTTTGTGTGTGTAAAGGAGT.......................................................................................... 21 0 1 3.00 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGTCC.................................................................................. 26 2 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CTCAACCTGAGCACACACAGGA................................................... 22 1 1 3.00 3 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTAAA..................................................................................... 23 3 2 2.50 5 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGTA................................................................................... 25 1 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................TGTGTGTAAAGGAGTGTGTG..................................................................................... 20 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................TTTGTGTGTGTAAAGGAGTGT........................................................................................ 21 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................AACCTGAGCACACACAGGCACA................................................ 22 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAGGCA.................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGTC................................................................................... 25 1 1 2.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGTTTGTGTGTGTAAAGGAG........................................................................................... 20 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................GTGTGTGTAAAGGAGTGT........................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTCCC..................................................................................... 23 3 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGAA................................................................................... 25 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TGTGTGTGTAAAGGAGTGTGTGT.................................................................................... 23 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGG.................................................................................... 24 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACAGGT................................................... 21 1 2 2.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTCCC................................................................................... 25 3 2 2.00 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGA.......................................................................................... 18 1 2 1.50 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGCC................................................................................... 25 2 2 1.50 3 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTTC.................................................................................... 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTGTGTG................................................................................. 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTGTCA.................................................................................... 24 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TCAACCTGAGCACACACA...................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGTTTGTGTGTGTAAAGGAGTC......................................................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................ACTCAACCTGAGCACACACAGGC................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGTTTGTGTGTGTAAAGGAGC.......................................................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................GTGTGTAAAGGAGTGTGT...................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................GTGTGTGTAAAGGAGTGTGT...................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TTGTGTGTGTAAAGGAGTGTAG...................................................................................... 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................TGTGTGTAAAGGAGTGTGT...................................................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGTACCTATTTGTGTGTTTCCGTCCGGCGTAACAACCACACACACACACAAACACACACATTTCCTCACACACACACTTACTTATGAGTTGGACTCGTGTGTGTCCGTGTGCGTGTGTGTATCGGTGTCGACGGCGGTTCAACAAAACACAACCGCAA

************************************.((((((((((((((((((((((((..(((..((.((((........)))).)).)))..))))))))))))))))))))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060657

140_testes_total

SRR060679

140x9_testes_total

SRR060669

160x9_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

M047

female
body

SRR060687

9_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

V053

head

................................................................................................GTGTGTGTCCGTGTGCGTGTG......................................... 21 0 11 0.09 1 0 1 0 0 0 0 0 0 0 0

..........................................CACACACAAACACACACATT................................................................................................ 20 0 12 0.08 1 0 0 1 0 0 0 0 0 0 0

................................................................................................GTGTGTGTCCGTGTGCGTGT.......................................... 20 0 15 0.07 1 0 0 0 0 1 0 0 0 0 0

...................................CCACACACACACACAAACACA...................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 1 0 0 0

...................................CCACACACACACACAAAC......................................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:2858443-

2858600 +
dvi_27 GC---ATGGA---TAAACAC-----------------------------------------A--------------CAAAGGCA-GGCCGCA-TTGTT---GGTGT------GTGTGTG--TGTTTGTG--------TGTGT-------AAAGGA------------------------------------------------------GTGTGTGTGTGAATGAATAC------------------------TCA--AC------CTGAGCA------CACACAG--GCAC-----------------ACG-----------------------------CACACACATAGCCACAGCTG----------------CCGCCAAGTTGTTTTGTGTTGGCGTT

droMoj3 scaffold_6500:12415479-
12415633 -

GC---ACACA---TAC--ACA----------CAGAAACATA---------------------------------------------GCTGCA--TGTC---TGTGTGT----GTGTGTG--TGTG--TG--------TGTGT-------GTGTGTGT--------------------------GT------------AT--------------GTGTGTGTAG--ATATGA----------------------------------------CCCAACTCATTT--AGTACACACCAACTGCA----------------------------------------ACAACAACAACAACAACAACGCGA---------------------GTTTTGTCATTGCATC

droGri2 scaffold_15203:1863640-
1863775 -

GC---TTGGC---CAA--GCA----------CAACCACGTG---------------------------------------------TACTCA--AGTA---GGTGTGAGTGCGTGTGTGTGTGTG--TC--------TATGT-------GTGTGTGT--------------------------GC------------A----------------TGG--------GTATTAAATAACTGTAACTAAGCCGAATGCA-AAT------TGCGCCT----------------------------------------------------------------------------------------------------------------CTGTTTTTTGAGA-GTGT

droWil2 scf2_1100000004822:717305-
717427 -

TG---TGT-G---TGT--G---------------------------------------TATGTGTGTGTGT------------------GT---------------------GTGTGTG--------TG--------TGTGT-------GTGTGTGTGTAGACAATCAACACAGGATGTTTTTGCGCTCATTATGCGGCAGCTGTAT------------------------------------------------------------------TCACCAC--------------------------------------------------------------------------------------------------------GTGTGTGCGTGTGTGTGTG

dp5 XL_group1e:7469598-7469708
+

GA---GTGTGGCAT--ACAAT-------------------------------------------------------CA----------------GG-------CGT------CTCTGGCTATATA--TC--------TGTGA----TGTTTATGTGG--------------------------AG------------AAAGTT-------------------------A------------------------GGA--CA------TTGGACA------CACACAC--ACAC-----------------ACA-----------------------------CACACACAAATACCC----------------------------------------ACCTGCC

droPer2 scaffold_2327:1923-2087 + GC---CGA-G---TAAATG--T-CATGCCAGAGGAGGAATA---------------------------------------------G-AGGA-ATGCT-------T------GTTTATGTATGTA--TC--------TAAGT-------ATCTCAAT--------------------------GT------------G----------------TGA--------GTGCTGCCCAA-----------------CACAACTATGCACTTAAATG-CA---GTCA--C--GTAC-----------------ACA-----------------------------CACACACACACACACAGAGA----------------CGTACATAT--TATTATCTTGACACA
droAna3 scaffold_12929:1258967-

1259100 -
GC---AAGGA---CAAACG--TACATTTCAATTTCGAAATTAAGTGGCTCACTTGCCTTGTTTGTAT--------------------TTGAA--T-----------------G--------TCTATGTGT--GTGTGTTAGT-------GTGTGTGT--------------------------GT------------GTTT------------------------------------------------------------------TTGATG----------------CAT-----------------TCGCCTATA--------------CA-------TGT----------------------------------------------ATGTGTGG-GTGT

droBip1 scf7180000393717:11479-
11545 +

TG---CA------T--ACACA-------------------------------------------------------CA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AATACACA------CAC-----------------ACA-----------------------------CACACACACAGACACATTGAATCTA---------------------GCTATCTCGTTTTGGC

droKik1 scf7180000302586:24137-
24280 -

GT---TGC-T---T--------------------------------------------------------------------------------TTTC---GGCGT------GTGTGTGTGTGTG--TG--------TATCA----AGCA--TAAAA--------------------------GT------------AG--------------GTCA--------GTTC------------------------GAT--AT------TTCGCCA----CTCACA--G--ACAC-----------------ACA------CACCGCACTCTTCATAAAGCATAG--------AAGCACAGAGCTC---------------ACACAAACGCTCTTATGC-GGCAAT

droFic1 scf7180000453829:679626-
679691 +

CA---AAGGG---AT---T---------------------------------------TTCCCT------------------------------TGTC---AGAGT------GTGTGTGTGCGTG--TG--------TGTGT-------ATCTCAAT--------------------------GT------------AT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTGTGTGTG

droEle1 scf7180000491044:976018-
976134 -

AT---CTCTG--------------------------------------------------------------------------------------------CTGT------GTATGCT--TGTA------------TCTGTGTGATG--TGCAAAT--------------------------GA------------TACACTCACT------------------------------------------------------------------CACACACACA--AAAGCAC-----------------ACG-----------------------------CACTCACACAGTCACCGCAG----------------CATACACATGCAATTG-ATTTGTACT

droRho1 scf7180000777097:181134-
181263 +

TC---AGC-A---A--ACAG---------------------------------------C----------------CAAAGTTAAAG----------T---GGCTTTTGTGAGTGTGCGTTTAAA--TCGATATGTTTAAGC-------TGCTGACT--------------------------GC------------AA-----------------------TGTAAGC------------------------GAA--CT------TTTGACACAAATACACT--AGTACAC-----------------ACT-----------------------------CACACACACACACA----------------------------------------------CA

droBia1 scf7180000301141:1071-1176
+

GCCCTGTGTG---TGT--G---------------------------------------TGTGTGTGTGTGT------------------GTG--TGTGTG-TGTGTGT----GTGTGTG--TGTG--TG--------TGTGT-------GTGTGT-------------------------------------------------------------------------------------------------------------------GTG----------------------------------------------------------------------T--GTGTGTGTGTGTGT----------------------GTGTGTGTGTGTGTGTGTGTG

droTak1 scf7180000415381:115398-
115429 +

CA---CAC-A---CA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------C--ACAC-----------------ACA-----------------------------CACACACACACACA----------------------------------------------CA

droEug1 scf7180000408994:222457-
222604 +

TC---ACTGC---TGT--A---------------------------------------C------------CACT-CAAAAATA-ATCTGCATATGTG---TGCGT------GTGTGTGTGTGTG--TG--------TTCGT-------TATTTAAA--------------------------GC------------AA--------GTCTAGCAAA----ATATGCTG------------------------AAA--CT------TTGGGCC------AAAA--------T-------ACGAAGACGAGCC-----------------------------CAAAAACG------AAGCA-----------------------------CCTACC-ACACGCC

dm3 chr3L:8267125-8267282 - GC---ATGTG---CAT--A---------------------------------------TTCAGTTGTTTGCGAAGCCAAAGGCA-GGTGGCA-GTGT---------------GTGTGTG--TGTG--TG--------TG-----------TTGGAGT--------------------------------------------TTG---TGGTGTGGGCCGGAAGAAAAGA------------------------GAA--AG------CCGGAAA------TACA--------T-----------------ATA------CATTAAAACACTTACGATACACAAATACACAAGGACAC------------------------------------------AAGTG

droSim2 x:5116999-5117100 + GT---GT---------------------------------------------------------------------------------------------------------GTGTGTGTGCGTG--TG--------TAAGT-------TTGTGCAT--------------------------GC------------AAAACTGAAT------------------------------------------------------------------CCAACACACA--GATACAC-----------------ACA-----------------------------CAC--ACACACACGTCGGG----------------------TAGTCCTTAAGTGGCATCATTdroSec2 scaffold_4:1275782-1275889
-

GT---GCGAG---T--------------------------------------------------------------------------------------------------GTGTGTGTGCGTG--TG--------TAAGT-------TTGTGCAT--------------------------GC------------AAAACTGAAT------------------------------------------------------------------CCAACACACA--GATACAC-----------------GCG-----------------------------CACAAACACACACGCCTGG----------------------TAGTCCTTAAGTGGCATCATT

droYak3 X:14348643-14348769 + GC---ATGCA---TAC--A---------------------------------------TACATACATACGT------------------GCA--TATCCTTTCCAC------ATATGTG--TATG--TG--------TT-----------TCTACAT--------------------------------------------CTG---C-GCGTGTGCGTGAAGCAACAA------------------------CAA--AT------TCGCACT------AACA--------C-----------------ACA-----------------------------CACACACACTCACACAGCA----------------------------------------TAG
droEre2 scaffold_4690:17455919-

17456088 -
GC---ATGCG---TCC--T---------------------------------------TGTGTGTATTTGT------------------GT---------------------G--------CCTAGCTGT--GTGTTTGTGT-------TTGTGTGT--------------------------GT------------GAGGCCA---GGTTGCGAGCGTTAATATGCCA------------------------CAA--GC------TCACG------CACACA--CG--TAC-----------------ACA-----------------------------CACACTCAGAGACACAGAGTGCCAGCCAAAAGGATAATGACA-CTTGGCGCGCATTTACCGT

Generated: 09/08/2015 at 08:03 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:2858443-2858600
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:2858443-2858600
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_27.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:12415479-12415633
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15203:1863640-1863775
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004822:717305-717427
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XL_group1e:7469598-7469708
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_2327:1923-2087
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_12929:1258967-1259100
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000393717:11479-11545
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302586:24137-24280
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453829:679626-679691
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491044:976018-976134
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000777097:181134-181263
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301141:1071-1176
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415381:115398-115429
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000408994:222457-222604
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3L:8267125-8267282
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=x:5116999-5117100
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_4:1275782-1275889
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=X:14348643-14348769
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:17455919-17456088


ID:

dvi_46

Coordinate:

scaffold_12928:7411718-7411775 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ17059-in]; CDS [Dvir\GJ17059-cds]; CDS [Dvir\GJ17059-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CCTGGCCAGCAATCAATGCCTTGAGACGCTGACCCAAATGATGCAGGCGCGTAAGTGTGAATTATTTTATTATACACCAATGTGTGTATTAAAATATTCCATTTGCAGTGATCGTTGAGATTGGCAATTCGGCGCACAACTACTGCGAGCTAGGCGGC

**************************************************(((((((.((((.((((((.(((((((....))))))).)))))))))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060676

9xArg_ovaries_total

M047

female
body

SRR060677

Argx9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060674

9x140_ovaries_total

V116

male
body

SRR060678

9x140_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060681

Argx9_testes_total
SRR2096058

Ovary_Min_98

SRR060679

140x9_testes_total
SRR2096057

Ovary_Min_50

V053

head

M061

embryo

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060687

9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060654

160x9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096013

Ovary_Strain_9_oxidized

SRR060665

9_females_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060672

9x160_females_carcasses_total

SRR060663

160_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR1106730

embryo_16-
30h

SRR060670

9_testes_total

M028

head

SRR060662

9x160_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060683

160_testes_total

SRR060671

9x160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060655

9x160_testes_total

SRR1106722

embryo_10-
12h

V047

embryo

SRR060666

160_males_carcasses_total

SRR1106723

embryo_12-
14h

SRR1106726

embryo_14-
16h

SRR1106720

embryo_8-
10h

SRR1106725

embryo_14-
16h

SRR060661

160x9_0-
2h_embryos_total

SRR1106724

embryo_12-
14h

SRR1106721

embryo_10-
12h

SRR1106717

embryo_6-
8h

SRR1106713

embryo_0-
2h

SRR060658

140_ovaries_total

SRR1106718

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR1106715

embryo_4-
6h

SRR1106729

mixed
whole
adult body

SRR1106727

larvae

SRR1106728

larvae

SRR1106716

embryo_4-
6h

SRR1106714

embryo_2-
4h

M027

male
body

SRR060659

Argentina_testes_total

SRR1106712

embryo_0-
2h

SRR060660

Argentina_ovaries_total

SRR060657

140_testes_total

GSM1528803

follicle
cells

.......................................................................................ATTAAAATATTCCATTTGCAGT................................................. 22 0 1 8085.00 8085 611 351 614 108 107 426 380 337 321 255 387 148 29 35 140 226 142 202 204 146 18 173 115 140 27 85 201 177 84 109 15 93 69 141 105 80 73 18 62 110 74 72 52 55 53 36 78 69 43 34 34 35 34 32 34 25 25 20 22 27 21 15 12 11 16 14 11 13 8 7 10 7 7 4 3 2 3 3 0

.......................................................................................ATTAAAATATTCCATTTGCAG.................................................. 21 0 1 4658.00 4658 346 403 209 334 255 189 149 159 150 160 10 177 123 162 106 89 122 99 56 38 94 88 92 61 105 68 13 35 67 29 78 43 60 17 33 12 40 48 19 7 18 30 41 9 8 38 7 14 12 16 14 9 4 8 12 7 10 5 6 2 4 3 4 3 6 2 2 0 2 6 3 3 3 1 0 0 1 0 0

......................................................................................TATTAAAATATTCCATTTGCAG.................................................. 22 0 1 700.00 700 33 53 35 32 35 20 24 46 25 25 5 27 18 17 25 10 16 11 12 11 7 11 8 12 7 10 3 2 9 11 14 7 5 1 2 6 4 6 9 2 6 5 3 10 8 10 0 1 1 3 3 0 4 3 1 5 3 1 0 0 3 6 1 1 0 0 1 1 1 1 0 0 1 0 0 1 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGA................................................. 22 1 1 350.00 350 8 26 2 32 36 17 9 14 20 4 6 2 23 13 1 1 0 13 3 11 26 0 0 0 14 0 1 1 0 1 18 0 1 1 0 10 0 12 0 0 0 0 0 8 0 0 0 0 0 0 0 0 3 1 0 3 0 0 0 0 1 2 1 1 0 2 0 1 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTC................................................ 23 1 1 300.00 300 7 11 1 0 0 2 0 1 4 3 28 33 0 0 37 5 30 2 1 1 0 1 0 2 0 0 2 2 1 31 1 0 0 3 0 1 6 1 10 1 1 1 15 1 10 0 2 2 11 3 2 12 2 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 5 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCA................................................... 20 0 1 200.00 200 8 30 13 2 3 3 1 0 3 12 1 8 0 0 22 0 8 0 8 1 0 3 3 9 0 1 0 2 1 1 0 0 2 0 1 3 8 0 1 1 8 9 5 0 0 0 1 0 1 7 6 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTA................................................ 23 1 1 151.00 151 9 5 10 9 14 1 7 4 2 2 1 0 4 8 0 2 1 5 1 2 4 5 7 0 6 8 0 1 9 0 4 1 2 1 0 7 0 1 0 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAGT................................................. 23 0 1 141.00 141 11 1 11 1 4 6 10 3 9 3 4 1 1 2 1 8 1 1 2 3 1 8 0 1 0 0 7 3 2 0 0 0 1 1 0 3 1 0 0 1 1 0 2 4 2 1 3 3 1 1 1 1 1 1 0 2 0 0 0 0 0 2 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCA................................................... 21 0 1 93.00 93 5 10 2 0 0 0 0 0 0 3 0 7 0 0 7 0 6 0 10 1 0 1 0 11 0 0 0 1 1 1 0 1 1 1 0 0 4 0 3 0 4 3 1 0 0 0 0 0 0 3 3 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAA.................................................. 21 1 1 87.00 87 5 8 3 14 11 1 0 7 0 0 1 0 1 6 0 0 0 1 1 2 0 0 3 0 2 1 0 0 4 3 0 1 3 0 4 0 0 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCAGT................................................. 21 0 1 66.00 66 1 39 1 1 0 1 0 1 0 2 1 0 2 0 1 0 0 1 0 2 1 0 0 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTT................................................ 23 1 1 61.00 61 5 3 2 0 1 3 1 4 4 3 4 0 1 0 0 3 1 2 1 1 0 3 0 2 0 0 1 0 2 1 0 1 0 1 0 2 2 0 1 0 1 0 0 0 1 0 1 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTCC............................................... 24 2 1 44.00 44 0 0 0 0 0 0 0 0 0 0 0 5 0 1 8 0 3 0 0 0 0 1 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 1 0 4 0 9 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGC................................................. 22 1 1 42.00 42 0 0 1 1 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 26 0 1 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGAA................................................ 23 2 1 33.00 33 2 1 0 5 5 0 2 0 0 1 0 0 0 3 0 0 0 1 0 0 7 0 1 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCAG.................................................. 20 0 1 30.00 30 0 26 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGC.................................................... 19 0 1 26.00 26 0 9 0 0 0 1 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAT.................................................. 21 1 1 17.00 17 0 1 2 0 0 0 0 1 0 0 0 1 0 1 1 0 1 0 1 0 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAT.................................................. 22 1 1 16.00 16 1 0 2 0 0 3 2 1 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAC.................................................. 22 1 1 13.00 13 1 0 2 1 0 1 1 0 1 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGC.................................................... 20 0 1 12.00 12 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 3 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATAC................................................................................... 25 0 1 11.00 11 2 0 3 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAC.................................................. 21 1 1 10.00 10 1 1 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAAATATTCCATTTGCAGT................................................. 20 0 1 10.00 10 0 6 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCA................................................... 19 0 1 9.00 9 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGG................................................. 22 1 1 9.00 9 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAA.................................................. 22 1 1 9.00 9 0 1 0 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATT....................................................................................... 21 0 1 8.00 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAGA................................................. 23 1 1 8.00 8 0 1 0 2 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTG..................................................... 18 0 1 6.00 6 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTAG............................................... 24 2 1 6.00 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAAATATTCCATTTGCAGT................................................. 19 0 1 6.00 6 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTCT............................................... 24 2 1 6.00 6 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAAATATTCCATTTGCAG.................................................. 19 0 1 5.00 5 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTTT............................................... 24 2 1 5.00 5 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTTC............................................... 24 2 1 5.00 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGAC................................................ 23 2 1 4.00 4 0 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCAGA................................................. 21 1 1 4.00 4 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAAA................................................. 22 2 3 3.33 10 1 2 0 2 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCATC................................................. 22 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATACA.................................................................................. 26 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAAATATTCCATTTGCA................................................... 18 0 1 3.00 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATA.................................................................................... 24 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTAT............................................... 24 2 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGTGTGTATTAAAATATTCCATTTGC.................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2

..................................................GTAAGTGTGAATTATTTTAT........................................................................................ 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAGTC................................................ 24 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAGTCC............................................... 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTG................................................ 23 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCAAA................................................. 23 2 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTCCC.............................................. 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCAGTT................................................ 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCACA................................................. 22 2 2 1.50 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGC.................................................... 18 0 2 1.50 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATACACCAATGTGTGT....................................................................... 37 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............ATGCCTTGAGACGCTGACCC........................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................AACTACTGCGAGCTAGGC... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGCC................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATACACC................................................................................ 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTGA............................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........AATCAATGCCTTGAGACGCTGACCC........................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGAAG............................................... 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................ATTCGGCGCACAACTACTGC............ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTATACC.................................................................................. 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............ATGCCTTGAGACGCTGACCCA.......................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAAATATTCCATTTGCAGC................................................. 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGAATTATTTTATTAT..................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTAC............................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAAATATTCCATTTGCAGA................................................. 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTG..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCAGTTCC.............................................. 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGTGAATTATTTTATTAT..................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATTAAAATATTCCATTTGCG................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATTAAAATATTCCATTTGCC................................................... 21 1 2 1.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTAAAATATTCCATTTGCAA.................................................. 20 1 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGACCGGTCGTTAGTTACGGAACTCTGCGACTGGGTTTACTACGTCCGCGCATTCACACTTAATAAAATAATATGTGGTTACACACATAATTTTATAAGGTAAACGTCACTAGCAACTCTAACCGTTAAGCCGCGTGTTGATGACGCTCGATCCGCCG

**************************************************(((((((.((((.((((((.(((((((....))))))).)))))))))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060689

160x9_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:7411668-

7411827 +
dvi_46 CCTGGCCAGCAATCAATGCCTTGAGACGCTGACCCAAATGATGCAGGCGCGTAAGTGTGAATTATTTT------------ATT---------ATACACCAATGT-GTGTATTAA-----AAT-----ATT------CCATTTGCAGTGATCGTTGAGATTGGCAATTCGGCGCACAACTACTGCGAGCTAGGCGGCCG

droMoj3 scaffold_6473:2638283-
2638437 -

CATATCCAGCAATCAATGCCTTGAAACATTGACCCAAATGCTGCAGGCGCGTAAGTTAATTTTAAGTTT--G------TAATTTT-----------------CC-GTATGT---AAATAT-------T-T------GCTTTTATAGTTCTTTTTGAAGTTGGCAATTCGGCACACAGCTACTGTGAGCTAGGTGGACG

droGri2 scaffold_15081:3296117-
3296279 -

CCTCGCTAGTAATCAATGCCTGGAAACTCTCACCCAAATGATGCAGTCGCGTAAGAAAAAACCAAAC------------AATT---------TTGCAACTCTC---ATTGATAA-----TAT--AT---A-TTTTTGTGTTGTTAGTGCTAGTTGAGATTGGCAACTCGTCTCACAACTATTGCGAGCTTGGCGGACG

droWil2 scf2_1100000004963:1340373-
1340541 +

TCAAGCCAGCCTCCAATGCCTAGAGACGCTAACTCAAATGCTACAGGCCCGTAAGTGGGCT--ATT-CT--A------TCCTATTTCAACT--------AATC-A-ATTATTAA-----TCT--CCTT-TTTTTTTGCCATTTTAGTAATTGTTGAGATTGGCAACTCGGCGCACAACTATTGCGAGCTCAGTGGTCG

dp5 XL_group1e:5346228-5346389 + ACAATGCAGTGCACAGTGCCTGGAGACGCTCACGGAAATGCTGCAGGCGTGTAAGTGGACGCGAACTG----------GA--A---------AAATGGCCTACC-GCATATTAA-----TAT--AATT-G------TTGTTTGCAGTTATTTCGGAGTTGGGAAACTCGGCGCACAACTACTGCGAGCTCAGTGGGCG
droPer2 scaffold_21:257775-257936 + CCAATGCAGTGCACAGTGCCTGGAGACGCTCACGGAAATGCTGCAGGCGTGTAAGTGGACGCGAACTG----------GA--A---------AAATGCCCAACC-GCATATTAA-----TAT--AATT-G------TTGTTTGCAGTTATTTCGGAGTTGGGAAACTCGGCGCACAACTACTGCGAGCTCAGTGGGCG
droAna3 scaffold_13335:1628423-

1628583 -
CCAGGCAAGCCATCAGTGTTTGGAGACGCTCACCCAGATGCTGCAAGCCCGTAAGTATTTATTGTTGCTT-TTTA---GGGAA----------------AATA-C-TTTAATGG-----CTT--T-TA-T------TTATTTTCAGTTATTGTAGAGATTGGCAACTCGGCGCACAACTTTTGCGAGCTGAGTGGTCG

droBip1 scf7180000395454:36368-36530
+

GCAGGCCAGTCAACAGTGCTTGGAGACGCTCACCCAGATGCTCCAAGCCCGTAAGTAATTATTATTATT--GTTC---GG----AAAACAAT--------------AAT-----AATAATTTTATGCA-A------TTCATTTCAGTCATTCTGGAGATTGGCAATTCGGCGCACAACTTTTGTGAGCTAAGTGGACG

droKik1 scf7180000302696:1697400-
1697562 +

CCAGGCGAGCAACCAGTGCCTGGAGACGCTCACCCAGATGCTGCAGGCACGTAAGTCTAAATAAAAGCATTGTCCGTACCCTGTTGTAGC-------------------TCCCA-----CCT----CT-C------ACCTTTGCAGTTATCGTGGAGATCGGGAACTCGGCGCACAACTACTGCGAGCTGAGCGGACG

droFic1 scf7180000453872:365797-
365953 -

TCAAGCAAGCAACCAATGCCTGGAGACGCTCACCCAAATGCTGCAGGCGCGTGAGTGTAAATCTGAATT--T------GTATT-TGTCCCAG--------------GCT-----CAAA------AGCT-T------CACCTTCCAGTAATTTGGGAGGTTGGTAATTCGGCGCACAACTACTGCGAGCTGAGCGGACG

droEle1 scf7180000491193:202675-
202832 +

CCAGGCGAGCCACCAGTGTCTGGAGACGCTCACCCAGATGCTCCAGGCGCGTAAGTAGAAACCGGGGCTT-A------GAATC-CAG---------------C--CACTATTGA-----TA---AACA-C------CCCGTTCCAGTGATCGGGGAGATTGGCAATTCGGCGCACAACTACTGCGAACTGAGTGGACG

droRho1 scf7180000779986:521180-
521336 -

CCAGGCGAGTAACCAGTGTCTGGAGACGCTCACCCAGATGCTGCAGGCCCGTGAGTAGAAATTGGGGATT-A------GGAAT----------------AACC-C-ATTACTGA-----TTT--A-C--A------CCCCTTGCAGTGATCGGCGAGATTGGGAATTCCGCGCACAACTACTGCGAACTGAGCGGACG

droBia1 scf7180000301760:611216-
611372 -

CCAGGCGAGCAACCAGTGCCTGGAGACGCTCACCCAGATGCTGCAGGCGCGTAAGTAGGAAGCGGGACT--G------GTATT-AAGCCCAG--------------GAT-----AACCATAT--AC-----------CTCTTCCAGTGATTAACGAGATTGGCAACTCGGCGCACAACTACTGCGAGCTGAGCGGACG

droTak1 scf7180000415843:487885-
488045 -

GCAGGCGAGCAACCAGTGCCTGGAGACGCTCACCCAGATGCTGCAGGCGCGTAAGTAAATCTATGGGTTTATTCCATAACCATAGG-------------------GACTAACCA-----TAT--AT-----------CCCCCTTAGTGATCGGCGAGATTGGCAATTCGGCGCACAACTACTGCGAGCTCAGCGGACG

droEug1 scf7180000408176:688595-
688751 -

CCAGGCGAGCAACCAGTGTTTGGAGACGCTTACCCAGATGCTGCAGGCGCGTAAGTAGAAACTAGGATTA-AT-----GTATA-AAGCCCTG--------------GAA-----AATGATGA---------------ACCTTTCAGTGATTGGGGAGATTGGTAATTCAGCGCACAACTACTGCGAACTGAGTGGACG

dm3 chrX:17996191-17996352 + CCAAGCGAGCAACCACAGCCTGGAGACGCTCACCCAGATGCTGCAGGCGTGTAAGTTGACATTGTGATT--A------CCATTTTGTACTAG--------------GAT-----AATCATTT--AGCA-C------GCCATTCCAGTGATCTGGGAGATCGGCAATTCGGCGCATAACTACTGCGAGCTAAGTGGACG
droSim2 x:17096104-17096265 + CCAGGCGAGCAACCAAAGCCTGGAGACGCTAACCCAGATGCTGCAGGCGTGTAAGTTGACATTGGTATT--A------CCATTTTGTACCAG--------------GAT-----ATTCATTT--AGCA-C------GCCATTCCAGTGCTCTGGGAGATCGGCAACTCGGCGCATAACTACTGCGAGCTGAGTGGACG
droSec2 scaffold_8:302401-302561 + CCAGGCGAGCAACCAAAGCCTGGAGACGCTAACCCAGATGCTGCAGGCGTGTAAGTTGACATTGGGATT--A------CCATTTTGTACCA---------------GAT-----AATCATTT--AGCA-C------GCCATTCCAGTGCTCTGGGAGATCGGCAACTCAGCGCATAACTACTGCGAGCTAAGTGGACG
droYak3 X:16620683-16620844 + CCAGGCGAGCAACCAGTCCCTGGAGACGCTCACGCAGATGATGCAGGCTCGTAAGTGGATGTGAGGATT--G------CCATTCTAGGCCAT--------------GAT-----AACTATTT--AGCA-C------GCTGTTCCAGTGATCGGGGAGATTGGCAACTCGGCGCACAACTACTGCGAGCTGAGTGGTCG
droEre2 scaffold_4690:8324311-

8324472 +
CCAGGCGAGCAACCAGGGCCTGGAGACGCTCACCCAAATGCTGCAGGCGCGTAAGTGGATATGGGGACT--A------CCCTTTTAGACCAG--------------GAT-----AACTATTT--AGCA-T------GCTATTTTAGTGATCGGGGAGATCGGCAACTCGGCGCACAACTACTGCGAGCTTAGCGGTCG
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=x:17096104-17096265
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ID:

dvi_61

Coordinate:

scaffold_12723:4641044-4641104 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_61  scaffold_12723:4641045-4641065 -
2. dvi_60  scaffold_12963:330176-330196 +

star

1. dvi_61  scaffold_12723:4641083-4641104 -
2. dvi_60  scaffold_12963:330138-330159 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ACTTGGAAAGAAACAAGAGAGAAAAAATACATACTATATATATTTCGATGTCTGATCAGTTGTGTAGTGTGGCGTTTTACTTGACTTGCTACGATACCAACTGGCCAGAGGATCGAGATGGAATAGAACAAAATGTATTTCTGAAACTAAGTTTATGACTA

***********************************.....(((((((((.((((.(((((((.(((.(((((((((......)))..)))))).)))))))))).))))..))))))))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

V116

male
body

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

M047

female
body

M027

male
body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR060673

9_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

SRR060675

140x9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060656

9x160_ovaries_total
SRR2096059

Ovary_Min_164

SRR060676

9xArg_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060672

9x160_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR060674

9x140_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096056

Ovary_Min_46

SRR060677

Argx9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

V053

head

SRR060660

Argentina_ovaries_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

.........................................................................................TACGATACCAACTGGCCAGAG................................................... 21 0 2 4417.50 8835 2262 1835 1525 920 642 630 357 230 220 80 88 12 11 2 0 5 4 0 1 0 0 2 0 1 0 1 1 2 0 0 0 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGA................................................. 23 0 2 1493.50 2987 770 519 519 355 195 166 82 82 85 83 48 12 10 17 10 3 2 2 4 0 2 0 0 2 3 2 0 0 3 2 2 0 0 0 0 0 0 0 2 1 0 1 1 1 1 0

.........................................................................................TACGATACCAACTGGCCAGAGG.................................................. 22 0 2 1028.00 2056 614 429 285 170 127 68 49 112 64 42 15 17 5 15 12 0 2 3 3 3 3 2 2 1 0 2 1 1 1 0 1 3 0 0 0 0 1 1 0 1 1 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGA.................................................... 20 0 2 592.50 1185 341 259 266 54 119 55 35 10 18 13 4 5 2 0 1 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAT................................................ 24 0 2 144.00 288 69 43 59 37 14 13 10 5 10 12 13 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGT.................................................. 22 1 2 143.50 287 45 81 66 18 27 19 7 4 5 11 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGA.................................................. 22 1 2 129.50 259 56 59 50 19 20 17 11 7 14 1 2 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAA................................................ 24 1 2 117.50 235 63 44 42 14 11 11 2 7 8 3 0 0 1 9 10 0 1 3 0 2 0 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAA................................................... 21 1 2 93.50 187 49 40 62 8 21 2 2 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGT................................................. 23 1 2 90.00 180 40 31 32 26 10 9 9 6 6 3 7 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGG......................................................................................... 22 0 2 67.50 135 19 15 15 9 7 7 14 3 5 27 12 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.........................................................................................TACGATACCAACTGGCCAG..................................................... 19 0 2 67.00 134 23 35 36 11 21 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGC........................................................................................ 23 0 2 41.50 83 11 8 7 8 2 7 2 3 0 15 10 1 0 0 0 3 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAAA.................................................. 22 2 2 28.00 56 16 22 9 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTT................................................. 23 2 2 24.50 49 6 18 13 2 3 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAT................................................... 21 1 2 20.00 40 9 10 8 5 5 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTG.......................................................................................... 21 0 2 18.00 36 4 4 10 4 4 0 4 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTC................................................ 24 2 2 14.00 28 4 2 3 10 2 4 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGCC....................................................................................... 24 1 2 13.50 27 2 0 2 7 2 2 5 0 0 0 0 0 6 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAAA............................................... 25 2 2 12.00 24 2 4 5 3 1 2 0 0 1 0 0 0 0 0 1 0 0 1 0 1 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGAG................................................... 20 0 2 12.00 24 7 4 1 3 1 3 1 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAC................................................ 24 1 2 11.50 23 2 3 2 0 0 0 0 0 0 0 0 1 11 0 0 0 0 0 0 1 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATC............................................... 25 0 2 10.50 21 6 3 3 3 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTA................................................ 24 2 2 9.50 19 2 6 2 4 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGAT................................................. 23 2 2 9.50 19 3 4 3 1 1 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGC................................................. 23 1 2 8.50 17 0 0 0 10 0 2 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTC................................................. 23 2 2 7.50 15 1 1 4 1 1 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGAGGA................................................. 22 0 2 7.50 15 4 1 5 0 2 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAG................................................... 22 0 2 6.50 13 3 5 2 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGAGG.................................................. 21 0 2 6.50 13 3 4 2 0 0 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAAT.................................................. 22 2 2 5.00 10 3 2 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGC.................................................. 22 1 2 4.50 9 3 0 1 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGT........................................................................................... 20 0 2 4.00 8 2 2 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAAT............................................... 25 2 2 4.00 8 2 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAGGA................................................. 24 0 2 4.00 8 2 2 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATT............................................... 25 1 2 3.50 7 0 2 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTG............................................................................................ 19 0 2 3.50 7 0 2 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGG................................................. 23 1 2 3.50 7 1 1 1 1 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGCCC...................................................................................... 25 2 2 3.50 7 1 1 0 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAGG.................................................. 23 0 2 3.00 6 1 2 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGC.................................................... 20 1 2 3.00 6 0 0 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTTA................................................ 24 3 2 3.00 6 2 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTTC................................................ 24 3 2 2.50 5 0 2 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGA.................................................... 19 0 2 2.50 5 0 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGAG................................................ 24 1 2 2.50 5 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGATT.................................................. 22 2 2 2.50 5 1 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAC................................................... 21 1 2 2.50 5 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTG................................................. 23 2 2 2.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATCT.............................................. 26 1 2 2.00 4 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTAA............................................... 25 3 2 2.00 4 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATA............................................... 25 1 2 2.00 4 0 1 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TACCAACTGGCCAGAGGA................................................. 18 0 2 1.50 3 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGT.................................................... 20 1 2 1.50 3 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGATA................................................ 24 3 2 1.50 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCA...................................................... 18 0 2 1.50 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTGA................................................ 24 3 2 1.50 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CGATACCAACTGGCCAGAGG.................................................. 20 0 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGT............................................................................................. 18 0 2 1.50 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GATACCAACTGGCCAGAG................................................... 18 0 2 1.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGA.................................................... 21 0 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTCT............................................... 25 3 2 1.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGATA.................................................. 22 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAAA.................................................. 23 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGAGGAA................................................ 23 1 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ACGATACCAACTGGCCAGAGGT................................................. 22 1 2 1.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGACT............................................... 25 2 2 1.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATACCAACTGGCCAGAGG.................................................. 18 0 2 1.00 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGT........................................................................................ 23 1 2 1.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATGT.............................................. 26 2 2 1.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAATT................................................. 23 3 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGCA................................................... 21 2 2 1.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAGGAT................................................ 25 0 2 1.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CGATACCAACTGGCCAGAG................................................... 19 0 2 1.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTG................................................ 24 2 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATCCT............................................. 27 2 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTAG............................................... 25 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CGATACCAACTGGCCAGAGGTCT............................................... 23 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGATCAGTTGTGTAGTGTGG......................................................................................... 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATG............................................... 25 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGTT................................................... 21 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGTTG................................................ 24 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAAAG................................................. 23 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGTGA............................................... 25 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGT......................................................................................... 22 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGATCAGTTGTGTAGTGTGG......................................................................................... 21 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGG.................................................... 20 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGATTT................................................. 23 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGCG....................................................................................... 24 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTC............................................................................................ 19 1 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTACGATACCAACTGGCCAGAGC.................................................. 23 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATTC.............................................. 26 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TACGATACCAACTGGCCAGAGGATTTT............................................. 27 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CGATACCAACTGGCCAGAGGA................................................. 21 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGAACCTTTCTTTGTTCTCTCTTTTTTATGTATGATATATATAAAGCTACAGACTAGTCAACACATCACACCGCAAAATGAACTGAACGATGCTATGGTTGACCGGTCTCCTAGCTCTACCTTATCTTGTTTTACATAAAGACTTTGATTCAAATACTGAT

************************************.....(((((((((.((((.(((((((.(((.(((((((((......)))..)))))).)))))))))).))))..))))))))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

SRR060669

160x9_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR060678

9x140_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

M027

male
body

M061

embryo

SRR060677

Argx9_ovaries_total

........................................................................................................GGTCTCCTAGCTCTACCTTAT.................................... 21 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGACCGGTCTCCTAGCTCTAC......................................... 22 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:4640994-

4641154 -
dvi_61 ACTTGGAAAGAAACAAGAGAGAAAAAATACATACTATATATATTTCGATGTCTGATCAGTTGTGTAGTGTGGCGTTTTACTTGACTTGCTACGATACCAACTGGCCAGAGGATCGAGATGGAATAGAACAAAATGTATTTCTGAAACTAAGTTTATGACTA
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crit.star
crit.loop
crit.mor
crit.half
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crit.top3
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crit.back

rescue.total
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PASS/FAIL
1
0
0
0
1
1
1
1
1
1
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0
0
1
0
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ID:

dvi_60

Coordinate:

scaffold_12963:330138-330197 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_61  scaffold_12723:4641045-4641065 -
2. dvi_60  scaffold_12963:330176-330196 +

star

1. dvi_61  scaffold_12723:4641083-4641104 -
2. dvi_60  scaffold_12963:330138-330159 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ACTTGGAAAGAAACAAGAAAGAAAATATACATACTATATATATTTCGATGTCTGATCAGTTGTGTAGTGTGGCGTTTTACTGACTTGCTACGATACCAACTGGCCAGAGGATCGAGATGGAATAGAACAAAATGTATTTTTGAAACCAAGTTTATGACTA

***********************************.....(((((((((.((((.(((((((.(((.(((((((((.....)))..)))))).)))))))))).))))..))))))))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

V116

male
body

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

M047

female
body

M027

male
body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060673

9_ovaries_total

SRR060658

140_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

SRR060675

140x9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060656

9x160_ovaries_total
SRR2096059

Ovary_Min_164

SRR060676

9xArg_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR060674

9x140_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096056

Ovary_Min_46

SRR060677

Argx9_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

V053

head

SRR060660

Argentina_ovaries_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

........................................................................................TACGATACCAACTGGCCAGAG................................................... 21 0 2 4417.50 8835 2262 1835 1525 920 642 630 357 230 220 80 88 12 11 2 0 4 5 0 1 0 0 2 0 1 0 1 1 2 0 1 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGA................................................. 23 0 2 1493.50 2987 770 519 519 355 195 166 82 82 85 83 48 12 10 17 10 2 3 2 4 0 2 0 0 2 3 2 0 0 3 0 2 2 0 0 0 0 0 0 2 1 0 1 1 1 1 0

........................................................................................TACGATACCAACTGGCCAGAGG.................................................. 22 0 2 1028.00 2056 614 429 285 170 127 68 49 112 64 42 15 17 5 15 12 2 0 3 3 3 3 2 2 1 0 2 1 1 1 0 0 1 0 3 0 0 1 1 0 1 1 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGA.................................................... 20 0 2 592.50 1185 341 259 266 54 119 55 35 10 18 13 4 5 2 0 1 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAT................................................ 24 0 2 144.00 288 69 43 59 37 14 13 10 5 10 12 13 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGT.................................................. 22 1 2 143.50 287 45 81 66 18 27 19 7 4 5 11 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGA.................................................. 22 1 2 129.50 259 56 59 50 19 20 17 11 7 14 1 2 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAA................................................ 24 1 2 117.50 235 63 44 42 14 11 11 2 7 8 3 0 0 1 9 10 1 0 3 0 2 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAA................................................... 21 1 2 93.50 187 49 40 62 8 21 2 2 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGT................................................. 23 1 2 90.00 180 40 31 32 26 10 9 9 6 6 3 7 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGG........................................................................................ 22 0 2 67.50 135 19 15 15 9 7 7 14 3 5 27 12 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

........................................................................................TACGATACCAACTGGCCAG..................................................... 19 0 2 67.00 134 23 35 36 11 21 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGC....................................................................................... 23 0 2 41.50 83 11 8 7 8 2 7 2 3 0 15 10 1 0 0 0 1 3 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAAA.................................................. 22 2 2 28.00 56 16 22 9 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTT................................................. 23 2 2 24.50 49 6 18 13 2 3 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAT................................................... 21 1 2 20.00 40 9 10 8 5 5 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTG......................................................................................... 21 0 2 18.00 36 4 4 10 4 4 0 4 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTC................................................ 24 2 2 14.00 28 4 2 3 10 2 4 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGCC...................................................................................... 24 1 2 13.50 27 2 0 2 7 2 2 5 0 0 0 0 0 6 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAAA............................................... 25 2 2 12.00 24 2 4 5 3 1 2 0 0 1 0 0 0 0 0 1 0 0 1 0 1 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAG................................................... 20 0 2 12.00 24 7 4 1 3 1 3 1 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAC................................................ 24 1 2 11.50 23 2 3 2 0 0 0 0 0 0 0 0 1 11 0 0 0 0 0 0 1 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATC............................................... 25 0 2 10.50 21 6 3 3 3 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTA................................................ 24 2 2 9.50 19 2 6 2 4 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGAT................................................. 23 2 2 9.50 19 3 4 3 1 1 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGC................................................. 23 1 2 8.50 17 0 0 0 10 0 2 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTC................................................. 23 2 2 7.50 15 1 1 4 1 1 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAGGA................................................. 22 0 2 7.50 15 4 1 5 0 2 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAGG.................................................. 21 0 2 6.50 13 3 4 2 0 0 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAG................................................... 22 0 2 6.50 13 3 5 2 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAAT.................................................. 22 2 2 5.00 10 3 2 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGC.................................................. 22 1 2 4.50 9 3 0 1 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAAT............................................... 25 2 2 4.00 8 2 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGT.......................................................................................... 20 0 2 4.00 8 2 2 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAGGA................................................. 24 0 2 4.00 8 2 2 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGG................................................. 23 1 2 3.50 7 1 1 1 1 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTG........................................................................................... 19 0 2 3.50 7 0 2 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATT............................................... 25 1 2 3.50 7 0 2 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGCCC..................................................................................... 25 2 2 3.50 7 1 1 0 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTTA................................................ 24 3 2 3.00 6 2 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGC.................................................... 20 1 2 3.00 6 0 0 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAGG.................................................. 23 0 2 3.00 6 1 2 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAC................................................... 21 1 2 2.50 5 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGATT.................................................. 22 2 2 2.50 5 1 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGA.................................................... 19 0 2 2.50 5 0 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAG................................................ 24 1 2 2.50 5 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTTC................................................ 24 3 2 2.50 5 0 2 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTG................................................. 23 2 2 2.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATA............................................... 25 1 2 2.00 4 0 1 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTAA............................................... 25 3 2 2.00 4 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATCT.............................................. 26 1 2 2.00 4 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGT............................................................................................ 18 0 2 1.50 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CGATACCAACTGGCCAGAGG.................................................. 20 0 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTGA................................................ 24 3 2 1.50 3 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGATA................................................ 24 3 2 1.50 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGT.................................................... 20 1 2 1.50 3 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACCAACTGGCCAGAGGA................................................. 18 0 2 1.50 3 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCA...................................................... 18 0 2 1.50 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATGT.............................................. 26 2 2 1.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTCT............................................... 25 3 2 1.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAATT................................................. 23 3 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CGATACCAACTGGCCAGAG................................................... 19 0 2 1.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGA.................................................... 21 0 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GATACCAACTGGCCAGAG................................................... 18 0 2 1.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGACT............................................... 25 2 2 1.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGCA................................................... 21 2 2 1.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAGGAA................................................ 23 1 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTG................................................ 24 2 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAAA.................................................. 23 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATACCAACTGGCCAGAGG.................................................. 18 0 2 1.00 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGATA.................................................. 22 2 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAGGT................................................. 22 1 2 1.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGGT....................................................................................... 23 1 2 1.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAGGAT................................................ 25 0 2 1.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGAG................................................. 23 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTTG................................................ 24 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAGTT................................................. 24 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTT......................................................................................... 21 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CGATACCAACTGGCCAGAGGA................................................. 21 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCGAGATGGAATAGAACAAAATGTAAAA..................... 28 3 2 0.50 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGAAAA.............................................. 26 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTACGATACCAACTGGCCAGAGGATT............................................... 26 1 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACGATACCAACTGGCCAGAGTTA................................................ 23 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATTTT............................................. 27 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGCT................................................... 21 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCTGATCAGTTGTGTAGTGTGT........................................................................................ 22 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CGATACCAACTGGCCAGAGGTCT............................................... 23 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGGA................................................... 21 2 2 0.50 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAAAG................................................. 23 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGTAG............................................... 25 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGGATAT.............................................. 26 2 2 0.50 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TACGATACCAACTGGCCAGAGTCC................................................ 24 3 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGAACCTTTCTTTGTTCTTTCTTTTATATGTATGATATATATAAAGCTACAGACTAGTCAACACATCACACCGCAAAATGACTGAACGATGCTATGGTTGACCGGTCTCCTAGCTCTACCTTATCTTGTTTTACATAAAAACTTTGGTTCAAATACTGAT

************************************.....(((((((((.((((.(((((((.(((.(((((((((.....)))..)))))).)))))))))).))))..))))))))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

SRR060669

160x9_females_carcasses_total

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

M061

embryo

SRR060677

Argx9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46
.......................................................................................................GGTCTCCTAGCTCTACCTTAT.................................... 21 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0
.................................................................................................TTGACCGGTCTCCTAGCTCTAC......................................... 22 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:330088-

330247 +
dvi_60 ACTTGGAAAGAAACAAGAAAGAAAATATACATACTATATATATTTCGATGTCTGATCAGTTGTGTAGTGTGGCGTTTTACTGACTTGCTACGATACCAACTGGCCAGAGGATCGAGATGGAATAGAACAAAATGTATTTTTGAAACCAAGTTTATGACTA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
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crit.uri
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rescue.confident
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PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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ID:

dvi_229

Coordinate:

scaffold_12970:3042137-3042201 +

Confidence:

confident
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Testes-restricted

Genomic Locale:

intergenic
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure
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Flybase annnotation
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No Repeatable elements found
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hide 3p reads  show mid mismatch reads

AGCAGAAGGTCATTCACTGAAATGAATGAACTGTGGAATCTAATAGATAATCAATTACTTATGTGCCAAAACTAAAAAAGTTTTCAAAAGTTTTTGCGACATCTGTAATTGAATTTCCATTAAGATGCCTTCTTCAACAACAGCGTAAACAGTTATTCCATATTC

***********************************..(((((((.((...((((((((..((((((.((((((...............)))))).)).))))..))))))))...)).))).))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

V116

male
body

V053

head

SRR060689

160x9_testes_total

M028

head
SRR2096055

Ovary_Min_43

SRR2096057

Ovary_Min_50

SRR060667

160_females_carcasses_total

SRR060683

160_testes_total

SRR060668

160x9_males_carcasses_total

M027

male
body

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060688

160_ovaries_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060675

140x9_ovaries_total

SRR060674

9x140_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060656

9x160_ovaries_total

SRR060666

160_males_carcasses_total

SRR060654

160x9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060669

160x9_females_carcasses_total

M061

embryo

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060659

Argentina_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060657

140_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR060660

Argentina_ovaries_total

SRR060658

140_ovaries_total
SRR2096059

Ovary_Min_164

GSM1528803

follicle
cells

SRR060655

9x160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR060673

9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

..........................................................................................TTTTTGCGACATCTGTAATTGAAT................................................... 24 0 1 1414.00 1414 137 152 125 64 34 60 39 108 83 37 24 23 23 25 55 56 60 34 50 40 30 28 10 39 11 9 18 7 6 3 2 0 1 7 2 1 3 2 1 2 1 1 1 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAAT................................................... 22 0 1 1126.00 1126 149 104 121 87 59 58 54 98 48 35 18 28 60 22 20 15 7 23 11 4 18 10 14 2 19 9 7 4 3 5 7 3 1 0 0 1 1 1 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAAT................................................... 23 0 1 1037.00 1037 102 109 100 45 31 47 38 60 51 44 24 36 30 34 27 30 17 31 31 21 16 21 14 16 24 10 5 1 5 2 4 5 2 0 0 1 0 1 1 0 0 1 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTG...................................................... 21 0 1 1011.00 1011 222 95 103 173 145 63 59 0 1 20 46 20 13 8 3 4 3 0 2 2 2 3 13 5 0 4 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGA..................................................... 22 0 1 840.00 840 131 96 120 82 57 30 30 29 31 36 6 27 11 9 17 7 11 9 13 9 16 3 8 5 4 6 5 7 3 2 3 2 4 4 4 0 0 0 1 0 0 0 0 2 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAA.................................................... 23 0 1 421.00 421 26 72 62 18 17 26 13 18 14 12 9 8 3 14 15 12 11 6 9 8 9 11 6 12 2 3 0 1 0 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGA..................................................... 21 0 1 221.00 221 42 32 19 12 10 11 4 4 12 9 5 14 2 6 3 0 1 4 5 4 4 1 3 0 3 1 2 2 0 1 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAA.................................................... 22 0 1 214.00 214 20 50 33 8 8 10 4 5 5 11 3 4 5 3 3 6 2 2 5 3 6 4 3 2 1 3 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 1 0 1 0

..........................................................................................TTTTTGCGACATCTGTAATT....................................................... 20 0 1 181.00 181 14 14 7 9 16 13 65 1 2 3 9 4 15 1 0 0 3 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTG...................................................... 20 0 1 164.00 164 36 12 11 20 20 17 5 0 0 5 14 10 3 3 1 0 1 0 0 2 0 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAA.................................................... 21 0 1 144.00 144 17 17 24 17 5 13 4 4 1 9 8 3 3 2 3 2 1 0 2 2 2 0 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATT.................................................. 24 0 1 131.00 131 5 12 13 2 0 5 5 15 16 5 5 2 2 5 8 4 2 4 6 4 1 0 2 1 0 1 2 1 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGA..................................................... 20 0 1 102.00 102 20 13 6 13 12 6 2 0 1 5 4 5 0 2 1 0 1 1 0 0 0 0 3 0 2 2 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATTT................................................. 23 0 1 85.00 85 10 11 15 10 3 3 6 3 3 2 2 1 2 1 1 2 2 1 1 0 0 0 1 0 1 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATT.................................................. 22 0 1 56.00 56 7 4 1 6 3 5 1 6 3 1 1 4 1 2 0 0 1 1 0 3 1 2 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAAT................................................... 21 0 1 40.00 40 18 4 4 1 3 2 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAATTACTTATGTGCCAAAACT............................................................................................ 23 0 1 39.00 39 21 2 2 0 0 0 2 2 0 2 0 2 0 0 0 2 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTG...................................................... 19 0 1 34.00 34 9 1 3 2 10 2 2 0 0 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATT.................................................. 23 0 1 31.00 31 3 5 4 2 1 1 0 10 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATC.................................................. 23 1 1 21.00 21 2 3 0 0 2 5 3 0 2 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATT....................................................... 19 0 1 21.00 21 3 2 1 0 1 1 10 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATTTT................................................ 24 1 1 19.00 19 1 0 2 0 0 0 2 2 2 2 0 1 0 0 1 0 1 1 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAAA................................................... 23 1 1 18.00 18 1 0 2 1 1 0 0 0 1 1 0 0 0 0 0 0 0 4 0 1 0 0 0 0 1 1 0 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATTT................................................. 24 0 1 18.00 18 2 1 4 2 0 0 0 1 0 2 2 1 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATT.................................................. 25 0 1 18.00 18 1 1 2 1 0 1 0 2 3 0 1 0 0 0 2 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAAA................................................... 24 1 1 16.00 16 0 1 2 0 1 0 1 2 0 0 0 0 2 0 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAAT........................................................ 19 0 1 15.00 15 4 1 0 0 3 0 2 0 2 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATC.................................................. 25 1 1 15.00 15 1 4 0 2 0 4 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATC.................................................. 24 1 1 12.00 12 1 3 0 0 0 2 2 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATC....................................................... 20 1 1 10.00 10 0 0 0 1 1 0 7 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAATTACTTATGTGCCAAAA.............................................................................................. 21 0 1 9.00 9 4 1 1 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGT..................................................... 22 1 1 9.00 9 3 2 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAATTACTTATGTGCCAAAAC............................................................................................. 22 0 1 8.00 8 4 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAAA................................................... 22 1 1 7.00 7 0 2 0 0 1 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGG..................................................... 22 1 1 7.00 7 0 0 0 1 0 1 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATA.................................................. 25 1 1 7.00 7 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAA.................................................... 20 0 1 6.00 6 2 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTG...................................................... 18 0 1 6.00 6 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGA..................................................... 19 0 1 5.00 5 2 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAA......................................................... 18 0 1 4.00 4 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAAC................................................... 22 1 1 4.00 4 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GCGACATCTGTAATTGAAT................................................... 19 0 1 4.00 4 1 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGACATCTGTAATTGAAT................................................... 20 0 1 4.00 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTT................................................. 25 0 1 3.00 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTT...................................................... 21 1 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATAA................................................. 26 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATA.................................................. 23 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGACC................................................... 24 2 1 3.00 3 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGACCC.................................................. 24 3 1 3.00 3 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATA.................................................. 24 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAG.................................................... 21 1 1 3.00 3 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGG..................................................... 20 1 1 3.00 3 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAAC................................................... 23 1 1 3.00 3 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGC..................................................... 20 1 1 3.00 3 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATCC................................................. 24 2 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TGTGGAATCTAATAGATAA................................................................................................................... 19 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATCC................................................. 26 2 1 3.00 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGACATCTGTAATTGAATTT................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAAAA.................................................. 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATTTT................................................ 25 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTC................................................. 25 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAAC................................................... 24 1 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATCC................................................. 25 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGT..................................................... 20 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAC.................................................... 23 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGC..................................................... 22 1 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAATTACTTATGTGCCAAAACT............................................................................................ 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAT.................................................... 21 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTA................................................. 25 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTAA................................................ 26 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGACATCTGTAATTGAATT.................................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAAAA.................................................. 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGG..................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATTT................................................. 26 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATTTCCCC............................................. 28 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATTC................................................. 24 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATA....................................................... 20 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATTA................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAATTACTTATGTGCCAA................................................................................................ 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATC....................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGT..................................................... 21 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTAAA............................................... 27 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTA...................................................... 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGACC................................................... 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATCAATTACTTATGTGCCAAAACT............................................................................................ 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCAATTACTTATGTGCCAA................................................................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATTTC................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAACC.................................................. 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAAAAA................................................. 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATTTC................................................ 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATA.................................................. 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAAT........................................................ 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAATAAA................................................ 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CTGTGGAATCTAATAGATAA................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATTTCC............................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAATTTT................................................ 27 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTGCGACATCTGTAATTGAC.................................................... 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGCGACATCTGTAATTGAATG.................................................. 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTTTGCGACATCTGTAATTGAT.................................................... 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGCGACATCTGTAATTGAATTTTT............................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAATTACTTATGTGCCAAAA.............................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCGTCTTCCAGTAAGTGACTTTACTTACTTGACACCTTAGATTATCTATTAGTTAATGAATACACGGTTTTGATTTTTTCAAAAGTTTTCAAAAACGCTGTAGACATTAACTTAAAGGTAATTCTACGGAAGAAGTTGTTGTCGCATTTGTCAATAAGGTATAAG

************************************..(((((((.((...((((((((..((((((.((((((...............)))))).)).))))..))))))))...)).))).))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

M028

head

SRR060660

Argentina_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

V053

head

SRR060657

140_testes_total

....................................................TTAATGAATACACGGTTTT.............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0

..........................ACTTGACACCTTAGATTAT........................................................................................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:3042087-

3042251 +
dvi_229 AGCAGAAGGT---------------------------------------------CA---------------------------------------------------TTCACTG------------------------------------------------A--------AATGAATGAA------CTGTGGAATCTA--AT-----------------------------------------------------------------------------------------------------------AGATAATCAATTACT----TAT-----------GTGCCAAAACTAAAA-----------------------------AAGTTTTCAAAAGTTTTTGCGACATCTGTAAT------------TGAATTTCCATTAA-----------------------GATGCC---------------------------------------TTCTTCAA-------------------------------------------------------------------------------------------------------------------------------------------------------C--AACAGCGTAAACAGTTA------------------TTCCATATTC-----------

droMoj3 scaffold_6359:3720190-
3720346 +

AGCAGACGCGAGTGT------------------------------CC----------AAAATTTATGAATA-------------------------------------------AAATCAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------AATAAAAA-----------------------------CATT----TAT-----------ATACTTATACAAAAATATATATATATATATATAACTACATAAATATATC---------------------------TATATTTATACA-------------------------------------AACG-----CATATACAGCAGTAAAAAAAAAAAGAT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AT------------------TTATATAATT-----------

droGri2 scaffold_15203:6386574-
6386730 +

AAGAAAAGAT---------------------------------------------TT---------------------------------------------------GAAG--C------------------------------------------------A--------AATCATCGAAATGGAATTAAGCATCGCA--AT-----------------------------------------------------------------------------------------------------------TGTCAAGCATTTAGCAAGCTTTAACAATAACATCA--------ACAACAGC--------------------TACAAGAAAT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CAGCAGATAATTCGATTAAAACGGTATTAATCCGCAG------------C--AACAGCGACA---------------------------ACAAAACC-----------

droWil2 scf2_1100000004515:2634481-
2634643 +

ATTACATCTAAGTTTTTCAGAAATTCAGATGACTTTTTGAAGACACC--------AA---------------------------------------------------AACCCAAAACCAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------AATAAAAA------------------------------------------------------------------------------------------------AACATAAAAACTTTTTTGCAAAACAAACAAT------------TAACT----------------------------------TGTTTTCCATGAACAACTACAAAAAAAAAAAAAT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACCTAAAGAGTTC------------------TTAGTTTAGT-----------

dp5 XL_group1e:11069803-
11069924 +

AACTAAAAAA---------------------------------------------CT---------------------------------------------------ATCATTA------------------------------------------------A---------ATC----------------------------TTAGAGAATTAATTGTAGCTATAAAAACCAAAC----------------------------AAACAA--------------AA----------------------------------------------------------T-------------------------------------------------------------------------------------------------GCAAAAACCAAAAACAAAAACACTTT------------------------------------------------------------------------------------------------ATACT-------------A-----------------------------------------------------AA----------------------------------TAAACG--AAAAAACCA------C-----------------GTAAGCG-----------

droPer2 scaffold_4:557944-558084 - GGTTTTCATT---TT--------------------------------TCAAGAAA-------TTGTG---------------------------------------------------------------AAACCCCATTTAATACCCCTAAAAATTGTTATTTTTGCAAAAACTGAACGAAAT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GGCATTGTATGTGGAATCGTTTATATACACATTGTT------------------------------------------------------------------CGA----------------------------------TGAAAG--TGGTAACAG------A-----------------GAAACAA-----------
droAna3 scaffold_13248:3980423-

3980568 +
TTTAGAAGAG---------------------------------------------CATATACACGTATACCTATATCTAATTGTACTACTTTATAGAGAAGAAATAGA-TC----------------------------------------------------TATCAGAAAACAAAAACACCA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AGCAACATT---------------------------TCAAAA--------------------------------------------CCG-----TATAA---------------------GAGTGGCACACCTAAAAA-------------------------------------------------------------------------------------------------------------------------------------------------------C--AACAACAAAT---------------------------ACAAATAC-----------

droBip1 scf7180000394786:8929-9064
-

AGAGGAAAAC---------------------------------------------AT---------------------------------------------------TTCACAAAAAAGAAAGAAAGAAATATTCAATTTTTTACAC----------------------------------------------------------------------------------------------------------------TTAAAGAAAAAGAAAAGATACG-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CAAGAA---------------------------------------ATTCTTGA------------------------------------------------------------------------------------------------------------------------AAGCAATATGAAATAAAAAATAAAATATAAAC--AAAA-----------TT------------------ATACATATAT-----------

droKik1 scf7180000302391:1575860-
1576042 -

TGTAAAATAA---------------------------------------------AA---------------------------------------------------TTCATGT------------------------------------------------A--------AATTTTTGAA------ATGTAGAATTTACT-------------------------------------------------------------------------------------------------------------AGATATT----TATTATTATTTAAAAAAAACCTAAATTTGTAATAAAAAAAATATAAGTAAATAAAAATATGAAAGGATATT---------------------------TATAAAAATACA-------------------------------------AA--------------------------------------------------TTTTAAATAAAATTAGTTTATAAATA--------------------------------------------------------------------------------------------------------------------------------ACTT--AAAAT-----TT------------------ATTAATAACA-----------

droFic1 scf7180000454077:2337105-
2337230 -

AACAAAAAAA---------------------------------------------TG---------------------------------------------------AAAA--C------------------------------------------------AATATAAAAAATGAAAAAA------CT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CGAAAAACAAAGGAAAAATCGAAAACAAAAACTTTTT------------------------------------------------------------------------------------------------TGACA-------------AAACGT------------------------------------------------------------------------------------TCAGCG--TAGC---AG---GCAGGCAATTTATACAGTTTATATAGCA-----------

droEle1 scf7180000491044:895242-
895366 +

AAATTGTAAA---------------------------------------------AA-------------------------------------------AAAATAAA-TC----------------------------------------------------AATAAAAAAATTAAACAATCA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AAAAATGTAACAGGTTTCAGAAATACAAATATTCAAAGACAAACTTACAA----------------------------------------------------------AAAC-----------------------------------GAAA--TAC------A------------ACTCTT---ATTCAAATAAATGC

droRho1 scf7180000774360:2882-3028
-

AACAGAAACAAGGAC------------------------------CA----------TAACTACGTGTATA-------------------------------------------------------------------------------------------------------------AA------CTAAACAATGAA--ATAATTAATTT----------------------------AAAAAAAAATCTGTTTAAAACGA--------------------------------------------------------------------------------------------------------------------------------------------------------AAAA------------T-----------------------------------------------------------------------------------------------------GACCTAAAATGTGCTATTGAGC----------------------------------------------------------------------------GAATTTCTA-----------AACTCGA--------------AGAAATAATAAA--TAG------A------------GCTTCT---ATT-----------

droBia1 scf7180000302428:10189951-
10189983 +

TTCAGAACCACCTCA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AATGGT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AA------------------TTTAATAGTC-----------

droTak1 scf7180000415409:409452-
409472 +

GTAAATAGTT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A------------------TTCCACAACA-----------

droEug1 scf7180000409509:737590-
737725 +

AACAATTCAA-------------------------------------------------------------------------------------------------------AT------------------------------------------------C--------AAATCTTATT------ATATAGACATTACTAG------CATT--ATG---TAGTTAAATGATAACAATTCAAGCGAAATTTTTTTAAATCGA--------------------------------------------------------------------------------------------------------------------------------------------------------CAAA------------CGAAAAACAAAGCA-----------------------AATGCC---------------------------------------TTTCATAA-------------------------------------------------------------------------------------------------------------------------------------------------------C--AGCAACAAAAAC------------------------------AAC-----------

dm3 chrX:9744638-9744803 - AACTGAAAAC---------------------------------------------CA---------------------------------------------------ACTAAAT----------------------------------------------------------------GAA------AC--------------AAAGAGCTCAAAAAGTTTCAGTCGAATGCCGAC----------------------------GAACAA--------------AA-----------------------------------------------------------------A----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CAAAACTGCAAAATGTCAACTTGTGCAAATAATGCAAATGTTTATACAAATTATTATGTGATTTTGCAAAAGGGGTATTTA---------------------------TAGC------TAGCCA---------------GCAATACTA-----------
droSim2 3l:20853310-20853328 - AGACAAT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TT------------------TCATATATTA-----------
droSec2 scaffold_0:5716314-5716339

-
AACAATGGCA---------------------------------------------CT---------------------------------------------------GTCAGTC------------------------------------------------C-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AATGTA-----------

droYak3 X:14585173-14585363 - AATGAAAGCAACTAT-TCAAAAATTGA--------------------------------------------------------------------------------------GT------------------------------------------------C--------AAATTTTGTA------AG----------------------------------------------------------------------------CTAGAAAAGAGATCCGCAAATC----GATCCTAAGAAATTCCATTCAATATT----CATTATCGTCTCATCATTGTCAAAAATTATCATCAAAAGTTCC---------------------------------------------------CATT------------CGAGCAGCAAAGCATAAG-----------------------------------------------------------------------TCGTAAGCAATTGTAAAATTTAACAA-------------------------------------------------------------------------------------------------------------------------------------------------T------------------TTCCAAATCT-----------
droEre2 scaffold_4929:25901957-

25902058 +
AAGGTCATCC----C--------------------------------CGAAGAAATG----------------------------------------------------------------GATATTTAACTATGCA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTATATTAAATCCAGGTAATGGAAGTAAGAACAAGAAATT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTCAAAAGTTTTTGGAATAT-----------------------------------------------------------------------CGGTA-----------
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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ID:

dvi_66

Coordinate:

scaffold_12970:9429631-9429694 -

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ19449-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AGTTGATTTAACCCAGTTATTTTTATAAGCTTAGTTTGAGTCACATGTGCTTTGCACAGCGGTCTTTTTAATGTGGTTTGTTTTGAGAATCTTTAAAAGCACCGCCGCGCACAATTCATGGGACTTAGCTTAAACACTTAAATAGTTCTTGAGCAATTGCCAGA

***********************************.((((((.((((.....(((...(((((.(((((((...(((((.......))))).))))))).)))))...))).....)))).)))))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060659

Argentina_testes_total

SRR060670

9_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

M027

male
body

SRR060655

9x160_testes_total

SRR060657

140_testes_total

M047

female
body

SRR060677

Argx9_ovaries_total
SRR2096060

Ovary_Min_193

SRR1106728

larvae

SRR060656

9x160_ovaries_total

SRR060658

140_ovaries_total

SRR1106727

larvae

SRR1106729

mixed
whole
adult body

V053

head

SRR060676

9xArg_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060654

160x9_ovaries_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060673

9_ovaries_total

SRR1106721

embryo_10-
12h

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096056

Ovary_Min_46

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

..................................................TTTGCACAGCGGTCTTTTTAAT............................................................................................ 22 0 1 1577.00 1577 1209 0 110 92 56 94 0 0 0 7 0 0 0 1 0 1 0 0 0 1 2 0 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAA............................................................................................. 21 0 1 1326.00 1326 1014 0 99 100 59 50 0 0 0 1 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATC........................................................................................... 23 1 1 1003.00 1003 480 0 161 99 121 22 0 0 0 105 0 0 4 0 0 1 0 0 1 2 0 1 0 0 1 0 1 0 0 0 0 1 1 0 1 1 0 0

..................................................TTTGCACAGCGGTCTTTTTAATG........................................................................................... 23 0 1 338.00 338 149 0 45 9 29 88 0 0 0 15 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTA.............................................................................................. 20 0 1 207.00 207 160 0 19 11 8 7 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAA............................................................................................ 22 1 1 191.00 191 136 0 16 9 14 13 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAAT................................................. 22 0 1 78.00 78 58 3 1 5 2 0 1 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATA........................................................................................... 23 1 1 52.00 52 39 0 2 4 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACA................................................... 20 0 1 49.00 49 33 2 3 3 1 2 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATCA.......................................................................................... 24 2 1 46.00 46 34 0 4 4 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAA.................................................. 21 0 1 45.00 45 34 3 2 0 1 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATCC.......................................................................................... 24 2 1 34.00 34 21 0 1 4 4 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTT............................................................................................... 19 0 1 28.00 28 20 0 2 4 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATG........................................................................................... 21 0 1 25.00 25 16 0 2 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAAA........................................................................................... 23 2 1 21.00 21 16 0 0 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCAC.................................................... 20 0 1 21.00 21 13 2 1 0 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCACAAT................................................. 23 0 1 15.00 15 11 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCACAA.................................................. 22 0 1 15.00 15 10 1 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCACA................................................... 21 0 1 14.00 14 10 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCAC.................................................... 19 0 1 13.00 13 11 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAC............................................................................................ 22 1 1 12.00 12 7 0 1 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATT........................................................................................... 23 1 1 12.00 12 6 0 2 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAATC................................................ 23 1 1 11.00 11 6 1 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCA..................................................... 19 0 1 11.00 11 8 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTC.............................................................................................. 20 1 1 11.00 11 7 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATAA.......................................................................................... 24 2 1 10.00 10 8 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATGTGG........................................................................................ 24 0 1 10.00 10 7 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATGTG......................................................................................... 23 0 1 9.00 9 6 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATAAA......................................................................................... 25 3 1 8.00 8 4 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATCAA......................................................................................... 25 3 1 8.00 8 7 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTCC............................................................................................. 21 2 1 7.00 7 6 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTT................................................................................................ 18 0 1 6.00 6 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAC............................................................................................. 21 1 1 6.00 6 2 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATGT.......................................................................................... 22 0 1 6.00 6 5 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTAA............................................................................................. 20 0 1 5.00 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAATA................................................ 23 1 1 5.00 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATGT.......................................................................................... 24 0 1 5.00 5 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTTAAAAGCACCGCCGCGCACA................................................... 23 0 1 5.00 5 1 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTAAAAGCACCGCCGCGCA..................................................... 20 0 1 5.00 5 0 2 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATTC.......................................................................................... 24 2 1 5.00 5 1 0 0 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTAATG........................................................................................... 22 0 1 5.00 5 3 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTTAAAAGCACCGCCGCG....................................................... 19 0 1 5.00 5 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCTTTAAAAGCACCGCCGCG....................................................... 21 0 1 4.00 4 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTAATC........................................................................................... 22 1 1 4.00 4 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCTTTAAAAGCACCGCCGCG....................................................... 20 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAAT............................................................................................ 20 0 1 4.00 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTGCACAGCGGTCTTTTTAA............................................................................................. 22 0 1 4.00 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACT................................................... 20 1 1 4.00 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAATT................................................ 23 0 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTAAAAGCACCGCCGCGCAC.................................................... 21 0 1 4.00 4 0 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAAA................................................. 22 1 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTAAAAGCACCGCCGCGCACA................................................... 22 0 1 4.00 4 0 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................ACAGCGGTCTTTTTAATG........................................................................................... 18 0 1 4.00 4 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAT............................................................................................. 21 1 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAAAA.......................................................................................... 24 3 2 4.00 8 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

........................................................................................ATCTTTAAAAGCACCGCCGCGC...................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTGCACAGCGGTCTTTTTAAT............................................................................................ 23 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTT.............................................................................................. 20 1 1 3.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTCCC............................................................................................ 22 3 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATGTGGTC...................................................................................... 26 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAG............................................................................................. 21 1 1 3.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAT.................................................. 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTAAA............................................................................................ 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAAGCACCGCCGCGCACAATT................................................ 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTTAAAAGCACCGCCGCGCA..................................................... 21 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAAACACTT......................... 24 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAAGCACCGCCGCGCACAAT................................................. 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTATA............................................................................................ 22 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCACAATT................................................ 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCTTTAAAAGCACCGCCGCGCC..................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAAG................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAACA........................................................................................... 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTTAAAAGCACCGCCGCGCAA.................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................ACAGCGGTCTTTTTAATGTGG........................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTA.............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATGTGT........................................................................................ 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAAAC............................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTTAATGTGGTTTGTTTTGAGAA........................................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATGA.......................................................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTTAAAAGCACCGCCGCGCAC.................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCTTTAAAAGCACCGCCGCGC...................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCTTTAAAAGCACCGCCG......................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTAAAAGCACCGCCGCGCC..................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TGTGGTTTGTTTTGAGAA........................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAC.................................................. 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAAACAA........................... 22 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCA..................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAAACACT.......................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TGTTTTGAGAATCTTTAAAAGCACCGC........................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAG............................................................................................ 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GCACAGCGGTCTTTTTAATGTCC........................................................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTTTTAATGTGGTTTGTTTTG............................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATTG.......................................................................................... 24 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTACC............................................................................................ 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCAG.................................................... 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTAAAAGCACCGCCGCGCACAAAA................................................ 24 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTT............................................................................................... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTGCACAGCGGTCTTTTTAATC........................................................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAAAT........................................................................................... 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATCCC......................................................................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTCC.............................................................................................. 20 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAAAAGCACCGCCGCGCACAATTT............................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAAACACTTT........................ 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTAAAAGCACCGCCGCGC...................................................... 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCTTTAAAAGCACCGCCGCGT...................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATGTC......................................................................................... 25 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCACAGCGGTCTTTTTAAT............................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAA............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TCATGGGACTTAGCTTAA............................... 18 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTAATGAA......................................................................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTTGAGAATCTTTAAAAGCACCGCCG......................................................... 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGCACAGCGGTCTTTTTAATC........................................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCACAGCGGTCTTTTTCT............................................................................................. 21 2 2 1.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCAACTAAATTGGGTCAATAAAAATATTCGAATCAAACTCAGTGTACACGAAACGTGTCGCCAGAAAAATTACACCAAACAAAACTCTTAGAAATTTTCGTGGCGGCGCGTGTTAAGTACCCTGAATCGAATTTGTGAATTTATCAAGAACTCGTTAACGGTCT

************************************.((((((.((((.....(((...(((((.(((((((...(((((.......))))).))))))).)))))...))).....)))).)))))).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060667

160_females_carcasses_total
SRR2096059

Ovary_Min_164

M047

female
body

SRR060681

Argx9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060689

160x9_testes_total

.................................................................AAAATTACACCAAACAAAACTCTTA.......................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9429581-

9429744 -
dvi_66 AGTTGATTTAACCCAGTTATTTTTATAAGCTTAGTTTGAGTCACATGTGCTTTGCACAGCGGTCTTTTTAATGTGGTTTGTTTTGAGAATCTTTAAAAGCACCGCCGCGCACAATTCATGGGACTTAGCTTAAACACTTAAATAGTTCTTGAGCAATTGCCAGA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9429581-9429744
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_66.html


ID:

dvi_104

Coordinate:

scaffold_12963:330293-330348 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_71  scaffold_12723:4640927-4640948 -
2. dvi_104  scaffold_12963:330293-330314 +

star

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GACTATTAAACGAATAACAAGTGACGATGGGAATAAAGCTTATCTAATTATAGACAGCATCAAGCATTAATTATCTTCACATTTATTAAACCTTGGTGCAGCCTGTAATTAGTTAGGAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAA

***********************************..((((..((((((((((...((((((((..(((((.............)))))..))))))))...))))))))))....))))************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

V116

male
body

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

M047

female
body

M027

male
body

SRR060674

9x140_ovaries_total

SRR060656

9x160_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060688

160_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060658

140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

V047

embryo

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106728

larvae
SRR2096056

Ovary_Min_46

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

..................................................TAGACAGCATCAAGCATTAATT.................................................................................... 22 0 2 792.50 1585 505 348 348 5 123 80 96 19 23 18 6 8 0 1 2 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTC................................................................................... 23 1 2 572.00 1144 371 293 290 3 86 40 47 5 7 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCC.................................................................................. 24 2 2 247.00 494 164 113 103 2 42 18 39 4 7 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAAT..................................................................................... 21 0 2 203.50 407 90 99 109 0 32 19 20 2 5 18 8 0 0 0 0 1 0 1 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAA...................................................................................... 22 0 2 182.00 364 116 99 77 0 23 17 14 3 12 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTA................................................................................... 23 0 2 90.50 181 53 47 44 1 15 5 11 0 2 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTA....................................................................................... 21 0 2 62.50 125 32 24 22 0 13 15 7 4 4 1 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATC.................................................................................... 22 1 2 61.50 123 39 16 26 2 7 8 15 3 2 0 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTA....................................................................................... 19 0 2 55.00 110 42 18 24 0 7 4 11 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCA.................................................................................. 24 2 2 40.00 80 26 19 20 0 7 2 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAA..................................................................................... 23 1 2 39.50 79 30 20 16 0 3 3 5 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAA...................................................................................... 20 0 2 28.50 57 21 16 15 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTAA.................................................................................. 24 1 2 16.50 33 7 7 14 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCCA................................................................................. 25 3 2 15.00 30 10 11 6 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCC................................................................................... 23 2 2 14.50 29 11 6 8 0 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTT................................................................................... 23 1 2 14.50 29 8 8 10 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAT..................................................................................... 23 0 2 12.50 25 7 9 3 0 1 0 2 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATT........................................................................................ 20 0 2 10.50 21 4 2 1 0 3 6 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTAAA................................................................................. 25 2 2 5.00 10 2 3 1 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATA.................................................................................... 22 1 2 5.00 10 2 2 2 0 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCAA................................................................................. 25 3 2 3.50 7 2 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTG................................................................................... 23 1 2 3.00 6 0 1 1 0 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAACC.................................................................................... 24 2 2 2.50 5 0 1 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAACCTTGGTGCAGCCTG................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAACC.................................................................................... 22 2 2 2.00 4 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCAT......................................................................................... 19 0 2 2.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAATC.................................................................................... 24 1 2 2.00 4 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATAGACAGCATCAAGCATTA....................................................................................... 22 0 2 1.50 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCT................................................................................... 23 2 2 1.50 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATCCC.................................................................................. 24 3 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCG.................................................................................. 24 2 2 1.50 3 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAAAA.................................................................................... 24 2 2 1.50 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAAA..................................................................................... 21 1 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATT........................................................................................ 18 0 2 1.50 3 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAACCTTGGTGCAGCC..................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAACCTTGGTGCAGCCTGTA................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCCG................................................................................. 25 3 2 1.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATAGACAGCATCAAGCATTAA...................................................................................... 21 0 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCA.......................................................................................... 18 0 2 1.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATAGACAGCATCAAGCATTAA...................................................................................... 23 0 2 1.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAAAG.................................................................................... 22 2 2 1.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTCCT................................................................................. 25 3 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAG...................................................................................... 22 1 2 1.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GACAGCATCAAGCATTAATT.................................................................................... 20 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GACAGCATCAAGCATTAATTC................................................................................... 21 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTATCA.................................................................................... 24 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................ATCAAGCATTAATTATCTT............................................................................... 19 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAT...................................................................................... 20 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATAGACAGCATCAAGCATTAATC.................................................................................... 23 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTAATA.................................................................................... 24 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTTAA................................................................................. 25 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...................................................AGACAGCATCAAGCATTAATC.................................................................................... 21 1 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTAAAA................................................................................ 26 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTATCTTC.............................................................................. 28 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATAGACAGCATCAAGCATTC....................................................................................... 21 1 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATAGACAGCATCAAGCATT........................................................................................ 21 0 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGACAGCATCAAGCATTAATTCCA................................................................................. 24 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGACAGCATCAAGCATTAATTTC.................................................................................. 24 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGATAATTTGCTTATTGTTCACTGCTACCCTTATTTCGAATAGATTAATATCTGTCGTAGTTCGTAATTAATAGAAGTGTAAATAATTTGGAACCACGTCGGACATTAATCAATCCTCGAATAGCTAAGGCAAGGCTAATACAGACCGTTTTGTT

************************************..((((..((((((((((...((((((((..(((((.............)))))..))))))))...))))))))))....))))***********************************
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SRR060678

9x140_testes_total

M047

female
body

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060689

160x9_testes_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060669

160x9_females_carcasses_total

V116

male
body

SRR060666

160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR060684

140x9_0-
2h_embryos_total

V053

head

SRR060655

9x160_testes_total

SRR060656

9x160_ovaries_total

SRR060657

140_testes_total

SRR060683

160_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060685

9xArg_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
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mothers

SRR060659

Argentina_testes_total

M028

head

SRR060660

Argentina_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060670

9_testes_total

SRR060673

9_ovaries_total

SRR060688

160_ovaries_total
SRR2096058

Ovary_Min_98

SRR060687

9_0-
2h_embryos_total

.............................................TTAATATCTGTCGTAGTTCGTA......................................................................................... 22 0 2 65.00 130 28 22 30 11 7 4 4 2 1 1 1 1 2 3 1 3 0 0 2 0 0 0 2 1 1 0 0 0 0 1 1 0 0 0 0 1 0 0

..............................................TAATATCTGTCGTAGTTCGTA......................................................................................... 21 0 2 23.50 47 4 6 1 7 4 0 4 1 1 2 3 2 1 0 1 1 0 0 1 2 2 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTA......................................................................................... 22 1 2 10.00 20 4 4 3 3 1 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAAT....................................................................................... 23 0 2 6.50 13 5 2 1 0 1 0 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAA........................................................................................ 22 0 2 6.50 13 5 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTAA........................................................................................ 23 1 2 4.50 9 3 1 2 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTAAT....................................................................................... 21 0 2 4.00 8 0 3 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

............................................CTTAATATCTGTCGTAGTTCGTA......................................................................................... 23 1 2 3.50 7 1 0 2 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTAA........................................................................................ 20 0 2 3.00 6 0 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TTTAATATCTGTCGTAGTTCGTA......................................................................................... 23 1 2 2.50 5 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTA......................................................................................... 20 0 2 2.50 5 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCGT.......................................................................................... 21 0 2 2.00 4 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAATATCTGTCGTAGTTCGTAAT....................................................................................... 24 1 2 2.00 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTAA........................................................................................ 21 0 2 1.50 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATCTGTCGTAGTTCGTAAT....................................................................................... 20 0 2 1.50 3 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATCTGTCGTAGTTCGTAA........................................................................................ 19 0 2 1.50 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGTA......................................................................................... 19 0 2 1.50 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAGAACCACGTCGGACATTAATCA........................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...........................................GATTAATATCTGTCGTAGTTCGT.......................................................................................... 23 0 2 1.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..............................................TAATATCTGTCGTAGTTCGT.......................................................................................... 20 0 2 1.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATATCTGTCGTAGTTCGTAAT....................................................................................... 22 0 2 1.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCTGTCGTAGTTCGTAAT....................................................................................... 19 0 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAATATCTGTCGTAGTTCGTA......................................................................................... 21 1 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAATATCTGTCGTAGTTCGTA......................................................................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAATATCTGTCGTAGTTCGTAA........................................................................................ 23 2 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CTTTAATATCTGTCGTAGTTCGTA......................................................................................... 24 2 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................ACTTAATATCTGTCGTAGTTCGTA......................................................................................... 24 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................AATCAATCCTCGAATAGC.............................. 18 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTATCTGTCGTAGTTCGTA......................................................................................... 19 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCGTAA........................................................................................ 23 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATAATATCTGTCGTAGTTCGTA......................................................................................... 22 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CCTTAATATCTGTCGTAGTTCGTA......................................................................................... 24 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TTAATATCTGTCGTAGTTCG........................................................................................... 20 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATCTGTCGTAGTTCGT.......................................................................................... 18 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCTATCTGTCGTAGTTCGTAAT....................................................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATATCTGTCGTAGTTCGTAATT...................................................................................... 24 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:330243-

330398 +
dvi_104 GACTATTAAACGAATAACAAGTGACGATGGGAATAAAGCTTATCTAATTATAGACAGCATCAAGCATTAATTATCTTCACATTTATTAAACCTTGGTGCAGCCTGTAATTAGTTAGGAGCTTATCGATTCCGTTCCGATTATGTCTGGCAAAACAA

droMoj3 scaffold_6500:10610721-
10610728 -

----------------------------------------------------------------------------------------------------------------------------------------------------CATAACAA

Generated: 09/08/2015 at 09:28 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
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rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330243-330398
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_71.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640927-4640948
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_104.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330293-330314
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330243-330398
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_104.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10610721-10610728


ID:

dvi_17

Coordinate:

scaffold_13049:22675546-22675608 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAGCTTGGAGCTAGTGAAACGCAATTAAAGATAATGTGGTTCAGAAATTTGCAACTTAAACGATATCCCGCACTTGTCGCTGGCTATCGTGCAAGTCATCGTTAATGTTGCCGGATTCTGTGACCTTAAAAAGCAACAAAGTGGACGTTAAAAGAATATTATA

***********************************..(((((((((.((.(((((...((((((.....((((..(((...)))....)))).....))))))...))))).)).))))).))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

V053

head

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

M047

female
body

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR1106729

mixed
whole
adult body

M027

male
body

SRR2096056

Ovary_Min_46

V116

male
body

M061

embryo

V047

embryo

SRR1106730

embryo_16-
30h

SRR2096059

Ovary_Min_164

SRR2096057

Ovary_Min_50

SRR1106727

larvae

SRR1106728

larvae

SRR060681

Argx9_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060655

9x160_testes_total
SRR2096058

Ovary_Min_98

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096014

Ovary_Strain_160_oxidized

SRR060688

160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060676

9xArg_ovaries_total
SRR2096060

Ovary_Min_193

SRR060677

Argx9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060659

Argentina_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106714

embryo_2-
4h

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060685

9xArg_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR1106726

embryo_14-
16h

SRR1106725

embryo_14-
16h

SRR060657

140_testes_total

SRR060660

Argentina_ovaries_total

SRR1106723

embryo_12-
14h

SRR1106712

embryo_0-
2h

SRR060682

9x140_0-
2h_embryos_total

SRR1106720

embryo_8-
10h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106717

embryo_6-
8h

SRR1106724

embryo_12-
14h

SRR1106721

embryo_10-
12h

SRR1106715

embryo_4-
6h

..................................................GCAACTTAAACGATATCCCGCA........................................................................................... 22 0 1 2193.00 2193 8 13 364 206 179 131 160 325 150 94 111 0 5 0 2 403 32 4 0 0 0 0 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGC............................................................................................ 21 0 1 388.00 388 13 7 60 50 30 42 33 56 34 31 12 0 1 0 1 16 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCG............................................................................................. 20 0 1 220.00 220 14 7 33 38 17 23 15 32 14 12 5 0 3 0 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGCAC.......................................................................................... 23 0 1 185.00 185 18 0 34 10 11 14 10 12 10 7 4 0 0 0 0 55 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGTCATCGTTAATGTTGCCG.................................................. 22 0 1 95.00 95 19 26 7 3 2 3 9 2 6 1 5 0 3 0 1 0 1 0 0 0 0 0 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................CAACTTAAACGATATCCCGCAC.......................................................................................... 22 0 1 70.00 70 2 2 18 8 2 10 8 7 6 1 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTGTCGCTGGCTATCGTG........................................................................ 19 0 1 68.00 68 3 30 0 0 1 2 0 0 0 0 0 0 1 2 2 6 16 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGTCATCGTTAATGTTGC.................................................... 20 0 1 53.00 53 5 37 0 1 1 4 1 0 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGT............................................................................................ 21 1 1 53.00 53 0 0 8 5 5 4 4 17 5 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GTCATCGTTAATGTTGCC................................................... 18 0 1 51.00 51 1 2 3 0 3 28 3 2 3 2 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGTCATCGTTAATGTTGCC................................................... 21 0 1 50.00 50 19 20 1 1 1 1 0 0 2 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAACTTAAACGATATCCCGCA........................................................................................... 21 0 1 45.00 45 0 2 7 7 3 9 4 3 4 2 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGTCATCGTTAATGTT...................................................... 18 0 1 33.00 33 28 2 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGCAA.......................................................................................... 23 1 1 33.00 33 0 0 8 3 5 3 2 2 1 0 3 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGCAT.......................................................................................... 23 1 1 33.00 33 0 0 6 6 3 0 5 8 2 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GTCATCGTTAATGTTGCCG.................................................. 19 0 1 32.00 32 0 1 0 2 6 19 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGCC........................................................................................... 22 1 1 25.00 25 1 0 3 3 1 0 0 13 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CAACTTAAACGATATCCCGC............................................................................................ 20 0 1 23.00 23 0 1 2 2 0 8 0 6 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCATCGTTAATGTTGCCG.................................................. 18 0 1 23.00 23 1 0 2 2 4 5 3 1 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCC.............................................................................................. 19 0 1 22.00 22 0 2 4 1 1 6 1 1 1 1 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AACTTAAACGATATCCCGCACT......................................................................................... 22 0 1 13.00 13 0 0 2 1 0 2 0 4 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAACTTAAACGATATCCCGCT........................................................................................... 22 1 1 12.00 12 0 1 2 2 1 1 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCGAACCTCGATCACTTTGCGTTAATTTCTATTACACCAAGTCTTTAAACGTTGAATTTGCTATAGGGCGTGAACAGCGACCGATAGCACGTTCAGTAGCAATTACAACGGCCTAAGACACTGGAATTTTTCGTTGTTTCACCTGCAATTTTCTTATAATAT

***********************************..(((((((((.((.(((((...((((((.....((((..(((...)))....)))).....))))))...))))).)).))))).))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

M028

head

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total

V116

male
body

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total

M047

female
body

SRR060669

160x9_females_carcasses_total

M027

male
body

SRR060686

Argx9_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

SRR060659

Argentina_testes_total

SRR060678

9x140_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060673

9_ovaries_total

SRR060655

9x160_testes_total

SRR1106729

mixed
whole
adult body

SRR2096056

Ovary_Min_46

V047

embryo

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

........................................................................GAACAGCGACCGATAGCAC........................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................GTTGTTTCACCTGCAATTTT.......... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GTTCAGTAGCAATTACAACGGC.................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................GCGTGAACAGCGACCGAT............................................................................. 18 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:22675496-

22675658 +
dvi_17 AAGCTTGGAGCTAGTGAAACGC---A-ATTAAA-------GATAATGTGGTTCAGAAATTTGCAACTTAAACGATATCCCGCACTTGTCGCTGGCTATCGTGCAAGTCATCGTTAATGTTGCCGGATTCTGTGACCTTAAAAAGCAACAA----------AGTGGACGTTAAAAGAATATTATA

droMoj3 scaffold_6680:17294627-
17294787 +

dmo_220 AATTAACGAACCGGTGATACACTAAATATTAAA-------C---ATATGGTGCAGAAGTTTGCAACTTAAACGATATCCCGCACTTGTCGCTGGCTATCGTGCAAGTCATCGTTAATGTTGCCGGATTCTGTGACCTAA---GACAACAAGC--------AATGAACATTAAA--AATATGAGC

droGri2 scaffold_15110:20858164-
20858333 -

dgr_464 AAGCTTG-AATCGGTGAATCAATTCA------ACTTGAATGAAATCATGGCACAGAAATATGCAACTTGAACGATATCCCGCACTTGTCGCTGGCTATCGTGCAAGTCATCGTTAATGTTGCGTTATCCTGTAGCCGCA---AGCAACAATAATCTACCAAATGGTAGTTAATAG----TTACA

Generated: 09/08/2015 at 08:05 PM
crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
3
2

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:22675496-22675658
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:22675496-22675658
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_17.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6680:17294627-17294787
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_220.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15110:20858164-20858333
http://compgen.cshl.edu/~jmohamme/static/droGri2/html/dgr_464.html


ID:

dvi_70

Coordinate:

scaffold_13049:2219381-2219440 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12853-in]; CDS [Dvir\GJ12853-cds]; CDS [Dvir\GJ12853-cds]; utr3 [utr3_minus_5986]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CATGATATTGTCGCCAAATACACGCAGAGCACAAAGGCCACGCTGGACAAGTGAGTGGGAGAGTGGTTTTAATTGCAATCAATCAATTCAAACAATATTCCCACTTACAGCTACCAGAAACAGCATCAGATCTTTATGCAACATGCCACGCAGCAAATAG

**************************************************(((((((((((.((.((((.(((((........))))).)))).)).)))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096055

Ovary_Min_43

SRR060681

Argx9_testes_total

SRR060664

9_males_carcasses_total
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060674

9x140_ovaries_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR2096060

Ovary_Min_193

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060682

9x140_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060675

140x9_ovaries_total
SRR2096058

Ovary_Min_98

SRR060687

9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total
SRR2096057

Ovary_Min_50

SRR060685

9xArg_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060665

9_females_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060684

140x9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060667

160_females_carcasses_total

M061

embryo

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

SRR060669

160x9_females_carcasses_total

V116

male
body

SRR060673

9_ovaries_total

SRR060666

160_males_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060662

9x160_0-
2h_embryos_total

V047

embryo

SRR060688

160_ovaries_total

SRR060670

9_testes_total

SRR060654

160x9_ovaries_total

SRR060689

160x9_testes_total

M027

male
body

SRR060683

160_testes_total

SRR060663

160_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR060660

Argentina_ovaries_total

SRR1106720

embryo_8-
10h

SRR060658

140_ovaries_total

SRR060656

9x160_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR1106721

embryo_10-
12h

SRR1106722

embryo_10-
12h

SRR060655

9x160_testes_total

SRR1106725

embryo_14-
16h

SRR060657

140_testes_total

SRR1106718

embryo_6-
8h

SRR1106726

embryo_14-
16h

SRR1106713

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR1106719

embryo_8-
10h

SRR1106724

embryo_12-
14h

SRR1106729

mixed
whole
adult body

SRR1106717

embryo_6-
8h

SRR1106723

embryo_12-
14h

SRR1106727

larvae

SRR1106716

embryo_4-
6h

SRR1106728

larvae

SRR060659

Argentina_testes_total

SRR1106712

embryo_0-
2h

SRR1106715

embryo_4-
6h

........................................................................................CAAACAATATTCCCACTTACAG.................................................. 22 0 1 3230.00 3230 500 169 145 148 139 97 120 102 83 106 92 73 67 99 47 82 67 60 80 55 46 52 52 55 54 49 49 56 47 39 22 25 21 40 32 40 33 12 23 12 6 25 25 10 9 5 13 4 6 6 9 2 6 0 1 2 1 0 2 1 2 0 0 1 0 1 0 1 0 0 0 1 0 0 1 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAG.................................................. 23 0 1 2328.00 2328 427 110 105 82 92 45 90 55 68 69 55 83 50 53 82 51 44 51 43 39 21 41 30 31 48 23 35 38 35 14 28 29 24 22 18 39 38 7 10 2 7 10 26 6 8 5 3 3 5 7 0 1 3 0 5 0 1 1 0 0 1 1 0 1 1 0 0 2 1 1 2 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGT................................................. 23 1 1 1355.00 1355 78 83 101 79 28 16 61 91 44 11 16 15 35 41 19 18 48 34 37 31 8 25 16 8 26 13 13 14 24 14 14 14 4 4 3 9 15 6 0 38 44 7 5 16 8 18 5 21 8 3 12 8 1 1 5 0 1 5 2 3 3 3 5 2 1 1 1 1 1 1 1 2 0 2 1 1 1 1

.......................................................................................TCAAACAATATTCCCACTTACA................................................... 22 0 1 983.00 983 290 32 26 15 25 44 20 20 29 27 22 17 15 9 18 19 8 11 6 13 26 24 15 18 3 13 5 10 4 20 17 10 29 12 18 4 4 21 20 4 0 10 2 2 0 1 2 1 4 2 1 0 1 0 0 0 0 0 2 0 0 2 0 1 2 1 1 0 2 1 0 0 2 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACA................................................... 21 0 1 755.00 755 215 38 12 8 29 58 6 12 16 20 21 3 16 4 7 14 0 13 1 6 31 8 11 19 2 20 10 5 2 19 4 6 19 16 7 2 1 22 17 4 1 11 1 2 3 1 1 0 0 6 0 0 1 0 0 0 0 0 0 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGA................................................. 23 1 1 159.00 159 12 5 8 15 5 1 8 8 7 1 3 4 4 7 4 4 10 3 3 3 0 5 0 0 5 0 8 2 1 1 3 4 0 1 1 3 1 0 0 2 1 0 1 0 1 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTAC.................................................... 20 0 1 116.00 116 28 1 1 1 2 14 0 0 1 1 7 0 2 1 0 1 0 1 0 0 10 0 2 0 0 8 3 1 0 7 1 0 6 4 4 0 0 3 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTAC.................................................... 21 0 1 114.00 114 34 3 1 0 5 8 0 2 1 2 6 1 1 3 0 1 0 2 0 0 3 2 0 4 2 0 1 1 0 1 5 2 2 5 2 0 0 7 0 2 0 2 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACAG.................................................. 21 0 1 102.00 102 53 2 6 1 3 3 0 4 4 2 0 0 2 0 0 1 1 0 0 2 1 0 2 1 0 0 9 2 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACAGT................................................. 22 1 1 60.00 60 14 3 4 2 2 0 0 0 1 1 1 0 1 3 1 4 8 0 0 0 0 0 2 0 2 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 1 1 0 1 1 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGTA................................................ 24 2 1 40.00 40 2 0 4 6 0 0 2 1 2 0 2 1 2 1 1 2 1 0 1 5 0 3 0 0 0 1 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAA.................................................. 23 1 1 34.00 34 6 1 2 0 0 0 0 0 1 0 0 3 5 0 4 0 1 0 0 4 0 0 0 0 1 0 0 2 0 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACA................................................... 20 0 1 29.00 29 15 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 1 0 0 1 0 0 0 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAAT....................................................................................... 23 0 1 27.00 27 1 4 4 1 0 0 0 1 0 1 0 0 0 0 0 0 2 1 0 0 0 1 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAGT................................................. 24 1 1 25.00 25 1 3 2 0 0 0 2 2 1 1 1 1 0 0 1 1 0 0 0 0 1 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAGA................................................. 24 1 1 21.00 21 4 1 0 0 0 0 0 0 0 0 0 2 0 0 2 1 3 1 0 0 0 0 0 0 0 0 0 0 1 0 1 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAA.................................................. 22 1 1 21.00 21 1 1 0 0 0 0 0 0 2 1 1 1 1 0 2 3 1 0 0 0 0 0 0 0 1 0 0 2 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGTC................................................ 24 2 1 21.00 21 2 2 0 1 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAA........................................................................................ 22 0 1 20.00 20 1 0 0 1 1 0 0 0 0 0 1 0 2 0 0 0 0 1 0 0 0 0 0 2 0 0 1 2 0 2 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGC................................................. 23 0 1 16.00 16 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 1 0 2 0 0 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGAA................................................ 24 2 1 15.00 15 1 1 2 1 0 0 0 1 1 0 1 1 1 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTA......................................................................................... 21 0 1 14.00 14 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTA..................................................... 20 0 1 12.00 12 5 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTA..................................................... 19 0 1 11.00 11 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAT.................................................. 23 1 1 8.00 8 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAC.................................................. 22 1 1 8.00 8 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAT.................................................. 22 1 1 7.00 7 2 0 0 0 0 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTAC.................................................... 19 0 1 7.00 7 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTT.......................................................................................... 20 0 1 5.00 5 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACAATATTCCCACTTACAG.................................................. 20 0 1 5.00 5 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAAAA...................................................................................... 24 2 1 5.00 5 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTT...................................................... 19 0 1 5.00 5 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACAGTA................................................ 23 2 1 4.00 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGG................................................. 23 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGTG................................................ 24 2 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CAATATTCCCACTTACAG.................................................. 18 0 1 4.00 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACC................................................... 22 1 1 4.00 4 1 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAATT...................................................................................... 24 0 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAATC...................................................................................... 24 1 1 4.00 4 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAGAA................................................ 25 2 1 3.00 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACAGA................................................. 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACATT................................................. 23 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAGC................................................. 24 0 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTT............................................................................................ 18 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAAA....................................................................................... 23 1 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAC.................................................. 23 1 1 3.00 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACAAA................................................. 24 2 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAAAAA..................................................................................... 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACAATATTCCCACTTACA................................................... 18 0 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACG................................................... 21 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACAATATTCCCACTTACAG.................................................. 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACAATATTCCCACTTACAGT................................................. 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAAA................................................. 23 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTT........................................................................................... 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGCT................................................ 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACAA.................................................. 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACACA................................................. 24 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGTCC............................................... 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACG................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAATTGC.................................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACAATATTCCCACTTACAGT................................................. 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAAT................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACCTT................................................. 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CAATCAATTCAAACAATATTCCCAC........................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTT..................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................GCAGAGCACAAAGGCCACGCTGGAC................................................................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGCAATCAATCAATTCAAACAAT................................................................ 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TTCAAACAATATTCCCACTTACAG.................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTACAGTAT............................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAATAAA.................................................................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATATTCCCACTTACAG.................................................. 17 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAACAATATTCCCACTTACC................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TACCAGAAACAGCATCAGATCTTTAT....................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAGAGTGGTTTTAATTGCA................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TACCAGAAACAGCATCAGAT............................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACAATATTCCCACTTAA.................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACT....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AACAATATTCCCACTTACA................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATTCAAACAATATTCCCACTTACA................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTAT.................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TCAAACAATATTCCCACTTACCC.................................................. 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTACTATAACAGCGGTTTATGTGCGTCTCGTGTTTCCGGTGCGACCTGTTCACTCACCCTCTCACCAAAATTAACGTTAGTTAGTTAAGTTTGTTATAAGGGTGAATGTCGATGGTCTTTGTCGTAGTCTAGAAATACGTTGTACGGTGCGTCGTTTATC

**************************************************(((((((((((.((.((((.(((((........))))).)))).)).)))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060674

9x140_ovaries_total

V116

male
body

SRR060668

160x9_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060655

9x160_testes_total

........................GTCTCGTGTTTCCGGTGCGAC................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:2219331-

2219492 +
dvi_70 CATGATATTGTCGCCAAATACACGCAGAGCACAAAGGCCACGCTGGACAAGTGAGTGGGAGAGTGGT--------------------TTTAAT----T---------GCAATCA---------AT-C-----A-ATTCAA---ACAAT--ATTCC-CAC-----T-TACAGCTACCAGAAACAGCATCAGATCTTTATGCAACATGCCACGCAGCAAATAGCC

droMoj3 scaffold_6654:1644781-
1644952 -

CACGAGATTGTGGCCAAGTACACGCAGAGCACGAAGGCCACGCTGGACAAGTGAGTGGTGAATTGGATTA-------A--ACAC-------------TTGAA---------TTTGTTA-------TAATAATTG-GGGC-ATTTAT----ATTTC-TCT-----C-TGCAGCTACCAAAAGCAGCATCAGATATTCATGCAACATGCTACGCAACAAATCGCC

droGri2 scaffold_15110:3259521-
3259687 +

CACGATATTGTGGCCAAGTACACCCAAAGCACCAAGGCAACGCTAGACAAGTGAGTGCATAT----------CTATATCTATAT----------C------------TATATAG-TTGACTTTGA-A---ATAC----A--------TACAAATT-ATC-----T-TGCAGTTATCAGAAGCAGCATCAAATCTTTCTGCAGCATGCGACTCAACAAATTGCC

droWil2 scf2_1100000004768:234813-
234980 -

CATGATATTGTTGCGAAATTTTCGCAAAATACGAAGGCCACTTTGGATAAGTAAGTGTGGAAACACA----------A--ACATTCAACTGAA------------------TGTGATA-------T-TTAATTG--CTT--------CACATTTC-TCG-----T-TGTAGTTATCAAAAGCAGCATCAAATATTTATGCAACATGCCACCCAACAAATTACA

dp5 XR_group8:680691-680856 + CACGATATAGCAGCCAAGTTCACACAAAACACCAAGGCCACCCTTGACAAGTGAGTACA--T----------CC------------CCCAGAATGGTT-------T------GAAGTGTAATTTT-C-----A-AACCTT---TCGAT---GTCT-CCT-----T-TTTAGCTACCAAAAACAGCATCAGATATTTATCCAACATGCCAGCCAGCAAATTGCA
droPer2 scaffold_32:803424-803589 - CACGATATAGCAGCCAAGTTCACACAAAACACCAAGGCCACCCTTGACAAGTGAGTACA--T----------CC------------CCCAGAATGGTT-------T------GAAGTGTAGTTTT-C-----A-AACCTT---TCTAT--G-TCT-CCT-----T-TTTAGCTACCAAAAACAGCATCAGATATTTATCCAACATGCCAGCCAGCAAATTGCA
droAna3 scaffold_13337:7162436-

7162605 -
CATGAAATAGCAACCAAATTCACGCAAAACACCAAGGCCACTCTGGACAAGTAAGAGCTTCTACTCA-----CTAGATCTAGAT----------TCTT-------T------TAAATATATTATT-A---ATAT----T--TTCAA----AT-----AC-----T-TGCAGCTACCAAAAACAGCATCAAATATTTATTCAGCATGCCAGCCAACAGATTGCC

droBip1 scf7180000396418:170469-
170631 -

CATGAAATAGCATCCAAATTCACCCAAAACACCAAGGCCACTTTGGACAAGTAACTATCTTAAGCTC--------------------TTTTAT----T-------T-TAAA-GA--TA------------TAT-ATTCTT---AATCC--TTGTG-TAT-----C-CGCAGCTACCAAAAACAACATCAAATATTTATTCAGCATGCCAGCCAACAGATTGCC

droKik1 scf7180000302486:886566-
886725 -

CCCGACATAACCGCCAAGTTCACCCAGAACACCAAGGCCACCCTAGACAAGTGGGTTAAGGAGGA-------CT------------CTTAGAG-------------TTTCACAA--CT-------C-ATAA---AATTT-----------CTTCT-CCT-----T-TTTAGCTACCAAAAACAGCATCAGATATTCATCCAACATGCCAGCCAGCAGATTGCC

droFic1 scf7180000454107:506171-
506345 -

CATGAAATAGTCGCGAAGTTCACGCAGAACACAAAGTCCACCTTGGACAAGTAAGTAGTTGGGAGGC--------------------TCAGAT----TTCAATTT-CCTTATTGCTTA-------T-GGAACT-AACTA--------TTACCCTTCCCT-----T-TCCAGTTACCAAAAACAGCACCAGATATTTATTCAACATGCCAGCCAGCAGATTGCC

droEle1 scf7180000491255:3472081-
3472246 -

CACGAAATAGCCGCCAAATTCGCGCAAAACACAAAGGCCACTTTGGATAAGTGAGTAACCCAGTTA---------------------CTAGAAT---A--------TCTAA--------------T-TCAGTT-AGCTC--------TAACCTGT-TTGTTTTTTTTTAGTCTATCAAAAACAGCACCAGATATTTATCCAGCATGCCAGCCAGCAGATTGCC

droRho1 scf7180000779902:28274-
28440 +

CATGATATAACCGCCAAATACGCGCAGAACACAAAGGCCACTTTGGATAAGTAAGTAACCTGGTGGCTAAGATT------------CCCAGCA-------------TCTAG--------------T-TCAATT-AACTC--------TAACCCTG-TTG-----T-TTCAGCTACCAAAAACAGCACCAGATATTTATTCAGCATGCCAGCCAGCAGATTGCC

droBia1 scf7180000302428:3077580-
3077741 +

CATGACATAGCCGCCAAGTTCACACAGCAAACGAAGGCCACACTAGATAAGTAAGTAACCTGAAGT--------------------TTGAGAT-------------CTCTATAG-----------T-TTGATC-AACGT--------TAAGTCTT-CCT-----T-TTCAGCTACCAAAAACAGCATCAGATATTTATCCAGCATGCCAGCCAGCAAATTGGC

droTak1 scf7180000415352:323091-
323254 +

CACGACATAGCCGCCAAATTCACGCAGAACACAAAGGCCACGTTGGATAAGTGAGTAAACTGAAGGT--------------------T-------ATA-------T------GGGGTCTATAGAT-AATAATT-AACGT--------TATC--TC-CTC-----T-CTCAGCTACCAAAAACAGCATCAGATATTCATCCAGCATGCCAGCCAGCAAATTGGG

droEug1 scf7180000409711:303452-
303619 +

CCTGATATAACTGCCAAGTTTACGCAGAACACAAAGGCAACTTTAGATAAGTAAGTAGTCCAAAAAA--------------------TATA----ATT-------A------CGGGTATATCATT-AAAGAGTTAAT------CAA----ATGAT-TCC-----C-TTTAGCTACCAAAAACAGCATCAGATATTTATCCAGCATGCCGGACAGCAAATTGCC

dm3 chr3L:17031981-17032144 - CATGATATAACTGCTAAATTCACGCAGAATACCAAGGCGACTTTGGATAAGTAAGTATAAAA----------GT------------CCAAGAA-------------CATAATAGAGCA-------C-ATAATA-AACCA--------TAACTCTT-ATG-----C-TTCAGCTATCAGAAACAGCATCATGTATTTATCCAACATGCTAGCCAGCAAATTGTG

droSim2 3l:16614982-16615145 - CATGATATAACTGCCAAGTTCACGCAGAATACCAAGGCGACTTTGGATAAGTAAGTATAAAA----------GT------------CCAAGAA-------------CATAACAGAGCA-------T-ATAATA-AACCT--------TAACTCTT-ATG-----C-TTCAGCTATCAGAAACAGCATCATATATTTATCCAACATGCCAGCCAGCAAATTGTGdroSec2 scaffold_0:9092521-9092684
-

CATGATATAACTGCCAAGTTCACGCAGAATACCAAGGCGACTTTGGATAAGTAAGTATAAAA----------GT------------CCAAGAA-------------CATAATATAGCA-------T-ATAATA-AACCT--------TAACTCTT-ATG-----C-TTCAGCTATCAGAAACAGCATCATATATTTATCCAACATGCCAGCCAACAAATTGTG

droYak3 3L:17041450-17041611 + CATGATATAACAGCCAAATTTACGCAGAATACAAATGCGACTCTGGATAAGTAAGTAAA--A----------GT------------CTTAGAA-------------CATAATCAAGCA-------T-TTAATG-AACTT--------TAACTCTT-GTG-----T-TTCAGCTACCAGAAACAGCATCAGGTATTCATTCAGCACGCCAGCCAGCAAATTTCC
droEre2 scaffold_4784:16810850-

16811010 +
CATGATATAACAGCCAATTTCACGCAGAATACAAACGCGACTCTGGATAAGTAAGTAAA--A----------GT------------CCCAGAA-------------CATAATAAAGCA-------C--TGATG-AACTT--------TAACTCTT-CTG-----T-TTCAGCTACCAAAAACAGCATCAGGTATTCATTCAACACGCCAGCCAGCAAATTGCC
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CACTTTACAACACTGGCACGCTTTTTGCTCGAGATATTAGCTTAGTGCCGAAGCACAATCAATAGACAATATGTTGTAAGTAAACAATATTGTCTAATGTTTATGCGTCAGCAAAAAGTTGACAGCCGCAGCCGAATACCCTACGATTTCTTCGCACACAC

***********************************.(((((((..(((.((.(((.((.((.(((((((((((((.......))).)))))))))).)).)).))).)).)))..)))))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

V053

head

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

M028

head
SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060681

Argx9_testes_total

SRR060669

160x9_females_carcasses_total

SRR060679

140x9_testes_total
SRR2096059

Ovary_Min_164

M027

male
body

SRR060678

9x140_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060657

140_testes_total

SRR060674

9x140_ovaries_total
SRR2096056

Ovary_Min_46

SRR060673

9_ovaries_total

SRR060659

Argentina_testes_total

SRR060675

140x9_ovaries_total

SRR060658

140_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060688

160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR1106729

mixed
whole
adult body

V047

embryo

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

........................................................................................ATTGTCTAATGTTTATGCGTCA................................................... 22 0 1 2932.00 2932 1176 728 274 100 97 70 21 39 30 24 48 23 29 25 11 28 21 17 18 22 22 13 13 12 8 7 6 6 5 3 4 4 6 5 4 3 1 2 2 2 1 1 1 0 0 0

..................................................AAGCACAATCAATAGACAATAT......................................................................................... 22 0 1 677.00 677 47 234 24 50 66 52 56 30 27 0 1 25 3 7 21 7 2 0 4 1 0 1 3 1 0 1 2 0 1 4 0 1 0 1 0 0 1 2 0 0 2 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTC.................................................... 21 0 1 238.00 238 96 46 16 5 2 3 0 1 2 25 1 2 3 3 0 0 10 10 1 0 1 0 0 0 2 1 0 1 0 0 1 1 0 0 0 1 2 0 1 1 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATA.......................................................................................... 21 0 1 73.00 73 11 20 5 8 5 3 6 3 1 0 0 1 2 1 1 2 0 0 2 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGTCTAATGTTTATGCGTCA................................................... 21 0 1 61.00 61 2 57 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAAT........................................................................................... 20 0 1 51.00 51 5 21 2 5 1 0 2 1 2 2 0 1 1 3 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGT..................................................... 20 0 1 42.00 42 17 10 4 0 0 0 0 0 0 4 0 1 1 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0

...................................................AGCACAATCAATAGACAATAT......................................................................................... 21 0 1 36.00 36 0 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTCC................................................... 22 1 1 19.00 19 2 2 5 0 3 1 1 0 0 0 0 0 1 0 1 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATC........................................................................................ 23 1 1 10.00 10 2 4 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGTCTAATGTTTATGCGTCA................................................... 20 0 1 7.00 7 0 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GTCTAATGTTTATGCGTCA................................................... 19 0 1 6.00 6 0 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTCG................................................... 22 1 1 5.00 5 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTCAA.................................................. 23 1 1 5.00 5 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTCT................................................... 22 1 1 5.00 5 1 1 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAATCAATAGACAATA.......................................................................................... 20 0 1 5.00 5 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTCAT.................................................. 23 1 1 4.00 4 2 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGTCTAATGTTTATGCGTC.................................................... 20 0 1 4.00 4 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATTC....................................................................................... 24 2 1 3.00 3 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATAC......................................................................................... 22 1 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATTGTCTAATGTTTATGCGTCA................................................... 23 0 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATTGTCTAATGTTTATGCGTC.................................................... 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATGT....................................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATCC....................................................................................... 24 2 1 2.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACAATCAATAGACAATAT......................................................................................... 18 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAATCAATAGACAAT........................................................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATG........................................................................................ 23 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCG...................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGCACAATCAATAGACAATATCC....................................................................................... 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGC..................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................GAGATATTAGCTTAGTGCCG............................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCGTA.................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTAATGTTTATGCGTCA................................................... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATAG......................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATC.......................................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATG.......................................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATTGTCTAATGTTTATGCGT..................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CACAATCAATAGACAATAT......................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................CTCGAGATATTAGCTTAGTGCCG............................................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAATATT........................................................................................ 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................TCGAGATATTAGCTTAGTGCCG............................................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CGAGATATTAGCTTAGTGCCG............................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGTCTAATGTTTATGCGTCAA.................................................. 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAGCACAATCAATAGACAA............................................................................................ 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GCACAATCAATAGACAATAT......................................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGTCTAATGTTTATGCTCA.................................................... 21 3 9 0.22 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTGAAATGTTGTGACCGTGCGAAAAACGAGCTCTATAATCGAATCACGGCTTCGTGTTAGTTATCTGTTATACAACATTCATTTGTTATAACAGATTACAAATACGCAGTCGTTTTTCAACTGTCGGCGTCGGCTTATGGGATGCTAAAGAAGCGTGTGTG

************************************.(((((((..(((.((.(((.((.((.(((((((((((((.......))).)))))))))).)).)).))).)).)))..)))))))...***********************************
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Ovary_Min_50
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head

SRR1106727

larvae
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SRR2096080

embryo_0-2h
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mothers

M061

embryo

SRR060658

140_ovaries_total

SRR2096081
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mothers

SRR060654
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SRR060656

9x160_ovaries_total

SRR1106730
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SRR2096026
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mothers

SRR060673

9_ovaries_total
SRR2096058

Ovary_Min_98

SRR060684

140x9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR2096038

embryo_0-
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Strain 9
mothers

SRR2096072
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V047
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SRR060668
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SRR060674

9x140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
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SRR2096050
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SRR060675

140x9_ovaries_total
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SRR1106723

embryo_12-
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SRR2096079
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mothers

..................................................TTCGTGTTAGTTATCTGTTAT.......................................................................................... 21 0 1 28451.00 28451 7937 6653 5405 2663 1762 475 1143 523 641 276 367 232 100 51 25 23 25 24 17 18 14 7 2 1 10 5 10 8 7 5 2 7 2 2 3 0 2 2 0 0 0 1 1 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGTTAT.......................................................................................... 22 0 1 13593.00 13593 3582 4115 2858 1333 770 357 52 267 23 117 47 3 9 25 3 2 0 3 1 4 1 3 1 8 0 0 0 1 0 1 1 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0

..................................................TTCGTGTTAGTTATCTGTTATA......................................................................................... 22 0 1 5796.00 5796 1478 1508 1077 484 306 207 163 94 197 77 122 32 9 8 4 4 2 2 5 2 2 2 1 0 3 0 0 0 1 0 2 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0

..................................................TTCGTGTTAGTTATCTGTTATAC........................................................................................ 23 0 1 5500.00 5500 1389 1470 1131 384 369 317 104 72 51 94 33 19 14 5 10 6 2 3 3 1 4 2 0 3 1 0 0 2 2 0 2 0 1 1 1 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0

...................................................TCGTGTTAGTTATCTGTTATAC........................................................................................ 22 0 1 3746.00 3746 953 897 729 292 241 191 161 41 37 63 30 33 7 3 9 4 8 6 2 4 2 6 10 0 2 6 1 1 1 4 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 0 1 2169.00 2169 542 709 423 192 117 103 1 27 1 40 6 0 1 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................CTCGTGTTAGTTATCTGTTATAC........................................................................................ 23 1 1 1962.00 1962 480 429 369 149 181 205 25 33 0 69 1 0 9 5 0 0 0 2 0 0 0 0 0 0 0 2 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTATAACAGATTACAAATACGC...................................................... 23 1 1 1902.00 1902 521 693 346 173 74 42 1 15 0 28 1 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTTAGTTATCTGTTATAC........................................................................................ 20 0 1 1829.00 1829 449 322 347 159 224 107 103 22 31 45 9 1 3 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTTAGTTATCTGTTAT.......................................................................................... 22 1 1 1667.00 1667 601 343 376 177 80 21 13 23 7 11 7 1 1 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATAACAGATTACAAATACGC...................................................... 22 0 1 1660.00 1660 422 633 352 168 41 16 0 2 2 15 0 0 2 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

....................................................................................GTTATAACAGATTACAAATACGC...................................................... 23 0 1 1474.00 1474 410 517 314 137 19 47 6 5 0 10 1 0 0 0 2 1 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTTAGTTATCTGTTATA......................................................................................... 21 0 1 1275.00 1275 313 302 235 109 61 31 55 24 70 11 46 6 2 0 1 1 2 0 2 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGTTATA......................................................................................... 23 0 1 1100.00 1100 254 351 247 105 46 41 4 18 0 18 11 0 0 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTTAGTTATCTGTTAT.......................................................................................... 20 0 1 767.00 767 202 154 156 89 42 6 57 12 18 6 11 4 2 0 0 1 0 0 2 1 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................CTCGTGTTAGTTATCTGTTATA......................................................................................... 22 1 1 709.00 709 161 176 151 66 52 43 9 19 0 17 8 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCGTGTTAGTTATCTGTTAT.......................................................................................... 21 1 1 686.00 686 170 156 130 89 61 16 26 18 0 7 6 0 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTTAGTTATCTGTTATAC........................................................................................ 21 0 1 645.00 645 17 181 163 50 47 94 21 4 22 25 3 0 0 7 0 3 0 0 1 1 0 3 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 440.00 440 179 73 108 56 7 3 0 5 1 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATAACAGATTACAAATACGC...................................................... 21 0 1 365.00 365 112 115 77 48 3 5 0 3 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 1 1 363.00 363 115 97 87 30 18 7 1 3 0 1 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 1 1 341.00 341 106 61 41 38 28 6 41 6 0 2 1 1 4 2 0 1 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTCGTGTTAGTTATCTGTTAT.......................................................................................... 22 1 1 316.00 316 114 67 74 38 11 1 0 2 1 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTTAGTTATCTGTTATA......................................................................................... 23 1 1 292.00 292 93 76 62 33 7 4 2 5 2 3 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTTAGTTATCTGTTATAC........................................................................................ 19 0 1 230.00 230 28 14 18 6 67 39 0 17 2 36 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CCTGTTATAACAGATTACAAATACGC...................................................... 26 2 1 215.00 215 62 93 34 19 3 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 1 1 185.00 185 54 56 51 15 5 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGTGTTAGTTATCTGTTATAC........................................................................................ 22 1 1 179.00 179 24 24 13 9 13 26 50 2 0 8 0 5 1 0 1 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGTTATAACAGATTACAAATACGC...................................................... 25 1 1 149.00 149 29 67 35 12 1 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCGTGTTAGTTATCTGTTATAC........................................................................................ 23 1 1 141.00 141 42 36 36 8 4 6 1 0 2 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 1 1 129.00 129 34 24 20 12 11 16 9 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 119.00 119 49 21 26 16 3 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 1 1 117.00 117 24 45 20 14 4 1 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1

....................................................................................ATTATAACAGATTACAAATACGC...................................................... 23 1 1 107.00 107 39 29 29 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 1 1 106.00 106 24 41 15 12 4 4 0 0 0 1 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TCCTGTTATAACAGATTACAAATACGC...................................................... 27 3 1 101.00 101 27 32 17 19 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTCGTGTTAGTTATCTGTTAT.......................................................................................... 22 1 1 96.00 96 37 24 12 6 8 2 0 5 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CTTGTTATAACAGATTACAAATACGC...................................................... 26 1 1 85.00 85 25 35 20 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ACTTATAACAGATTACAAATACGC...................................................... 24 2 1 79.00 79 21 22 21 12 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGTTATAACAGATTACAAATACGC...................................................... 25 0 1 73.00 73 23 27 15 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCGTGTTAGTTATCTGTTATA......................................................................................... 22 1 1 72.00 72 23 13 20 4 1 2 2 2 1 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTGTTAGTTATCTGTTATAC........................................................................................ 21 1 1 67.00 67 14 6 13 3 10 10 0 3 1 3 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTTAGTTATCTGTTATA......................................................................................... 24 2 1 66.00 66 29 16 14 5 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATAACAGATTACAAATACGC...................................................... 20 0 1 61.00 61 20 16 18 4 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 3 2 61.00 122 36 21 34 12 3 3 0 0 4 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCTTATAACAGATTACAAATACGC...................................................... 24 2 1 59.00 59 14 15 13 7 3 3 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTCGTGTTAGTTATCTGTTATA......................................................................................... 24 1 1 59.00 59 20 13 7 6 3 3 3 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTCGTGTTAGTTATCTGTTATA......................................................................................... 23 1 1 59.00 59 14 16 23 4 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCGTGTTAGTTATCTGTTAT.......................................................................................... 21 1 1 58.00 58 14 11 16 10 3 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTTAGTTATCTGTTATA......................................................................................... 18 0 1 57.00 57 0 4 3 1 14 15 0 5 0 12 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCGTGTTAGTTATCTGTTA........................................................................................... 20 0 1 54.00 54 15 11 10 3 5 1 1 1 1 1 1 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 0 1 53.00 53 16 6 7 5 2 5 0 7 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTCGTGTTAGTTATCTGTTATA......................................................................................... 24 1 1 52.00 52 8 17 12 3 2 5 0 0 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 1 1 48.00 48 14 18 7 5 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CCCTGTTATAACAGATTACAAATACGC...................................................... 27 3 1 47.00 47 22 17 3 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATAACAGATTACAAATACGCA..................................................... 22 0 1 47.00 47 11 21 5 5 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTTAGTTATCTGTTATA......................................................................................... 19 0 1 45.00 45 7 9 4 5 6 2 1 1 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 43.00 43 14 10 13 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGTTA........................................................................................... 21 0 1 43.00 43 11 12 9 4 1 2 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 1 1 42.00 42 18 10 8 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CCTTGTTATAACAGATTACAAATACGC...................................................... 27 2 1 41.00 41 16 10 8 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 3 1 40.00 40 17 8 11 1 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCCGTGTTAGTTATCTGTTATAC........................................................................................ 23 2 1 38.00 38 11 3 2 1 5 5 6 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAACAGATTACAAATACGC...................................................... 19 0 1 37.00 37 11 9 10 4 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 37.00 37 14 3 14 4 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 2 1 37.00 37 6 8 8 5 2 5 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGTTATAACAGATTACAAATACGC...................................................... 24 0 1 35.00 35 10 12 11 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TTTATAACAGATTACAAATACGC...................................................... 23 1 1 32.00 32 10 12 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AATTATAACAGATTACAAATACGC...................................................... 24 2 1 31.00 31 11 7 5 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CTGTTAGTTATCTGTTATAC........................................................................................ 20 1 1 30.00 30 6 4 2 1 6 8 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TATTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 3 1 30.00 30 15 8 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTCGTGTTAGTTATCTGTTAT.......................................................................................... 22 2 1 29.00 29 9 5 5 3 4 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACGTGTTAGTTATCTGTTATAC........................................................................................ 22 1 1 28.00 28 7 6 6 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATTTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 3 2 27.00 54 23 10 16 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTCGTGTTAGTTATCTGTTATA......................................................................................... 23 2 1 25.00 25 8 5 5 2 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 24.00 24 8 3 2 2 3 1 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCTTCGTGTTAGTTATCTGTTA........................................................................................... 22 0 1 24.00 24 3 4 6 2 3 2 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 2 1 23.00 23 8 7 3 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTTAGTTATCTGTTATA......................................................................................... 20 0 1 21.00 21 3 2 4 0 3 1 1 0 3 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 21.00 21 7 2 4 6 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCCTTCGTGTTAGTTATCTGTTATAC........................................................................................ 26 2 1 21.00 21 3 4 2 3 4 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTTAGTTATCTGTTAT.......................................................................................... 18 0 1 21.00 21 3 3 8 0 3 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCGTGTTAGTTATCTGTT............................................................................................ 19 0 1 21.00 21 5 7 1 1 0 1 1 0 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTTAGTTATCTGTTATAC........................................................................................ 18 0 1 20.00 20 1 4 1 1 2 0 4 0 0 4 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTGTTAGTTATCTGTTATA......................................................................................... 20 1 1 19.00 19 4 1 4 1 1 0 0 1 4 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 18.00 18 9 3 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AGTTATAACAGATTACAAATACGC...................................................... 24 1 1 18.00 18 3 6 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGTGTTAGTTATCTGTTATA......................................................................................... 21 1 1 18.00 18 1 1 2 0 1 1 9 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTCGTGTTAGTTATCTGTTATA......................................................................................... 23 1 1 17.00 17 7 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGTGTTAGTTATCTGTTATAC........................................................................................ 21 1 1 17.00 17 3 1 8 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 2 1 15.00 15 4 5 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GGTGTTAGTTATCTGTTATAC........................................................................................ 21 1 1 15.00 15 1 0 1 0 8 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCTTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 3 1 14.00 14 3 3 2 1 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ACTGTTATAACAGATTACAAATACGC...................................................... 26 2 1 13.00 13 3 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCGTGTTAGTTATCTGT............................................................................................. 18 0 1 13.00 13 4 4 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCTTCGTGTTAGTTATCTGTTATAC........................................................................................ 26 2 1 13.00 13 7 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTGTTAGTTATCTGTTATAC........................................................................................ 20 1 1 13.00 13 1 0 0 0 1 6 0 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTTTTCGTGTTAGTTATCTGTTATAC........................................................................................ 26 3 1 12.00 12 4 6 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GTTATAACAGATTACAAATACG....................................................... 22 0 1 12.00 12 1 7 1 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 12.00 12 2 4 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCTTTCGTGTTAGTTATCTGTTATAC........................................................................................ 26 3 1 11.00 11 2 1 2 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCGTGTTAGTTATCTGTTA........................................................................................... 19 0 1 11.00 11 3 5 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATTCGTGTTAGTTATCTGTTATA......................................................................................... 24 2 1 11.00 11 6 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTCGTGTTAGTTATCTGTTAT.......................................................................................... 21 1 1 11.00 11 1 1 1 1 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGTGTTAGTTATCTGTTAT.......................................................................................... 19 0 1 11.00 11 0 0 1 0 3 2 0 0 2 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTCGTGTTAGTTATCTGTTATAC........................................................................................ 23 1 1 10.00 10 3 2 2 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCTTCGTGTTAGTTATCTGTTATA......................................................................................... 25 2 1 10.00 10 4 1 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATAACAGATTACAAATACG....................................................... 21 0 1 10.00 10 5 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 1 1 10.00 10 1 5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 10.00 10 4 1 2 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATAACAGATTACAAATACGCA..................................................... 21 0 1 10.00 10 2 5 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATTTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 2 1 10.00 10 3 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTTTCGTGTTAGTTATCTGTTATA......................................................................................... 25 3 1 9.00 9 3 1 2 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 8.00 8 2 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CCCTTATAACAGATTACAAATACGC...................................................... 25 3 1 8.00 8 4 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTATAACAGATTACAAATACG....................................................... 22 1 1 8.00 8 1 5 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTATAACAGATTACAAATACGC...................................................... 22 1 1 8.00 8 2 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCGTGTTAGTTATCTGTTATAC........................................................................................ 22 1 1 8.00 8 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATCTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 7.00 7 2 1 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AGTTCGTGTTAGTTATCTGTTAT.......................................................................................... 23 2 1 7.00 7 1 4 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATATAACAGATTACAAATACGC...................................................... 22 1 1 7.00 7 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATTTCGTGTTAGTTATCTGTTATA......................................................................................... 24 2 1 7.00 7 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACTTCGTGTTAGTTATCTGTTAT.......................................................................................... 24 2 1 7.00 7 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGTGTTAGTTATCTGTTAT.......................................................................................... 20 1 1 7.00 7 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGT............................................................................................. 19 0 1 6.00 6 1 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATTTCGTGTTAGTTATCTGTTATA......................................................................................... 25 3 1 6.00 6 2 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AATCGTGTTAGTTATCTGTTATA......................................................................................... 23 2 1 6.00 6 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTCGTGTTAGTTATCTGTT............................................................................................ 20 0 1 6.00 6 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTCGTGTTAGTTATCTGTTA........................................................................................... 21 1 1 6.00 6 4 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTCGTGTTAGTTATCTGTTATAC........................................................................................ 24 2 1 6.00 6 1 1 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTCTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 3 1 5.00 5 1 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCCTTCGTGTTAGTTATCTGTTATA......................................................................................... 25 2 1 5.00 5 2 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATTCGTGTTAGTTATCTGTTATA......................................................................................... 24 2 1 5.00 5 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATCGTGTTAGTTATCTGTTATA......................................................................................... 23 2 1 5.00 5 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATTCGTGTTAGTTATCTGTTATAC........................................................................................ 25 2 1 5.00 5 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATAACAGATTACAAATACGC...................................................... 21 1 1 5.00 5 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AACTTATAACAGATTACAAATACGC...................................................... 25 3 1 5.00 5 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTCGTGTTAGTTATCTGTTATA......................................................................................... 24 2 1 5.00 5 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CCTGTTATAACAGATTACAAATACG....................................................... 25 2 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTCGTGTTAGTTATCTGTTA........................................................................................... 22 1 1 5.00 5 1 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTGTTAGTTATCTGTTAT.......................................................................................... 19 1 2 5.00 10 2 2 1 0 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12855:6284166-
6284326 -

dvi_37 CAC---------TTTACAACACTGGCACGCTTTTTGCTCGA--GATATTAGCTTAGTGCCGAAGCACAATCAATAGACAATATGTTGT-AAGTAAACAATATTGTCTAATGTTTATGCGTCAGCAAAAAGTT-------------GACAGCCGCAGCCGAATACCCTACGATTTCTTCGCACACA--------C

droMoj3 scaffold_6540:6631829-
6631998 -

CACCGACATCGTTGCACAACACTGA--------ATTCTCGTACGTTCTTCTCTCATTGCCTCAGCACAATCAATGGACAATATGATTTCGAGCAATCATAATTGTCAAATGGTTATGCATATGCAAAAAGTAAGTGAGCCGGCCCGACGT------CCG-ATACCCTACGTTTGCTGCAAAAACA---------

droGri2 scaffold_14906:7797318-
7797318 +

---------------------------------------------------------------------------------------------------------------------------------------------------------------C----------------------------------

droWil2 scf2_1100000004902:7275426-
7275460 -

---------------------------------------------------------------------------------------------------------------------------------------------------------------AATACTCTACACTCTTTTGGCACAGTCAATTTCAC
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PASS/FAIL
1
0
0
0
1
1
1
1
0
1
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0
0
1
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ID:

dvi_57

Coordinate:

scaffold_13246:1142894-1142955 -

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16182-in]; CDS [Dvir\GJ16182-cds]; CDS [Dvir\GJ16182-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CGGACGCCATGGAAAACGAGAAGATCCAGCGCAATCCAAAGATCAAGAAGGTGGGCAATTGGAGTAATTTACATGGCATACGCTAATTGTATATTCTTCATCTTTCCCAGAGTCGTTATGCGAACAATTATACGCTGCTGTCGAAGACGCTGCAGGAGGATC

**************************************************.((((....(((((.(((.((((((((....))))..)))).)))))))).....)))).****************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

V053

head

SRR060677

Argx9_ovaries_total

SRR060689

160x9_testes_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060673

9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060675

140x9_ovaries_total

V116

male
body

SRR060683

160_testes_total

SRR060688

160_ovaries_total

SRR060654

160x9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total
SRR2096059

Ovary_Min_164

SRR1106730

embryo_16-
30h

SRR2096055

Ovary_Min_43

SRR060655

9x160_testes_total
SRR2096056

Ovary_Min_46

SRR060684

140x9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

M028

head
SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

V047

embryo

M061

embryo

SRR060686

Argx9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060685

9xArg_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060656

9x160_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR1106722

embryo_10-
12h

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060658

140_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060657

140_testes_total

SRR1106724

embryo_12-
14h

SRR1106720

embryo_8-
10h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR1106726

embryo_14-
16h

SRR1106729

mixed
whole
adult body

M027

male
body

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060661

160x9_0-
2h_embryos_total

SRR1106721

embryo_10-
12h

SRR1106718

embryo_6-
8h

SRR1106717

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106716

embryo_4-
6h

SRR060660

Argentina_ovaries_total

SRR1106727

larvae

SRR1106728

larvae

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106714

embryo_2-
4h

SRR060659

Argentina_testes_total

SRR1106713

embryo_0-
2h

SRR1106715

embryo_4-
6h

GSM1528803

follicle
cells

SRR1106712

embryo_0-
2h

.........................................................................................TATATTCTTCATCTTTCCCAGT................................................... 22 1 1 5655.00 5655 290 283 283 250 247 230 226 209 200 210 194 174 157 141 137 153 102 105 121 84 72 77 81 59 87 83 90 81 90 68 67 61 52 64 64 42 43 38 29 40 40 36 44 44 42 22 26 16 19 22 25 19 22 14 19 8 10 10 8 11 14 7 13 6 8 8 11 8 4 5 6 5 7 4 2 2 4 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTT.................................................. 23 2 1 802.00 802 77 40 14 46 19 46 37 30 25 24 31 27 5 11 21 15 29 3 12 10 13 11 12 33 14 4 6 4 1 10 3 9 2 9 6 2 2 4 18 3 7 6 1 0 2 12 2 15 9 0 0 3 1 1 3 8 8 2 8 4 0 2 1 6 2 1 1 0 2 0 1 2 0 0 0 0 1 0 3

.........................................................................................TATATTCTTCATCTTTCCCAG.................................................... 21 0 1 349.00 349 59 23 13 10 1 11 14 21 23 4 11 12 1 2 1 0 23 1 5 6 4 5 6 3 6 0 9 8 3 2 3 3 10 10 3 0 1 2 1 3 1 0 0 1 3 2 1 2 1 5 2 0 1 3 0 0 0 1 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTC.................................................. 23 2 1 140.00 140 6 19 1 1 20 1 1 8 24 3 0 1 2 9 0 2 0 19 3 1 0 2 0 0 0 7 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 2 2 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGC................................................... 22 1 1 83.00 83 12 2 2 2 1 1 2 0 1 0 0 2 1 0 1 0 0 1 0 0 1 0 0 10 1 1 0 0 0 0 0 0 3 1 0 0 6 0 0 1 0 1 0 0 0 4 1 3 2 1 0 0 1 1 0 3 1 1 2 3 0 1 0 1 1 0 1 2 0 0 1 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGT................................................... 21 1 1 77.00 77 28 3 3 0 2 0 1 2 1 4 2 1 0 3 4 1 0 1 2 3 2 2 0 0 0 0 0 0 0 2 3 1 2 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACA......................................................................................... 23 0 1 71.00 71 2 4 2 0 1 3 1 4 2 1 3 2 12 0 2 1 0 2 2 0 3 3 0 0 0 0 0 2 0 1 1 0 0 0 0 7 0 2 0 0 2 1 1 0 0 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGTT.................................................. 22 2 1 44.00 44 11 1 2 1 0 2 0 2 1 1 3 1 1 0 0 0 0 0 0 1 0 1 3 1 0 2 0 0 0 0 1 0 1 0 1 2 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTA.................................................. 23 2 1 40.00 40 2 1 0 4 1 0 1 2 3 1 0 4 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 2 0 2 0 0 1 0 0 0 2 2 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 1 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGA................................................... 22 0 1 39.00 39 7 1 2 2 0 0 0 0 0 0 0 0 2 0 0 0 2 0 1 1 1 0 2 1 0 0 1 0 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 1 0 1 1 0 2 0 0 0 0 0 2 0 0 1 1 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCATT................................................... 22 2 1 39.00 39 0 1 1 1 0 0 0 0 0 5 7 0 0 4 0 0 0 1 0 4 1 2 0 0 0 1 0 0 0 2 0 7 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTAA................................................. 24 3 1 38.00 38 2 0 0 3 0 3 3 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 4 4 0 4 0 0 0 0 0 0 4 2 0 0 0 0 0 0 0 0 0 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCA..................................................... 20 0 1 34.00 34 3 2 3 2 0 2 3 5 1 0 1 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTAC.......................................................................................... 22 0 1 26.00 26 0 0 3 0 0 0 0 0 0 0 3 1 2 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 1 0 2 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTTC................................................. 24 3 1 21.00 21 1 4 0 0 0 0 1 3 5 0 0 1 0 0 0 1 0 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTT............................................................................................ 20 0 1 19.00 19 1 0 4 0 0 0 1 0 0 0 0 0 5 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGG................................................... 22 1 1 17.00 17 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGCAATTGGAGTAATTTACA......................................................................................... 22 0 1 17.00 17 3 0 1 2 0 0 1 0 0 1 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTTA................................................. 24 3 1 13.00 13 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATTCTTCATCTTTCCCAGT................................................... 20 1 1 13.00 13 2 0 0 0 1 0 0 0 1 3 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTA........................................................................................... 21 0 1 11.00 11 0 1 1 0 0 0 0 1 0 0 1 0 2 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACATGGCA.................................................................................... 28 0 1 7.00 7 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGCA.................................................. 23 2 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATT............................................................................................. 19 0 1 6.00 6 0 0 3 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACATGG...................................................................................... 26 0 1 6.00 6 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCTTCATCTTTCCCAGT................................................... 19 1 1 6.00 6 2 0 1 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTCC................................................. 24 3 1 6.00 6 0 1 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGTC.................................................. 22 2 1 5.00 5 0 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACATGGC..................................................................................... 27 0 1 5.00 5 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGAA.................................................. 23 1 1 4.00 4 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACAA........................................................................................ 24 1 1 4.00 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGCT.................................................. 23 2 1 4.00 4 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGCAA................................................. 24 3 1 4.00 4 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCATTT.................................................. 23 3 3 3.33 10 0 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACATG....................................................................................... 25 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTCA................................................. 24 3 1 3.00 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATTCTTCATCTTTCCCAGTCC................................................. 22 3 1 3.00 3 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATTCTTCATCTTTCCCAGTT.................................................. 21 2 1 3.00 3 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGAG.................................................. 23 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCATTC.................................................. 23 3 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCACC................................................... 22 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAA.................................................... 21 1 1 3.00 3 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAAT.............................................................................................. 18 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGTTG................................................. 24 3 1 3.00 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTCTTCATCTTTCCCAGT................................................... 18 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCTTCATCTTTCCCAGTT.................................................. 20 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAG.................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGCAATTGGAGTAATTTACAAA....................................................................................... 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCTTCATCTTTCCCAG.................................................... 18 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAT.................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...................................................TGGGCAATTGGAGTAATT............................................................................................. 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGAT.................................................. 23 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAAT................................................... 22 2 1 2.00 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCCCT................................................... 22 3 2 1.50 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGCAATTGGAGTAATTTACAA........................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGCAATTGGAGTAATTTACCC........................................................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGGAA................................................. 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGCTA................................................. 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCATG................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TAATTGTATATTCTTCATCTTTCCCAG.................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............AAACGAGAAGATCCAGCGCAATCCAAAG......................................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGC................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCC....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGAGT................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............AAACGAGAAGATCCAGCGC.................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ACATGGCATACGCTAATTG......................................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGCAATTGGAGTAATTTA........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATTCTTCATCTTTCCCAGA................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATTCTTCATCTTTCCCAGAGT................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................GTCGAAGACGCTGCAGGAGG... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGCAATTGGAGTAATTTACATGGCA.................................................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTACATGGCATACGCTAATTGT........................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
CGGACGCCATGGAAAACGAGAA............................................................................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................ATTGGAGTAATTTACATGGCATACGCT.............................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................................................ATACGCTGCTGTCGAAGACGCTG.......... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................AATTGGAGTAATTTACATGGCAT................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................TTTACATGGCATACGCTAATTG......................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.GGACGCCATGGAAAACGA............................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................ATATTCTTCATCTTTCCCAGTCC................................................. 23 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................ATATTCTTCATCTTTCCCAGAGA................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........ATGGAAAACGAGAAGATCCAGCGC.................................................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TGGGCAATTGGAGTAATTTAC.......................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TTGTATATTCTTCATCTTTCCCAGT................................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................CAATCCAAAGATCAAGAAGA............................................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TAATTGTATATTCTTCATCTTTCCCAGT................................................... 28 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TATTCTTCATCTTTCCCAG.................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTGGGCAATTGGAGTAA............................................................................................... 17 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................CCAGCGCAATCCAAAGATCAAG................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................ATATTCTTCATCTTTCCCAGTTA................................................. 23 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTGGGCAATTGGAGTAATTTACAAAA...................................................................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................TTTACATGGCATACGCTAAT........................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................................TTATACGCTGCTGTCGAAG................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TATTCTTCATCTTTCCCAGTTC................................................. 22 3 2 1.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TTCTTCATCTTTCCCAGTC.................................................. 19 2 2 1.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TATATTCTTCATCTTTCCCACT................................................... 22 2 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TATTCTTCATCTTTCCCAGTCA................................................. 22 3 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TATTCTTCATCTTTCCCAGTTA................................................. 22 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TATTCTTCATCTTTCCCAGCTC................................................. 22 3 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................ATATTCTTCATCTTTCCCAGTTC................................................. 23 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TATATTCTTCATCTTTCCCCTT................................................... 22 3 4 0.50 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................ATATTCTTCATCTTTCCCACTT.................................................. 22 3 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TATATTCTTCATCTTTCCAGT.................................................... 21 3 9 0.22 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TTCTTCATCTTTCCCAGTT.................................................. 19 2 7 0.14 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................ATCCAAAGATCAAGAACT............................................................................................................... 18 2 9 0.11 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCCTGCGGTACCTTTTGCTCTTCTAGGTCGCGTTAGGTTTCTAGTTCTTCCACCCGTTAACCTCATTAAATGTACCGTATGCGATTAACATATAAGAAGTAGAAAGGGTCTCAGCAATACGCTTGTTAATATGCGACGACAGCTTCTGCGACGTCCTCCTAG

****************************************************.((((....(((((.(((.((((((((....))))..)))).)))))))).....)))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060668

160x9_males_carcasses_total

SRR060679

140x9_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

GSM1528803

follicle
cells

SRR2096055

Ovary_Min_43

SRR060666

160_males_carcasses_total

M047

female
body

SRR2096013

Ovary_Strain_9_oxidized
........................................................................TACCGTATGCGATTAACATA...................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13246:1142844-

1143005 -
dvi_57 CGGACGCCATGGAAAACGAGAAGATCCAGCGCAATCCAAAGATCAAGAAGGTGGGCAA-T----------TGGAGTA----------ATT--T--------A---CAT---GGCAT-------A----CGCTAAT--------T--GTA--------------TAT--------------TCT----------------------------------------------------------------------TCATCTTTCCCAGAGTCGTTATGCGAACAATTATACGCTGCTGTCGAAGACGCTGCAGGAGGATC

droMoj3 scaffold_6500:4767864-
4768028 +

CAGATGCCATGGAGAATGAGAAAATTCAGCGAAACCCAAAGATAAAGAAGGTGGGTAA-A----------TGCAGCG-------T-A--------CA----ATATTATTTAGATAT------------------------------AT-------------------------A-CTAAT--------------GC-----A------AAATCT-----------------------------------------TTCTCAATCAGAGTCGCTATGCGAACAACTATACGTTGCTGTCGAAGACCTTGCAGGAGGATC

droGri2 scaffold_15252:16082949-
16083152 +

CCGATGCCATGGAAAACGAGAAGATTCAGCGCAATCCAAAGATAAAGAAGGTAGGTAG-----GAA----TGGAGAG-------T-AAAG--TCACA----ATGTTG-TCAGATATCT--------------AATATAAGCCAT--AAATAATCCCAATCTTTCTCG------C-TCTCA--------------CTTTC--C--------------------------------------------C-------TCTCCTTTATAGAGTCGCTATGCGAATAATTACACGCTGTTGTCGAAGACGCTGCAGGAGGATC

droWil2 scf2_1100000004516:1323462-
1323622 -

CCGAGGCCATGGATAATGAGAAGATTCAGAGAAATCCCAAGATCAAGAAGGTGAGT--T--TGTT--------------AATTGTG-----------------------------------------------------------------------------TTCCT---------------------------------------------T-----------TTATTTTAG-----TGTTTCATGGTTG-TTTCTTTATGCAGAGTCGCTATGCCAACAACTACACCTTGCTATCGAAGACATTGCAAGAGGATC

dp5 4_group3:11651156-11651313
-

CGGAGGCCTTGGACAATGAGAAGATCCAACGGAATCCCAAGATCAAGAAGGTGAGG--T--CGAC--------------AAACGTA-----------------------------------------------------------------------------TACCGGGGAGTGCTGAATCT-T-------------CAAC--------------------------------------------T-------TTTCTTTTGTAGAGTCGCTATGCCAACAACTATACGCTGCTGTCGAAAACGCTGCAAGAGGATC

droPer2 scaffold_8:2896259-2896416
-

CGGAGGCCTTGGACAATGAGAAGATCCAACGGAATCCCAAGATCAAGAAGGTGAGG--T--CGAC--------------AAACGAA-----------------------------------------------------------------------------TACCGGGGAGTGCTGAATCT-T-------------CAAC--------------------------------------------C-------TTTCTTTTGTAGAGTCGCTATGCCAACAACTATACGCTGCTGTCGAAAACGCTGCAAGAGGATC

droAna3 scaffold_12916:3928973-
3929139 -

CGGAGGCAATGGACAATGAGAAGATCCAGAGGAATCCCAAAATTAAGAAGGTAGTGGG----GTCGTG--GG-ATCAGAA----------------A----AGAGTT--------------------------------------------------------TGGAGAAGAATAATAA----------------------A--------------------------------------------T-ATTT-TAATAATTTCCAGAGTCGCTATGCCAACAACTACACGTTGCTATCGAAGACTCTGCAGGAGGATC

droBip1 scf7180000396737:856053-
856213 +

CGGAGGCCATGGACAACGAGAAGATCCAGAGGAATCCCAAAATTAAGAAGGTAATGGA-GGA---T---------CAGAAAAAGAA-----------------------------------------------------------------------------AA----AGAGAACCAGACTA-A-------------CAAG--------------------------------------------T-ATT----TTATTATCCAGAGTCGCTATGCCAACAACTACACGCTGCTGTCGAAGACGCTGCAGGAGGATC

droKik1 scf7180000302472:184451-
184606 +

CGCAGGCCATGGACAACGAGAAGATCCAGAGGAATCCCAAGATAAAGAAGGTAAG----TGGGGCATA--GGGCGAG----------ATG--T--------A---TTT---G--------------------AGT--------T----------------------------------G----------------------T--------------------------------------------T-ATTT-TATGGTCTTTCAGAGTCGTTATGCCAACAACTACACGCTGCTGTCCAAGACACTGCAGGAGGATC

droFic1 scf7180000454078:830550-
830761 +

CGGAGGCCATGGACAATGAAAAGATCCAGAGAAACCCGAAGATCAAGAAGGTAACAAA-AGAGGTATAC-----------------T--GGTTTAAATATAAACATA-TGCTTCACCTGTTAAA-----------------------T-------------------------A-TCACACCATTTAC-C-AGT------------------TT-------------TATGTTCACAT-TGTAATATA-ATT-ATTCTTTTTGCAGAGTCGCTATGCCAACAACTACACCCTGCTTTCCAAGACCCTGCAGGAGGATC

droEle1 scf7180000490579:440868-
441076 -

CGGAAGCCATGGACAACGAGAAGATCCAGAGGAATCCGAAGATCAAGAAGGTAACCAA-AGAGGTACAAG----------------A--GGTTTCTA----GACTTG-TTGATCATTTAAAACAAAG-------------------------------------------------CAGACCATTTATACTGA-------------------TT-----------TATTTATAA-----TGATATATATCTG-GCTTTATCCGCAGAGTCGCTATGCCAACAACTATACGCTGCTGTCCAAGACGCTGCAGGAGGATC

droRho1 scf7180000780103:67305-
67509 -

CGGAGGCCATGGATAACGAGAAGATCCAGAGAAATCCGAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TACTTA-TGTTTGACTGAATACA-----------------------G-------------------------A-CCAGACTATTTGA-A-GAT-------------------------------TTGATGTTAATACA-----TATATTTT-AATACCTCTGCAGAGTCGATATGCCAATAACTATACGCTGCTCTCTAAGACGCTGCAGGAGGATC

droBia1 scf7180000302422:6845899-
6846103 -

CGGAGGCCATGGATAACGAGAAAATCCAGAGAAACCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTCTA----TACTTA-TGCTTCACCTTGTAGA-----------------------C-------------------------C-TCTGATCAATTAA-C-TAT-------------------------------GGAATCCTAATACA-----TATAATTT-ATTTCCCCTACAGAGTCGCTACGCCAATAACTACACGCTGCTGTCAAAGACGCTTCAGGAGGATC

droTak1 scf7180000415708:169705-
169909 -

CGGAGGCCATGGATAACGAGAAAATCCAGAGAAACCCGAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------T--GGTTGTTT---TTACATA-TGCTTCACATTATATA-----------------------C-------------------------T-ACTCGTCAATTAA-A-GAT-------------------------------GGTATATTAAC-TA-----TATTATTT-AAACTCTCCGCAGAGTCGCTATGCCAATAACTACACACTGCTGTCGAAAACTCTGCAGGAGGATC

droEug1 scf7180000408961:467510-
467716 +

CAGAGGCCATGGATAACGAGAAAATACAAAGAAACCCCAAGATCAAGAAGGTAACAAA-GGAGGTATAA-----------------T--TGTTTTTA----TACTTA-TCTTTCACTTTGTAAA-----------------------T-------------------------G-CCTAGTTTTTTTA-AAG-------------------TTT-----------TTTTTATTAATATG-----TATTATTG-AAATTCTTTGCAGAGTCGCTATGGCAACAACTACACGCTGCTTTCGAAGACACTGCAGGAGGATC

dm3 chr2L:16904082-16904288 + CTGAGGCCATGGATAACGAGAAGATTCAGAGAAATCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TAC---------------------AGC----ATTTCATCCTTTATAG-------------------------A-CCTAA--------------CC-----ACTTTTTAAATCT-----------TTTGTATTCATTTA-----TTATATTT-AAATAATCTGCAGAGTCGGTACGCCAATAATTACACGTTGCTGTCGAAGACGCTGCAGGAGGATC
droSim2 2l:16465790-16466008 + CGGAGGCCATGGATAACGAGAAGATTCAGAGAAATCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TAC---------------------AGC----AGATCACCCTATATAG-------------------------A-CCTAA--------------CC-----ACTGTTTATATCGTGGTTATATATTATATATTAATTTA-----TTATATTTAAAATGATTTGCAGAGTCGGTATGCCAATAACTACACGTTGCTGTCGAAGACGCTGCAGGAGGATC
droSec2 scaffold_7:541231-541438 + CGGAGGCCATGGATAACGAGAAGATTCAGAGAAATCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TAC---------------------AGC----AGTTCACCCTATATAG-------------------------A-CCTAA--------------GC-----ACTGTTTATATCG-----------TTCGCATTAATTTA-----TTATATTTAAAATGATTTGCAGAGTCGGTACGCCAATAACTACACGTTGCTGTCGAAGACGCTGCAGGAGGATC
droYak3 2R:4200105-4200309 - CGGAGGCCATGGACAACGAGAAGATCCAGAGAAACCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TAC---------------------AGC----AGTACAGCCTAT--AG-------------------------A-CCAAC--------------TC-----ACTTTTTAAATCT-----------TCCGTATTAATTTA-----TTTTATTT-AAATGATCTGCAGAGTCGGTACGCCAATAACTACACGTTGCTGTCTAAGACGCTGCAGGAGGATC
droEre2 scaffold_4845:7327401-

7327605 -
CGGAGGCCATGGATAACGAGAAGATTCAGAGAAACCCCAAGATCAAGAAGGTAACAAA-AGAGGTATAA-----------------A--GGTTTTTA----TAC---------------------AAC----AGTACAACCTATAAAG----------------------------CCAC--------------CC-----ACTCTATATTTCG-----------ATTGTATTAATTTA-----TTTTGTTT-AAATGATCTGCAGAGTCGGTACGCCAATAACTACACGTTGCTGTCGAAGACGCTGCAGGAGGATC
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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ID:

dvi_16654

Coordinate:

scaffold_13047:12453831-12453892 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ24312-in]; CDS [Dvir\GJ24312-cds]; CDS [Dvir\GJ24312-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GGAACAGTGGCCAGTCACAGTCTGATGACATGGGTCAGGCGCTGCTCAATGTAAGTGCTTTGGTAATTTTGGTTGTTCCAAGTGAACCACTCACATTTCCAAAACACTACAGCTCTTTCGACGACTTATCTCGGAGGGATTGACGGAGACAATTGAGATGCA

**************************************************(((.(((.(((((.(((...(((.((((.....)))).)))...))).))))).))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

M028

head

SRR060669

160x9_females_carcasses_total

V053

head

SRR060674

9x140_ovaries_total

M061

embryo
SRR2096056

Ovary_Min_46

SRR060666

160_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

SRR060675

140x9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR060689

160x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060683

160_testes_total

SRR060670

9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V116

male
body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M027

male
body

SRR2096057

Ovary_Min_50

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096013

Ovary_Strain_9_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096014

Ovary_Strain_160_oxidized

SRR060655

9x160_testes_total

SRR060673

9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060656

9x160_ovaries_total

GSM1528803

follicle
cells

SRR060657

140_testes_total

SRR1106730

embryo_16-
30h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060654

160x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR1106720

embryo_8-
10h

SRR1106727

larvae

SRR1106722

embryo_10-
12h

SRR1106719

embryo_8-
10h

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

..........................................................................................TCACATTTCCAAAACACTACAG.................................................. 22 0 1 4456.00 4456 1839 296 264 247 164 129 126 109 97 87 90 84 71 61 47 26 55 36 54 36 42 47 37 30 41 26 39 35 8 23 22 13 4 20 18 2 13 17 14 14 15 5 10 9 1 1 10 2 0 0 4 7 1 1 0 1 0 1 1 0 0 1 1 1 0 1 0

..........................................................................................TCACATTTCCAAAACACTACA................................................... 21 0 1 925.00 925 548 33 30 28 32 17 38 19 18 25 16 7 7 6 27 12 7 3 0 9 4 0 4 3 0 5 0 1 0 1 5 0 1 3 1 0 3 2 2 0 0 0 0 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACAG.................................................. 21 0 1 177.00 177 165 1 1 1 0 0 0 0 0 0 1 0 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGT......................................................................................... 23 0 1 140.00 140 7 6 4 6 4 2 0 4 2 2 1 3 6 1 1 7 2 0 0 2 2 2 2 0 2 0 0 0 8 0 0 4 7 0 1 11 0 2 0 0 0 0 0 3 9 7 0 4 2 2 0 1 3 3 2 1 1 0 0 1 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTAC.................................................... 20 0 1 123.00 123 65 3 3 5 3 5 7 1 1 4 3 1 1 2 8 1 0 2 0 2 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACAGT................................................. 22 1 1 97.00 97 6 6 5 8 7 9 6 1 3 4 2 2 4 3 1 5 0 2 3 2 1 2 0 0 1 0 0 1 0 1 0 3 1 0 1 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 1

..................................................GTAAGTGCTTTGGTAATTTTGG.......................................................................................... 22 0 1 81.00 81 11 1 5 4 1 0 1 1 0 0 0 1 0 4 0 13 0 0 0 0 0 0 1 2 0 1 0 0 6 0 0 1 5 0 1 4 0 0 1 0 0 1 0 0 2 2 0 2 0 3 0 0 0 1 0 1 1 1 0 1 2 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACA................................................... 20 0 1 51.00 51 50 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGT................................................. 23 1 1 47.00 47 6 4 2 6 1 3 1 2 0 2 4 1 1 1 1 0 1 3 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTC........................................................................................ 24 1 1 47.00 47 7 7 5 7 0 3 0 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 3 0 0 2 0 0 1 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

............................................................................................ACATTTCCAAAACACTACAG.................................................. 20 0 1 32.00 32 15 4 3 2 0 2 0 0 0 0 0 0 1 0 0 1 0 0 1 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCCAAAACACTACAG.................................................. 18 0 1 28.00 28 22 1 0 0 0 0 0 1 0 0 0 1 0 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTG........................................................................................... 21 0 1 23.00 23 1 1 2 3 0 0 0 0 0 0 0 0 1 0 1 4 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTTGT...................................................................................... 26 0 1 21.00 21 0 0 0 0 0 0 0 2 0 1 0 2 0 1 0 0 0 0 0 0 1 0 1 0 0 1 0 0 1 0 0 0 0 1 0 0 4 0 0 0 0 1 3 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CATTTCCAAAACACTACAG.................................................. 19 0 1 19.00 19 16 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGA................................................. 23 1 1 18.00 18 6 1 4 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTTG....................................................................................... 25 0 1 15.00 15 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 2 0 0 0 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAA.................................................. 22 1 1 15.00 15 6 3 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTCACATTTCCAAAACACTACAG.................................................. 23 0 1 14.00 14 8 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ACATTTCCAAAACACTACA................................................... 19 0 1 12.00 12 6 0 1 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGGT......................................................................................... 22 0 1 10.00 10 1 0 1 1 0 1 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAC.................................................. 22 1 1 10.00 10 3 2 1 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ACATTTCCAAAACACTACAGT................................................. 21 1 1 9.00 9 4 0 0 1 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGG.......................................................................................... 21 0 1 8.00 8 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAT.................................................. 22 1 1 7.00 7 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTA..................................................... 19 0 1 7.00 7 3 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTT........................................................................................ 24 0 1 7.00 7 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTCC....................................................................................... 25 2 1 6.00 6 0 0 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACT...................................................... 18 0 1 5.00 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACAGA................................................. 22 1 1 5.00 5 2 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGGTC........................................................................................ 23 1 1 5.00 5 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTCACATTTCCAAAACACTACA................................................... 22 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTAA....................................................................................... 25 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGTTCCAAGTGAACCACTCACATT................................................................. 25 0 1 3.00 3 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGC................................................. 23 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGTTCCAAGTGAACCACTCACATTTCC.............................................................. 28 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAAA................................................. 23 2 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTGCTTTGGTAATTTTGGTT........................................................................................ 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTTGTTC.................................................................................... 28 0 1 3.00 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TGTTCCAAGTGAACCACTCACATTTCC.............................................................. 27 0 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTGCTTTGGTAATTTTGGTTG....................................................................................... 23 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGGTT........................................................................................ 23 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGTTCCAAGTGAACCACTCACAT.................................................................. 24 0 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTA........................................................................................ 24 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTTGTT..................................................................................... 27 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CATTTCCAAAACACTACA................................................... 18 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGTC................................................ 24 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGTTCCAAGTGAACCACTC...................................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TGTTCCAAGTGAACCACTCACATTT................................................................ 25 0 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................GACTTATCTCGGAGGGATT..................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TGTTCCAAGTGAACCACTCACATTTC............................................................... 26 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................TTGGTAATTTTGGTTGTTCCAAGTGA............................................................................. 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTTT....................................................................................... 25 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTT............................................................................................ 20 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CATTTCCAAAACACTACAGT................................................. 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTAAA...................................................................................... 26 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTAC.................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACATT................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ACATTTCCAAAACACTACAGTC................................................ 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................GATGACATGGGTCAGGCGCTGCTCAAT................................................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......GTGGCCAGTCACAGTCTGATG....................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGCTTTGGTAATTTTGGTTGTT..................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGTGCTTTGGTAATTTTGGTT........................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGCGA............................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGGTCT....................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................GACGACTTATCTCGGAGGGA....................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACC................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTGTTCCAAGTGAACCACT....................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGAAA............................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGT.......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGG................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTT............................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACTCACATTTCCAAAACA........................................................ 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACTCACATTTCCAAAACACTACAG.................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTGCTTTGGTAATTTTGGTTAA...................................................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACAA.................................................. 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TGTTCCAAGTGAACCACTCACA................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGCTTTGGTAATTTTGGTAA....................................................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................GACTTATCTCGGAGGGATTGACGGAGAC............ 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACTCACATTTCCAAAACACT...................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTACAGAA................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTTTGGTTGTTCCAAGTGAACC.......................................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTGCTTTGGTAATTTTGG.......................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACT................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................TGGGTCAGGCGCTGCTCA.................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....AGTGGCCAGTCACAGTCTGATGAC..................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTT........................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CACATTTCCAAAACACTAA.................................................... 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTGCTTTGGTAATTTTGGT......................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCACATTTCCAAAACACTACAGGCA............................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGCTTTGGTAATTTTGC.......................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCCAAAACACTACAT.................................................. 18 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................CTTTGGTAATTTTGGTCC....................................................................................... 18 2 10 0.10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CCTTGTCACCGGTCAGTGTCAGACTACTGTACCCAGTCCGCGACGAGTTACATTCACGAAACCATTAAAACCAACAAGGTTCACTTGGTGAGTGTAAAGGTTTTGTGATGTCGAGAAAGCTGCTGAATAGAGCCTCCCTAACTGCCTCTGTTAACTCTACGT
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:12453781-

12453942 +
dvi_16654 GGAACAGTGG-----------------------CCAGTCACAGTCTGATGACATGGGTCAGGCGCTGCTCAATGTAAGTGCTT------------------------------------------------------------TGGTAATTTTGGTTGTTC-CAAGTGAACCACTCACA-----TTTCCAAAACACTACAGCTCTTTCGACGACTTATCTCGGAGGGATTGACGGAGACAATTGAGATGCA

droMoj3 scaffold_6540:29363572-
29363751 -

dmo_212 GG-----TGGCGAGGAATTACTCGTCCTGGAGCCCAACCGCAATTTGATGACATGGGTCAGACACTACTCAATGTAAGTGCTT------------------------------------------------------------TGGTAATTTTGGTCGGTC-CTATTGAACCACTCACA-----TTTCCAAAACACTACAGCTCTTTCGACGACTCATCTCGGAGGGATTGACGGACACCATTGAGTTGCA

droGri2 scaffold_14830:672691-672842
-

dgr_111 CA----------------------------------GGCACAGCTGGAGGACATGGGACAGACACTGCGCAATGTAAGTGCTT------------------------------------------------------------TGGCAATTTCGGTCGTTCTCCAGCGAACCACTCACA-----TTTCCAAAACACTGCAGCTTTTCAGGCGGCTCAACTCGGAAGGACTAACGGAGACGATCGAGCTGCA

droWil2 scf2_1100000004921:3101070-
3101203 +

CG---------------------------------------------AGGATATGGGTCAGACGTTGCGTAATGTCAGTGAGA----------------CAAATTAA-T-------GGGT--TTTT-----------------GAGTAATTTTAA---------------------TGA-----T---TATTTAAATACAGCTTTTCAGACGCCTAACTTCCGAGGGACTAACGGATTCAATTGAGATGCA

dp5 2:42008-42147 - CG---------------------------------------------ACGACATGGGACAGACGCTGCGGAATGTGAGTGATATTTG--------------------AAGATTAGTGTCCAATCTCTATTAATTCCAA--------------------------------------CTT-----TT---TTTGAATTTAAGCTCTTTCGACGCCTCACTTCTGAAGGATTAACCGACCTAATTGAGATCCA
droPer2 scaffold_7:2832406-2832545 - CG---------------------------------------------ACGACATGGGACAGACGCTGCGGAATGTGAGTTATATTTG--------------------AAGATTAGTGTCCAATCTCTATTAATTCCAA--------------------------------------CTT-----TT---TTTGAATTTAAGCTCTTTCGACGCCTCACTTCTGAAGGATTAACCGACCTAATTGAGATCCA
droAna3 scaffold_13340:14472521-

14472649 +
GG------------------------------------------------AAATGGGTCAGACTTTAAGAAATGTAAGAAATACTA---------TTA--------T-T-----------------TA----------------------------------TTACTTAAAAACATATA-----ATGACTTGTTATGGCAGCTTTTCAGGCGCCTCTCCTCCGAGGGATTGACGGATCTCATTGAGATGCA

droBip1 scf7180000395971:697068-
697193 -

GG------------------------------------------------AAATGGGACAGACCTTAAGAAATGTAAGTAATA----------------TTAACTAA-A--------------TT------------------TTGTAATC-----------------------ATATT-----ATGACGTTTTGTGGCAGCTTTTCAGGCGCCTCTCCTCTGAGGGATTGACGGATCTCATTGAGATGCA

droKik1 scf7180000301923:202882-
203004 +

AG-------------------------------------------------------------------GAATGTGAGTGGAGTTGGGAAGACACTTA--TAAATCA-C--------------TT------------------TTATAATTTTAT---------------------GTT-----TTTCTTTACATTTGCAGTTGTTTAGACGCCTCTCCTCCGAGGGCTTGACGGACCTCATTGAGATGCA

droFic1 scf7180000454106:2111216-
2111349 +

GG------------------------------------------------AAATGGGACAGACCCTCAGGAATGTGAGTAATT----------------GTGCTTAA-AGTTTT-----------GTATAGATTCAAC------------------------------------ATTTA-----ATAACATTCATTTGCAGCTTTTCAGGCGTCTTAGCTCTGAGGGACTGACCGATCTCATTGAAACGCA

droEle1 scf7180000491194:220511-
220565 -

T----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GCAGCTTTTCAGACGCCTTAGCTCTGAGGGATTGACGGACCTTATAGAGATGCA

droRho1 scf7180000779488:280688-
280828 -

CG---------------------------------------------AGGAGATGGGGCAGACGCTGAGGAATGTGAGTATAAGT--------------TTCTTTA-AAGTTTAA-------GCTATAT--TTTTTAA--------------------------------------TTTTT---ACAATATCCATTTACAGCTTTTTAGACGCCTAAGCTCTGAGGGATTGACGGATCTCATTGAGATGCA

droBia1 scf7180000302402:7801030-
7801179 -

GGA----------------------------ACAGTGCCGCAGTTTGAGGAGATGGGGCAGACCCTGAGGAATGTAAGTAGAT----------------ATTCTTTT-C-------------TT-------------------TTGAAATTCTGT---------------------ATA--CT-TATGCATTTATTTGCAGCTCTTTAGGCGACTGAGCTCTGAGGGATTAACGGATCTAATTGAAATGCA

droTak1 scf7180000415364:57343-57397
+

T----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GCAGCTGTTTAGACGCCTAATCTCTGAGGGTTTGACAAATCTAAATGAGATGCA

droEug1 scf7180000407340:34249-34403
+

GGA----------------------------GCTACGCCACAGTACGAAGAGATGGGACAAACTCTGAGGAATGTGAGTAGAT----------------TTGGTTGT-TTTTTA-----------ATATGAATTT-----------------TGT---------------------TTA--ATTTTGCCATTCACTTACAGCTTTTCAGGCGCCTAAGCTCTGAGGGATTAACGGATCTTATTGAAATGCA

dm3 chr3R:5068719-5068851 - CG---------------------------------------------AGGAGATGGGACAGACCTTGCGTAATGTATGTGGAT----------------TAGATCAA-A-------------ATTGTATAAATTGTAA--------------------------------------ATT-----GTTCCTTTAACGTGCAGCTCTTTAGACGCTTAAGCTCTGAGGGATTAACGGATCTAATTGAGATGCA

droSim2 3r:15944747-15944882 + dsi_1222 CG---------------------------------------------AGGAGATGGGACAGACTCTGCGTAATGTAAGTGGAT----------------TAGATCAA-A-------------ATTGTATAAATGGTAAATTGTTGGTA----------------------------------------ATTTAACTTGCAGCTCTTTAGACGCCTAAGCTCTGAGGGTTTAACGGATCTCATTGAGATGCA
droSec2 scaffold_0:16813376-16813508

+
CG---------------------------------------------AGGAGATGGGACAGACCCTGCGTAATGTAAGTGGAT----------------TGGATCAA-A-------------ATTGTATAAATGGTAA--------------------------------------ATT-----GTTCCCTTAACTTGCAGCTCTTTAGACGCCTAAGCTCTGAGGGTTTAACGGATCTCATTGAGATGCA

droYak3 3R:9121139-9121295 - GGA----------------------------ACTCTGCCGCAGTACGAGGAGATGGGACAGACCCTGCGGAATGTAAGTGTAACTTT---------AATGTAATTAA-A-------------GTCATATGAATTGTAA--------------------------------------TTT-----ATTCCCTCAACTTGAAGCTTTTTAGACGCCTAAGCTCTGAGGGCCTAACGGATCTCATTGAGATGCA
droEre2 scaffold_4770:16531455-

16531604 +
GGA----------------------------ACTCTGCCGCAGTACGAGGAGATGGGACAGACCCTGCGCAATGTAAGCGGAT----------------TAAACTAG-A-------------GCTATATGCCCTCTAA--------------------------------------TTT-----GTACCCTTAACTTGCAGCTTTTTAGACGCCTTAGCTCCGAGGGCTTAACGGATCTCATTGAGATGCA
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scaffold_12970:9426640-9426709 +
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TTATCTCTATATCGGATTCATTAAAACCCAACACGATTGGTCAACGTTTATGACACACTTGATCAGCATGCGATTATAATTTCCATACAATCCTCGCATTGTTGAACAAGTAAGTCATAGACATTACCAACTAAGAATTTCAAAAGGGACACTCGAATCTGAGAACTCTT
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Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V116

male
body

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060673

9_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060664

9_males_carcasses_total

V053

head

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060676

9xArg_ovaries_total
SRR2096059

Ovary_Min_164

SRR060677

Argx9_ovaries_total

SRR060665

9_females_carcasses_total
SRR2096056

Ovary_Min_46

SRR060685

9xArg_0-
2h_embryos_total

M028

head

SRR060687

9_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total
SRR2096058

Ovary_Min_98

SRR060668

160x9_males_carcasses_total
SRR2096055

Ovary_Min_43

M027

male
body

SRR060667

160_females_carcasses_total

SRR060656

9x160_ovaries_total
SRR2096060

Ovary_Min_193

SRR060681

Argx9_testes_total

SRR060654

160x9_ovaries_total

SRR060655

9x160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060689

160x9_testes_total
SRR2096057

Ovary_Min_50

V047

embryo

M061

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060666

160_males_carcasses_total

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR060683

160_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060657

140_testes_total

SRR1106729

mixed
whole
adult body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106730

embryo_16-
30h

SRR1106722

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR1106721

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

..................................................TGACACACTTGATCAGCATGCG.................................................................................................. 22 0 1 3734.00 3734 686 318 326 251 220 80 170 130 121 130 144 79 101 90 69 80 57 47 61 32 74 23 46 0 26 36 0 43 27 1 47 45 36 35 2 11 17 17 14 7 0 2 1 4 0 7 4 7 1 2 1 1 2 1 1 0 0 0 0 0 0 1 0

................................................................................................CATTGTTGAACAAGTAAGTCAT.................................................... 22 0 1 335.00 335 10 8 25 38 15 18 12 15 4 10 10 15 14 14 3 12 8 4 2 0 0 10 1 7 1 0 7 7 0 24 2 2 5 3 14 2 2 0 0 3 3 0 0 0 1 1 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGC................................................................................................... 21 0 1 254.00 254 69 11 29 18 3 10 12 7 11 2 9 10 12 5 1 5 8 0 5 0 8 4 1 0 0 2 0 2 0 0 0 1 3 2 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATA................................................... 23 0 1 197.00 197 34 10 11 4 6 0 7 5 1 4 2 1 2 4 25 7 0 15 0 1 0 0 7 0 14 0 2 1 10 3 2 1 0 0 1 6 2 1 1 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1

......................................................ACACTTGATCAGCATGCGATT............................................................................................... 21 0 1 176.00 176 33 24 6 11 5 3 4 6 9 7 1 16 5 1 1 2 7 6 0 2 3 2 3 0 2 1 0 0 4 0 1 0 1 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 1 2 1 1 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTA.............................................................................................. 22 0 1 149.00 149 22 12 6 9 2 5 1 2 5 8 0 3 2 0 19 0 2 11 0 6 0 0 4 0 7 4 0 1 7 0 0 2 0 0 0 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0

..................................................TGACACACTTGATCAGCATGCGT................................................................................................. 23 1 1 144.00 144 20 20 11 12 7 8 2 8 2 5 3 5 0 4 4 3 4 2 2 2 2 1 0 0 0 6 0 0 2 0 3 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATG.................................................................................................... 20 0 1 117.00 117 9 7 7 14 3 1 0 2 5 2 3 2 17 2 5 0 2 3 1 16 1 0 3 0 0 8 0 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATC................................................... 23 1 1 76.00 76 7 4 7 8 4 0 0 1 0 9 1 1 5 1 1 0 0 1 0 8 0 3 1 1 0 0 0 0 0 2 0 3 0 0 3 2 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCGA................................................................................................. 23 0 1 61.00 61 7 2 1 1 1 1 0 1 0 0 5 0 0 1 0 1 0 1 9 0 4 1 0 0 2 0 0 0 0 0 2 0 2 2 0 0 3 0 7 1 0 0 0 2 0 0 1 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0

...................................................GACACACTTGATCAGCATGCG.................................................................................................. 21 0 1 38.00 38 33 0 1 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCA..................................................... 21 0 1 35.00 35 4 5 2 2 1 2 1 0 1 2 0 0 2 4 0 0 0 1 1 0 0 2 0 0 0 0 1 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGAT................................................................................................ 20 0 1 26.00 26 1 5 1 2 0 0 0 0 1 1 0 0 0 0 0 0 1 4 0 1 0 1 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCTCGCATTGTTGAACAAGTAAG........................................................ 23 0 1 20.00 20 1 0 1 0 0 0 0 0 1 0 0 0 0 0 2 0 0 4 0 2 0 0 0 0 2 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATAA.................................................. 24 1 1 19.00 19 0 0 1 0 1 0 1 2 0 0 3 0 0 0 1 1 0 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATT................................................... 23 1 1 19.00 19 3 0 3 1 0 0 0 1 0 0 1 1 1 0 0 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

............................................................................................CTCGCATTGTTGAACAAGTAAGT....................................................... 23 0 1 15.00 15 2 1 0 0 0 0 0 0 0 0 0 0 0 0 4 0 1 2 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTAA............................................................................................. 23 1 1 15.00 15 0 0 1 1 1 0 1 1 1 0 0 0 0 1 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCAT..................................................................................................... 19 0 1 15.00 15 2 0 1 4 0 0 0 0 1 2 0 0 2 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCGCATTGTTGAACAAGTAAG........................................................ 22 0 1 12.00 12 0 1 1 0 0 1 0 0 0 0 0 1 0 0 1 0 0 2 0 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTAT............................................................................................. 23 0 1 11.00 11 4 1 0 0 2 0 0 0 0 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGTTGAACAAGTAAGTCAT.................................................... 21 0 1 9.00 9 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTC...................................................... 20 0 1 8.00 8 1 0 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TTGAACAAGTAAGTCATAGACA............................................... 22 0 1 8.00 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 3 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGTTGAACAAGTAAGTCATA................................................... 22 0 1 7.00 7 1 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ACACACTTGATCAGCATGCGAT................................................................................................ 22 0 1 7.00 7 0 1 0 0 0 0 0 0 1 2 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGT................................................................................................... 21 1 1 6.00 6 0 1 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGACACACTTGATCAGCATGCG.................................................................................................. 23 0 1 6.00 6 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCC.................................................................................................. 22 1 1 5.00 5 1 1 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCACT................................................... 23 2 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATAT.................................................. 24 1 1 4.00 4 0 0 0 2 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCAA.................................................... 22 1 1 4.00 4 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATAG.................................................. 24 0 1 4.00 4 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CACTTGATCAGCATGCGATTA.............................................................................................. 21 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGTTGAACAAGTAAGTCA..................................................... 20 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CACTTGATCAGCATGCGATT............................................................................................... 20 0 1 4.00 4 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCT.................................................................................................. 22 1 1 4.00 4 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GACACACTTGATCAGCATGC................................................................................................... 20 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGACACACTTGATCAGCATGC................................................................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATA............................................................................................... 21 1 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATA.................................................................................................... 20 1 1 3.00 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTT.............................................................................................. 22 1 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGA................................................................................................. 19 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ACACACTTGATCAGCATGCG.................................................................................................. 20 0 1 3.00 3 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATC............................................................................................... 21 1 1 3.00 3 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATCT.................................................. 24 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGTCATCC.................................................. 24 2 1 3.00 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTC.............................................................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATTGTTGAACAAGTAAGT....................................................... 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCG.................................................................................................. 18 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................ATTATAATTTCCATACAATCCTCG.......................................................................... 24 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TTGAACAAGTAAGTCATAGAC................................................ 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCGAA................................................................................................ 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCGAAA............................................................................................... 25 2 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TTGAACAAGTAAGTCATAGACT............................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCGC................................................................................................. 23 1 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GACACACTTGATCAGCATGCGT................................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GACACACTTGATCAGCATGCGATT............................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTATCC........................................................................................... 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AATCCTCGCATTGTTGAACAA............................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCTT................................................................................................. 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGAT.................................................................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCGCATTGTTGAACAAGTAA......................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTATT............................................................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGACACACTTGATCAGCATGCGATT............................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCA...................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

...........................................................................................CCTCGCATTGTTGAACAAGT........................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTGA............................................................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCTCGCATTGTTGAACAAGTG.......................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................ACTTGATCAGCATGCGATT............................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTATAAAA......................................................................................... 27 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ACACACTTGATCAGCATGCGATT............................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................ACTTGATCAGCATGCGATTA.............................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ACACACTTGATCAGCATGCGA................................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTATC............................................................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCTCGCATTGTTGAACAAGTAAGT....................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

...................................................GACACACTTGATCAGCATG.................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCGCATTGTTGAACAAGTAAGTCT..................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGA................................................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................ACACGATTGGTCAACGTTTA........................................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGGC.................................................................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCTCGCATTGTTGAACAAGTA.......................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ACACACTTGATCAGCATGCGAC................................................................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCGCATTGTTGAACAAGTAAGTCAA.................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GTTGAACAAGTAAGTCAT.................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGCGATA............................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGTTGAACAAGTAAGTCATAA.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GACACACTTGATCAGCATGCGA................................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CACTTGATCAGCATGCGATTAT............................................................................................. 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTG.............................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCGCATTGTTGAACAAGTAAGT....................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACACTTGATCAGCATGCGATTATA............................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGACACACTTGATCAGCATGTA.................................................................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AATAGAGATATAGCCTAAGTAATTTTGGGTTGTGCTAACCAGTTGCAAATACTGTGTGAACTAGTCGTACGCTAATATTAAAGGTATGTTAGGAGCGTAACAACTTGTTCATTCAGTATCTGTAATGGTTGATTCTTAAAGTTTTCCCTGTGAGCTTAGACTCTTGAGAA 

*************************************.(((((.((.(((((((((..(((((.(((((((((((....................))))).)))))).)))))..))))))))).)))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060659

Argentina_testes_total

M047

female
body

SRR2096058

Ovary_Min_98

SRR060657

140_testes_total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

V047

embryo

V053

head

M028

head

............................................................................................GAGCGTAACAACTTGTTCATTCA....................................................... 23 0 1 484.00 484 210 121 75 55 1 0 16 0 4 0 0 1 0 0 1 0 0 0 0 0 0 0

..............................................................................................GCGTAACAACTTGTTCATTCA....................................................... 21 0 1 205.00 205 84 58 19 25 12 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AGCGTAACAACTTGTTCATTCA....................................................... 22 0 1 144.00 144 43 35 19 15 15 3 2 2 8 0 1 0 0 0 0 1 0 0 0 0 0 0

.................................................TACTGTGTGAACTAGTCGTAC.................................................................................................... 21 0 1 21.00 21 12 4 2 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0

............................................................................................AAGCGTAACAACTTGTTCATTCA....................................................... 23 1 1 20.00 20 6 6 2 2 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GCGTAACAACTTGTTCATTCAGT..................................................... 23 0 1 18.00 18 10 3 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AGCGTAACAACTTGTTCATTCAG...................................................... 23 0 1 16.00 16 7 3 1 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GGAGCGTAACAACTTGTTCAT.......................................................... 21 0 1 13.00 13 5 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GGAGCGTAACAACTTGTTCATTCA....................................................... 24 0 1 12.00 12 8 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGTGTGAACTAGTCGTACGC.................................................................................................. 22 0 1 7.00 7 1 2 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTGAACTAGTCGTACGCTAAT.............................................................................................. 22 0 1 6.00 6 2 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AGAGCGTAACAACTTGTTCATTCA....................................................... 24 1 1 5.00 5 0 1 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TGCGTAACAACTTGTTCATTCA....................................................... 22 1 1 5.00 5 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTGTGAACTAGTCGTACGCT................................................................................................. 21 0 1 4.00 4 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAGCGTAACAACTTGTTCATTCA....................................................... 23 1 1 4.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAGCGTAACAACTTGTTCATTCA....................................................... 24 1 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTACTGTGTGAACTAGTCGTAC.................................................................................................... 22 1 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTGTGAACTAGTCGTACGCTA................................................................................................ 22 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AAAGCGTAACAACTTGTTCATTCA....................................................... 24 2 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAGGAGCGTAACAACTTGTTCAT.......................................................... 23 0 1 3.00 3 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GCGTAACAACTTGTTCATTCAG...................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAGCGTAACAACTTGTTCATTC........................................................ 22 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GTATCTGTAATGGTTGATTC................................... 20 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTACTGTGTGAACTAGTCGTAC.................................................................................................... 22 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTGTGTGAACTAGTCGTAC.................................................................................................... 20 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTACTGTGTGAACTAGTCGTACG................................................................................................... 23 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CGTAACAACTTGTTCATTCA....................................................... 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAGCGTAACAACTTGTTCATT......................................................... 21 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGGAGCGTAACAACTTGTTCAT.......................................................... 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................CGCTAATATTAAAGGTATGTT................................................................................ 21 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTTACTGTGTGAACTAGTCGTA..................................................................................................... 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................CGTACGCTAATATTAAAGGTATGTTA............................................................................... 26 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CGCGTAACAACTTGTTCATTCA....................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CACTGTGTGAACTAGTCGTAC.................................................................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTGAACTAGTCGTACGCT................................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TAAGCGTAACAACTTGTTCATTCA....................................................... 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GTATCTGTAATGGTTGATTCT.................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

....................................................CCTGTGAACTAGTCGTACGCTA................................................................................................ 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GTATCTGTAATGGTTGATT.................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAGCGTAACAACTTGTTCAT.......................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGTGAACTAGTCGTACGCTA................................................................................................ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TACTGTGTGAACTAGTCGTA..................................................................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGTGTGAACTAGTCGTACGCT................................................................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGGAGCGTAACAACTTGTTCATT......................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGTGTGAACTAGTCGTACGC.................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTTACTGTGTGAACTAGTCGTAC.................................................................................................... 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AGCGTAACAACTTGTTCATTC........................................................ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCGTAACAACTTGTTCATTCAG...................................................... 24 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTGAACTAGTCGTACGCTAAT.............................................................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CCTAGGAGCGTAACAACTTGTTCAT.......................................................... 25 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................AACTAGTCGTACGCTAATATTAAAGGT..................................................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTGGAGCGTAACAACTTGTTCATTCA....................................................... 26 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AATGTGAACTAGTCGTACGCTA................................................................................................ 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TACTGTGTGAACTAGTCGTACG................................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AGCGTAACAACTTGTTCATTCAGT..................................................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAGGAGCGTAACAACTTGTTCATTCA....................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAGGAGCGTAACAACTTGTTCAT.......................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GGAGCGTAACAACTTGTTCATTC........................................................ 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9426590-

9426759 +
dvi_51 TTAT-CTCTATATCGGATTCATTAAAACCCAACACGATTGGTCAACGTTTATGACACACTTGATCAGCATGCGATTATAATTTCCATACAATCCTCGCATTGTTGAACAAGTAAGTCATAGACATTACCAACTAAGAATTTCAAAAGGGACACTCGAATCTGAGAACTCTT

droMoj3 scaffold_6541:118940-
118953 -

ATAGACTCGATATC-------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 09:13 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9426590-9426759
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:9426590-9426759
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_51.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6541:118940-118953


ID:

dvi_237

Coordinate:

scaffold_12928:578030-578088 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16739-in]

Repeatable elements

Name Class Family Strand

ROO_I-int LTR Pao +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GCAGCAACAACAACAGCAATTGGCAGGTGCAACAAGCGCAGCAACAAATTGTAATTATATATATATATATGTATCAATTTGTATATGTATATGCATATATTGTTATAGGTCTAAAGTGAAGCTTTTTCGCAGTGGAGAAAAAATATATAGAAAATAATA

***********************************((...((......(((((((.((((((((((((((((((......))))))))))))..)))))).))))))).......))...)).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060667

160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

SRR060665

9_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

V053

head

SRR060682

9x140_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total
SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060673

9_ovaries_total

SRR060689

160x9_testes_total

SRR060688

160_ovaries_total

SRR060656

9x160_ovaries_total
SRR2096060

Ovary_Min_193

SRR060654

160x9_ovaries_total

SRR060683

160_testes_total

V047

embryo

M061

embryo
SRR2096057

Ovary_Min_50

M028

head

SRR060670

9_testes_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V116

male
body

SRR060655

9x160_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

.....................................................................................TGTATATGCATATATTGTTATAG................................................... 23 0 1 2386.00 2386 200 270 202 168 123 138 114 72 106 108 101 64 93 64 67 30 26 66 43 39 47 45 18 44 25 18 11 11 9 5 6 8 4 7 4 6 3 3 4 4 3 2 1 0 1 1 1 1 0

.....................................................................................TGTATATGCATATATTGTTAT..................................................... 21 0 1 693.00 693 136 30 18 2 64 12 12 57 17 22 21 39 18 46 7 51 37 0 23 20 1 4 30 2 12 0 0 1 1 1 4 0 0 0 0 1 0 0 0 1 1 0 1 1 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATAGT.................................................. 22 1 1 164.00 164 3 22 29 11 3 12 11 3 9 3 2 1 0 4 9 1 2 2 0 0 0 5 0 2 1 3 4 1 1 4 2 1 7 2 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATA.................................................... 22 0 1 78.00 78 49 3 0 3 4 0 9 1 0 0 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGT.................................................. 24 1 1 64.00 64 3 11 9 8 0 6 4 0 0 0 2 0 2 2 2 1 1 1 0 0 1 0 0 0 0 0 2 0 3 2 1 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTATAG................................................... 22 0 1 57.00 57 17 7 1 4 4 3 3 0 3 1 2 1 3 1 0 1 0 2 0 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAT................................................... 23 1 1 25.00 25 0 0 0 1 2 0 1 6 0 0 0 4 0 2 0 1 1 0 3 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTAT..................................................... 20 0 1 23.00 23 22 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATAG................................................... 21 0 1 21.00 21 4 0 4 0 1 4 0 0 0 1 0 0 1 1 0 1 1 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTA...................................................... 20 0 1 16.00 16 7 1 1 0 1 0 2 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGA.................................................. 24 1 1 15.00 15 6 1 0 4 0 0 1 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATTATATATATATATATGT....................................................................................... 22 0 1 12.00 12 0 2 1 3 1 0 0 0 1 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATTATATATATATATATGTA...................................................................................... 23 0 1 12.00 12 0 0 1 3 1 0 3 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTATAGT.................................................. 23 1 1 10.00 10 0 0 0 2 0 0 0 0 1 0 0 0 1 0 0 0 0 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAA................................................... 23 1 1 10.00 10 1 2 0 2 0 0 1 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTT....................................................... 19 0 2 10.00 20 2 1 1 0 1 2 0 0 0 0 0 1 0 0 0 2 3 1 0 0 0 0 1 0 0 0 0 0 0 1 1 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................GTAATTATATATATATATATG........................................................................................ 21 0 1 9.00 9 0 0 2 0 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATGCATATATTGTTATAG................................................... 19 0 1 8.00 8 1 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATC.................................................... 22 1 1 7.00 7 2 0 0 0 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATCC................................................... 23 2 1 6.00 6 4 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTATA.................................................... 21 0 1 5.00 5 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCATATATTGTTATAG................................................... 17 0 1 3.00 3 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTATAGA.................................................. 23 1 1 3.00 3 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATAGA.................................................. 22 1 1 3.00 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGTC................................................. 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTAT..................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATA.................................................... 20 0 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATAGTC................................................. 23 2 2 1.50 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTATATGCATATATTGTTATAA................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATATGCATATATTGTTATA.................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATC.................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGC.................................................. 24 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GTGAAGCTTTTTCGCAGTGGAGA..................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCAATTTGTATATGTATATGCATATAT........................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...GCAACAACAACAGCAATTGGC....................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCAATTTGTATATGTATATGC................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGAA................................................. 25 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATGCATATATTGTTATAGA.................................................. 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................GTTATAGGTCTAAAGTGAAGC..................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............ACAGCAATTGGCAGGTGCAACAAGCG......................................................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................ATTGGCAGGTGCAACAAGC.......................................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATTATATATATATATATGTAA..................................................................................... 24 1 5 0.60 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTAG..................................................... 21 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATATGCATATATTGTTATAGT.................................................. 21 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAAA.................................................. 24 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGT........................................................ 18 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCATATATTGTTATAGT.................................................. 18 1 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAGAAA................................................ 26 3 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATATT.................................................. 24 2 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATAGTAA................................................ 24 3 7 0.29 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTG......................................................... 17 0 4 0.25 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATACT.................................................. 22 2 4 0.25 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.CAGCAACAACAACAGCAATT.......................................................................................................................................... 20 0 5 0.20 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGTATATGCATATATTGTTATAAAA................................................. 25 3 5 0.20 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAATTATATATATATATATGT....................................................................................... 21 0 11 0.18 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATTATATATATATATAT......................................................................................... 20 0 11 0.18 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATGCATATATTGTTATATT.................................................. 22 2 17 0.18 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAATTATATATATATATATG........................................................................................ 20 0 13 0.08 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATTATATATATATATATGT....................................................................................... 19 0 20 0.05 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGTCGTTGTTGTTGTCGTTAACCGTCCACGTTGTTCGCGTCGTTGTTTAACATTAATATATATATATATACATAGTTAAACATATACATATACGTATATAACAATATCCAGATTTCACTTCGAAAAAGCGTCACCTCTTTTTTATATATCTTTTATTAT

************************************((...((......(((((((.((((((((((((((((((......))))))))))))..)))))).))))))).......))...)).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060656

9x160_ovaries_total

SRR060674

9x140_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

M028

head
SRR2096013

Ovary_Strain_9_oxidized
...............CGTTAACCGTCCACGTTGTTC........................................................................................................................... 21 0 1 1.00 1 0 1 0 0 0
..............................................................................................................................AGCGTCACCTCTTTTTTATAT............ 21 0 1 1.00 1 1 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:577980-

578138 +
dvi_237 GCAGCAACAACAA-CAGCAATTGG--CAGGTGCAACA-------------------------------AGCGCAGCAA------------------------------CAA--AT----------TG----TAATTATATA-----------------------T----ATATATATGTAT-------------C-AATTTGT-------------A----------------------TAT-------------------------------------------------------------------------GTATATGCATATATTGTTATA---------------------------------------------------GGTC-TAAAGTGAAG--------------------------------------------------------------------------------------CTTTT-TCGCAGTGGAGAAAAAAT-A-----TA---------------------------------TAG--AAAATAATA

droMoj3 scaffold_6500:10798668-
10798820 +

ATATCTAAAACAAATAGCAAAAGCTGT---TGCAA----------------------------------------------AAG---GC--------------------GAAA-TGAAAATTTA--------------A---------------------------------GATATA---TATAC-----------------ATCAA-----------------TATACCTACATA----------TATATATATATATATGTG---------------------------------------T-------------------------G------TCAATTGCCAAAACTTGTGGCGA------------------------------------------------------------------------------------------------------------------------------------------TTCCGA--AC-AAATT-----CAAC-------------------------------TAGA-TAAATCAAA

droGri2 scaffold_14853:1518302-
1518462 -

ACAGCAACAAGAG-CAACAAGAGCAA-------------------------------------------------CAACAGCGAGCA-------------CAA----------GC----------TG----TGTGTAAATTAATTTATGTGCGG----------------------------------------C-AATTAAG-----------GCAA--------------------------------------------------------------------TTATCAC--------------------------AAGCATTTTTATTTACACACA-----------------GACAC------------------------------C-----GAAG----CC-----------------------------------------------------------------------------CAGTGGAA-ATGAAGCATCATAAATATAT-----CAAT---------------------------------T--AAAACAATA

droWil2 scf2_1100000004762:1833239-
1833402 -

GCAACAACAACAT-CTTAGCTATTTG------CATCAT-AAAGC----------------------------CATTA------------------------------ACAT--CC----------TA----CAAA-----------------------TATGTCT----TTACATATA------------------------------------TATATT----------------------------------TTATA----------------------------------------------------AATTAAAGATACATTTTCACT--TA------GGCC--------------------------------------------------------------------------------------------------------------AAATGTATAGCAAG---------------AAAACCAT-TCAATACAAATGAAACATAG-----C------------------------------GA--CAA--ACAACAACA

dp5 2:19126282-19126440 - GCAGCAACGGCAT-CAGCAACAGCAA------CATCAG-------------------------------------------GCA---GC--------------------GATCTC----------CA----AGTGCAAT-------------------TGCAGTT----TTGCAGCTG----------------C-A--------------------------------------------------------------------------------TTGCAGGCCGCATCAAGATCAATTATTT-------------------------T------TCA-----------------AACACTAC-------------------G----------------------------------------A--GATACTCCCG------------------------------------------------------------CACCTG------------------------------GCAAACAAAACAGAAAAG--CAC-AGCAAAAACA
droPer2 scaffold_5:2581294-2581473

+
ACAACAAGAGCCA-GG-CACGTGTAGT------ATAC----------------------------------ATACATA---CA-----------------TACATTAACAC---------------------AC----------------A-------AA----CACATATATATATA--------TATATATA------TA------------T-A--------------------TATAT-----------------ATATAT---------------------------------------ATATGGGTATTGTGTGTGTGTT------------------------------------------------------TGCTGTGGGTA-TATGG------GTGGATGGGTCCGC-----------------------------------------------------------------------TTTGT-TTAAAGTAGAGCGTGCGTAT-----T----------------------------------TAT---AAGGCAAA

droAna3 scaffold_13337:10613471-
10613608 -

GCAGCAACAGCAG-CAGCAGTAACAGCGCGTGCGAT---AAAAG----------------------------CTTTT------------------------------GCAA--AC----------TG----CTAC-----------------------TAT---T----TTGA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATCCGATTCGCAT-------------------TTCAAATTTTGTTGTTA----------------------------------------------------------------------------------------------------------------------------------ATTAAGTCGACAGACAGGCAGAAAAAAAAAA--CAA--GAAACAGTG

droBip1 scf7180000396184:4954-5086
-

GCAGCGGCAACAG-CAACAAAATCAG-------------------------------------------------CAGCAATAA---TTAGAAATTAGTC---CTCGGCAA-------------------------------------------------------------------------------------------------GTTT-------CGTTTTTATTTT------TATATATA----------------------------------------------------------------------------------------------------------------AACGCTTGAATTTAGTTTTTGAACTTTA-----------------------------------------------------------------------------------------------------------------------------------TTTAATTTAAAATAAT------------------------A--TATATATAA

droKik1 scf7180000302469:136694-
136842 +

ACAACAACAATAA-CAACAAACGTAAC------ATGC----------------------------ACAGC---AACAACAATAA---GTGAAA--------------------ACAATAAGAGTC----------------ATTTTATGTGC------------------------------------------CA------------AATGCAAAAAGC--------------------------------------------------GTTG------------------C------------------------------A------------------------------------------------------TTTGTTGTTGTTT-TACAGATAAGCA----------------------------------------------------------------------------------------A-ATT-----GTGAAA-AAAAC-----CAAT---------------------------------G--AAAATTACA

droFic1 scf7180000453451:26475-
26624 -

ACAGCAAAAACAA-CAGCAGCTACAGC------ACCA----------------------------ACAGC---AGCAAGACCAG---ATAAGT--------------------CCATTTTAAGT----------------------------------------T--------------------------------------GTTTA-----------------TAGTCATACATA------------------GATAAT---------ATTA------------------T------AA----------------------------T---------------------------------------------------ATTATAAACT-TAAGAACGACCT----------------------------------------------------------------------------------------A-TCTGTTTTTAAAAAAAAA-A----------------------------------------TAA-AGTAAATAAT

droEle1 scf7180000490971:105834-
105983 -

GCAGCAGCAACAG-CAGCAATTGCAAC------AGCA----------------------------GCAGC---AGCAGCAGGAG---GC------------------------------------AG----CGATCATA-------------------AA----T----ACCGGTAAA---TATA------------------GTTAA-----------------TAGGCTTAGGAA---------------------------------------------------------------------------------------AATATTA---------------------------ACACAAAGAAGAAGGGTACAATTTTTCC----------------------------------------------------------------------------------------------------------A-ACTGAGCATAAGA-------------------------------------------------A--AATAAAAAA

droRho1 scf7180000779985:190463-
190606 -

GCAGCAAGCGCAG-CAGCAACAGATG------CATCAGG-C------------------------CAAGC---AGCAACAGG--------------------------------------------------------AGCAACATACACGCAGCAATGGTGCCG----C------------------------CA------------GCGGCAACAATC----------------------------------GTTTAA----------------------------------------------------------------------------------ATCG-----------AATGCTTT-----------------------------------------------------------------------------------------------------------------------------------GAAGCAGGAGAAAAGCATCAGTGCATT---------------------------------G--AGAAAAAGA

droBia1 scf7180000302193:4285337-
4285473 -

GCAGCAACAACAA-CAGCAGCAGCAG------CAACAA-------------------------------ACCCAGAAC---CA-----------------------------------------------------------------------------------------------------------------------------AACG-------CAATCGCTGCTT------AACAAACAACAGCAAATGTTTAATAGTT---------------------------------------T-------------------------C------CTGGGTTCCATGGCTTTTGGAAAACCAC-------------------T----------------------------------------A--GGAAACATT-----------------------------------------------------------------------------------------------------------------------G--CACCTGATA

droTak1 scf7180000415809:674481-
674627 -

ACAGCAACAGCAA-CAACAACAGGTGC---TGGGCCA----------------------------TCAGC---AGCAACATAAA------------------------------CCGAAATATCC----------------AACCTATGCGCAA------------------------TAT-------------C-AGTCGAC-------------A---------------------------------------------------------------------------------------------------------------------------AATGCC--------------------------------------------------------------------------------------------------------------GCAGCTAATGCGG----------------CAGCTGCAGCAGATGCAGTGGATACTCTG-----CAAC---------------------------------A--ACAACAGCA

droEug1 scf7180000409711:4290190-
4290314 -

ACAGCAACAACAA-CAGCAGCAGCAAC---------C-------------------------------AACCCAGAAC---CA-----------------------------------------------------------------------------------------------------------------------------AACT-------CAATCTCTGCTC------AACAAGCAACAGCAAATGTTTAATAGTT---------------------------------------T-------------------------C------TTGGGATCCATGGCTTTTGGCAA--------------------------------------------------------------------------------------------------ACCTAT-------------------------------------------------------------------------------------------AG--CTAACATTG

dm3 chr3R:16923166-16923303 - GCAGCAATAGCAA-CATAAACTGCAC------GCATGTGAAAAGGAGTGCGAGTGTGTAGAAAAAATCAATTGAGAGG---AA-----------------------------------------------------------------------------------------------------------------------------AATT-------------------------------------------------------------------------------------------------------------GCATA----------------------------------------------------TTCGCTGTCGCGGCCGAAACGAAA-A--------------------------------------------------------------------------------------------TAAGTGAAAGAAAATA-A-----TA---------------------------------TAT--ATATTTATA
droSim2 x:8909593-8909776 + GCAGCAACTGCAA-CAGCAACTGCAGC------AG----------------------------------------CAACATCAAGCG-------------CAA-TCAGCAA-------------------------------------------------------------------------------------------------ATTG----------------------------------CATTAAATGA--------CTTTGTATTGCAATTGTTGGCTCTCCCAGTGATATATCTTTGATGTA-------------------------------------------------------------------------------------------------------------------------------TACCATACATATAAGTTTGGATATATAGCGAA---------------CAGCTTTA-TCGGAGCAGAAGACACAAAT-----T----------------------------------GAG--AAAAGTGAA
droSec2 scaffold_0:17275104-

17275298 +
ACAACAGCAACAA-CAAGAACAGAGT-TACTGCAACA----------------------------A---GAACAGCAACAACAACCG-------------C------------------------TGCTAGTAGA-----------------------TA----TATATATATATATA--------TAT-----------------------------------------------------------------------------------------AAAAAACCG---------TACAACATTTATGTAAAACGTACATACATTTTTTGTCGAG----------------------GCAC------------------------------C-----CAAG----CAAAGTA--ATATTTTGCAAAGTAGACTCTTA------------------------------------------------------------GGCGTC------GC-A-----CA---------------------------------CAA--AAAACAACC

droYak3 X:17952646-17952835 + ACAGCAACTGCAG-CAACATCAAGCG------CA--------------------------------------------------------------------A-TCAGCAA-------------------------------------------------------------------------------------------------ATTG----------------------------------CATTAAATGA--------CTTTGTATTGCAATTGTTGGCTCTGCCAGTGATATATCTTTGATGT--------------------------------------------------------------------------------------------------------------------------ACACCATACCATACATATAGGTTTGGATATATAGCGAAAGAGTGAGCGAATCGCAGCTTTA-TCGGAGAGGAAGGCACAAAT-----T----------------------------------GAGA-AAAGTGAAA
droEre2 scaffold_4690:18183991-

18184164 +
GCAGCAACAACGA-CGACATCAGCTA------AGTCAAA-A-------------------------------------------------------------------------CAAGAATTTTCTGTTTATAC----------------A-------AA----CACATATATATATA--------TATAAATA------CA------------T-A--------------------------------------TACAATACAT---------------------------------------A-------------------------C------ACACGTACT--------------------------------------------------------------------------------------------------------------ATATATATTAAGAACTTACAATA----------------------AAATCAAGCCCAT-----C-------------TATAAGCAGAAAAAAAAATTTCAAA-ATGATGTCA

Generated: 09/08/2015 at 08:05 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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CTGGTCATGGGTGTAGCGTTGCTGACGCTGGCACTCTGGGCGTACATTAGGTGGGTATCGGCAACTGAAAACTCAATAACTGAGCTTCCAAACTAATTCTCAATCCATTTGCCATACCCACAGATATAGCGGTGAGTTGAGCGACTTTGGTGGCAAGCTGGACGAATTTGCAA

**************************************************((((((((.(((((.((....((((.....)))).....................)).)))))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060664

9_males_carcasses_total

SRR060681

Argx9_testes_total
SRR2096055

Ovary_Min_43

SRR060679

140x9_testes_total
SRR2096059

Ovary_Min_164

SRR060672

9x160_females_carcasses_total
SRR2096056

Ovary_Min_46

SRR060678

9x140_testes_total

SRR060671

9x160_males_carcasses_total
SRR2096060

Ovary_Min_193

SRR060676

9xArg_ovaries_total

SRR060667

160_females_carcasses_total
SRR2096057

Ovary_Min_50

V053

head

SRR060677

Argx9_ovaries_total
SRR2096058

Ovary_Min_98

V116

male
body

SRR060668

160x9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060669

160x9_females_carcasses_total

M028

head

SRR060666

160_males_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR1106730

embryo_16-
30h

M061

embryo

SRR060686

Argx9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060683

160_testes_total

M027

male
body

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060658

140_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060687

9_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060688

160_ovaries_total

SRR060655

9x160_testes_total

SRR060673

9_ovaries_total

SRR1106722

embryo_10-
12h

SRR1106729

mixed
whole
adult body

SRR060654

160x9_ovaries_total

SRR060657

140_testes_total

SRR060660

Argentina_ovaries_total

SRR1106723

embryo_12-
14h

SRR1106726

embryo_14-
16h

SRR1106725

embryo_14-
16h

GSM1528803

follicle
cells

SRR060656

9x160_ovaries_total

SRR1106724

embryo_12-
14h

SRR1106727

larvae

SRR1106721

embryo_10-
12h

SRR060662

9x160_0-
2h_embryos_total

SRR1106717

embryo_6-
8h

SRR1106720

embryo_8-
10h

SRR060661

160x9_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR060663

160_0-
2h_embryos_total

SRR1106716

embryo_4-
6h

SRR1106728

larvae

.....................................................................................................AATCCATTTGCCATACCCACAG.................................................. 22 0 1 2060.00 2060 487 130 118 39 105 31 83 17 90 82 21 93 57 21 31 68 23 9 56 43 55 56 37 29 12 36 14 27 4 13 19 13 3 7 8 6 5 14 18 9 11 1 5 0 6 3 4 2 11 8 5 2 2 0 1 4 2 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 1 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGT................................................. 23 1 1 811.00 811 47 75 62 12 50 8 43 3 49 43 1 34 38 3 31 36 2 11 24 38 18 18 16 20 1 14 19 10 4 4 10 8 1 0 1 7 1 6 5 1 0 0 2 1 3 8 0 3 2 0 3 3 2 0 0 1 0 0 0 0 1 0 2 2 1 1 1 0 0 0 0 1 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCA.................................................................................................. 25 0 1 650.00 650 11 0 0 110 1 119 1 107 2 0 81 0 1 87 0 0 72 1 0 1 1 2 1 0 20 0 2 3 2 1 0 0 0 1 0 2 7 1 0 0 0 1 3 1 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 1 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACA................................................... 21 0 1 436.00 436 187 22 13 3 12 5 12 3 10 15 1 8 5 0 22 5 2 0 14 8 5 4 12 8 6 3 0 8 2 3 2 2 2 2 4 2 5 0 0 2 1 0 3 0 1 0 4 0 0 2 0 0 0 0 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACT.................................................................................................... 23 0 1 377.00 377 27 3 7 21 6 12 2 16 2 0 24 3 4 14 5 4 22 35 0 2 2 3 0 2 3 3 5 5 14 8 1 0 10 3 4 5 1 0 0 6 8 16 5 14 1 0 5 3 1 4 1 1 1 4 1 1 6 5 2 3 2 0 1 2 1 1 1 1 0 0 0 1 0 1 0

..................................................GTGGGTATCGGCAACTGAAAACTC................................................................................................... 24 0 1 214.00 214 2 0 3 22 1 31 3 39 3 1 30 1 3 13 2 0 16 8 0 1 0 1 0 1 7 0 0 0 2 0 0 0 0 0 0 2 3 0 1 0 0 5 0 1 1 2 2 0 0 0 1 0 0 0 1 0 1 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGT................................................. 21 1 1 139.00 139 14 9 16 1 11 2 4 0 7 4 0 2 9 0 7 10 1 1 5 3 2 2 4 4 0 4 0 1 1 0 1 1 0 0 0 1 0 2 0 1 0 0 0 0 2 1 0 2 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAG.................................................. 21 0 1 133.00 133 75 7 1 0 3 1 4 1 7 1 1 2 5 0 1 5 0 0 3 0 1 3 3 3 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGA................................................. 23 0 1 130.00 130 37 5 1 2 4 1 5 0 4 3 0 4 2 1 3 6 1 0 4 4 2 3 2 1 0 4 15 0 0 0 0 0 1 3 4 0 0 2 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAGT................................................. 22 1 1 124.00 124 21 9 2 2 7 0 3 3 6 0 4 5 9 2 12 1 0 5 1 0 4 1 8 3 0 4 0 0 0 4 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCAC.................................................... 20 0 1 85.00 85 32 8 2 0 3 0 11 0 1 3 0 0 4 0 5 1 0 1 3 2 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAG.................................................. 20 0 1 69.00 69 26 4 8 0 4 1 3 0 2 1 0 0 5 0 2 2 0 0 3 1 2 0 0 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAC.................................................. 22 1 1 52.00 52 23 2 1 0 2 0 0 1 0 3 0 4 1 0 2 1 0 0 0 1 0 2 1 0 0 1 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAA....................................................................................................... 20 0 1 51.00 51 4 0 3 0 3 0 1 0 1 0 0 1 2 0 3 0 1 25 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAA...................................................................................................... 21 0 1 44.00 44 8 0 0 0 0 0 7 0 0 1 0 2 3 0 0 1 0 13 0 4 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAA................................................................................................. 26 0 1 41.00 41 0 0 0 4 0 4 1 0 1 0 0 3 0 0 0 2 0 0 0 0 1 1 2 0 1 0 5 1 0 0 2 5 0 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 1 0 0 1 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAAC..................................................................................................... 22 0 1 37.00 37 3 0 0 1 1 0 0 1 0 0 0 0 1 0 1 1 0 13 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 1 0 0 1 1 0 0 0 0 1 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAAT................................................................................................ 27 0 1 35.00 35 3 0 1 6 1 1 0 4 0 0 5 3 0 1 0 1 0 0 0 0 0 0 1 0 2 0 1 0 0 0 1 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACA................................................... 20 0 1 34.00 34 27 1 0 0 0 0 0 0 0 0 0 1 1 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAA........................................................................................................ 19 0 1 31.00 31 4 0 3 0 2 0 0 2 0 0 0 0 1 0 0 0 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGA......................................................................................................... 18 0 1 23.00 23 3 0 0 6 0 0 0 4 0 0 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAGA................................................. 22 0 1 23.00 23 2 2 1 0 2 0 0 0 2 1 0 3 2 0 1 0 0 1 0 0 0 0 3 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACT............................................................................................ 31 0 1 17.00 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 2 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCA..................................................... 19 0 1 16.00 16 7 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................CATTTGCCATACCCACAG.................................................. 18 0 1 14.00 14 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 1 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCACAG.................................................. 23 0 1 14.00 14 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGA................................................. 21 0 1 14.00 14 4 2 0 0 1 0 0 0 2 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCTTCCAAACTAATTCTC........................................................................ 18 0 1 14.00 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 11 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CCATTTGCCATACCCACAG.................................................. 19 0 1 14.00 14 6 0 0 0 0 0 0 2 0 0 0 1 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGTC................................................ 24 2 1 13.00 13 0 0 1 0 2 0 1 0 1 0 0 0 0 0 0 0 0 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATA............................................................................................... 28 0 1 10.00 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TCGGCAACTGAAAACTCAATAACTGA.......................................................................................... 26 0 1 9.00 9 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................CATTTGCCATACCCACAGT................................................. 19 1 1 9.00 9 4 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CCATTTGCCATACCCACAGT................................................. 20 1 1 9.00 9 3 0 1 0 0 0 0 0 0 0 0 1 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGCTTCCAAACT............................................................................... 44 0 1 8.00 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 1 0 0 2 0 0 0 0 0 0 1 0 0 0 1

...................................................TGGGTATCGGCAACTGAAAACT.................................................................................................... 22 0 1 7.00 7 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................CGGCAACTGAAAACTCAATAACTGA.......................................................................................... 25 0 1 7.00 7 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGA.......................................................................................... 33 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAA.................................................. 22 1 2 5.50 11 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................ATTTGCCATACCCACAGA................................................. 18 0 1 5.00 5 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TCGGCAACTGAAAACTCAATAAC............................................................................................. 23 0 1 5.00 5 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AATTCTCAATCCATTTGCCATACCCACAG.................................................. 29 0 1 5.00 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAT.................................................. 22 1 1 5.00 5 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CCATTTGCCATACCCACA................................................... 18 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GGTATCGGCAACTGAAAACTCAATAAC............................................................................................. 27 0 1 4.00 4 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGC................................................. 23 1 1 4.00 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..........................................................CGGCAACTGAAAACTCAATAACTGAGC........................................................................................ 27 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGC........................................................................................ 35 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAC.................................................. 21 1 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TCTCAATCCATTTGCCATACCCACA................................................... 25 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AATTCTCAATCCATTTGCCATACCCA..................................................... 26 0 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGCTT...................................................................................... 37 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0

.................GTTGCTGACGCTGGCACTCTGGGCGT.................................................................................................................................. 26 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GCAACTGAAAACTCAATAAC............................................................................................. 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAAC............................................................................................. 30 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0

......................................................GTATCGGCAACTGAAAACT.................................................................................................... 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................CATTTGCCATACCCACAGA................................................. 19 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGTC................................................ 22 2 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................AGTTGAGCGACTTTGGTGGCAAGCTG............. 26 0 1 3.00 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GGTATCGGCAACTGAAAAC..................................................................................................... 19 0 1 3.00 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAC.................................................. 20 1 2 2.50 5 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCAC.................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCACAC.................................................. 23 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTAATTCTCAATCCATTTGCC............................................................ 21 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAG......................................................................................... 34 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................GTTGCTGACGCTGGCACTCTGGG..................................................................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CCATTTGCCATACCCACAGA................................................. 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................CGGCAACTGAAAACTCAATA............................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGTA................................................ 24 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACACC................................................. 23 2 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGAA................................................ 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

....................................................GGGTATCGGCAACTGAAAACT.................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TAACTGAGCTTCCAAACTAATTCT......................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................ATCGGCAACTGAAAACTCAAT................................................................................................ 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAGCGGTGAGTTGAGCGACTTTGGT...................... 26 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGAA................................................ 22 1 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CTCAATCCATTTGCCATACCCACAG.................................................. 25 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCACAGT................................................. 24 1 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACC................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TGCTGACGCTGGCACTCTGGGC.................................................................................................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TCTCAATCCATTTGCCATACCCACAG.................................................. 26 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTCCAAACTAATTCTCAATCCATTTGC............................................................. 28 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................CGGCAACTGAAAACTCAATAAC............................................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTGAAAACTCAATAACTGAGCT....................................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTGAAAACTCAATAACTGA.......................................................................................... 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTCTCAATCCATTTGCCATACCCA..................................................... 25 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAGTC................................................ 23 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................ATTTGCCATACCCACAGT................................................. 18 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTAATTCTCAATCCATTTGCCATACCC...................................................... 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CAATAACTGAGCTTCCAAACT............................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

.........................................................TCGGCAACTGAAAACTCAATAACTGAGC........................................................................................ 28 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCAC.................................................... 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................ATCGGCAACTGAAAACTCA.................................................................................................. 19 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTCTCAATCCATTTGCCATACCCACAG.................................................. 28 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TCAATCCATTTGCCATACCCACAG.................................................. 24 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCACA................................................... 22 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAAC................................................................................................ 27 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAA.................................................. 21 1 2 1.50 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CCATTTGCCATACCCACAC.................................................. 19 1 2 1.50 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGCTTC..................................................................................... 38 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CAATAACTGAGCTTCCAAACTAAT............................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGTATCGGCAACTGAAAACTC................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCACAGAA................................................ 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGTATCGGCAACTGAAAACTCA.................................................................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................TTGCTGACGCTGGCACTCTGGG..................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GGTATCGGCAACTGAAAACTCA.................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCTTCCAAACTAATTCTCA....................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCTTCCAAACTAATTCTCAATCCAT................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TCAATCCATTTGCCATACCCACAGT................................................. 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGCTTCCAAAC................................................................................ 43 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................GAGTTGAGCGACTTTGGTGGCAAGCT.............. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGCT....................................................................................... 36 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................GGTGAGTTGAGCGACTTTGGT...................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TCTCAATCCATTTGCCATACCCACAGT................................................. 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TATCGGCAACTGAAAACTCAATA............................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GGGTATCGGCAACTGAAAAC..................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CAATCCATTTGCCATACCCA..................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAATTCTCAATCCATTTGCCA........................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCTTCCAAACTAATTCTCAATCCATTTGCCATACCCACAGT................................................. 41 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...........................CTGGCACTCTGGGCGTACATTAG........................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGTA................................................ 22 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CAATAACTGAGCTTCCAAA................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.TGGTCATGGGTGTAGCGTTGCTGACGCTG............................................................................................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACAGC................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTGAAAACTCAATAACTGAGC........................................................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GCAACTGAAAACTCAATAACTGA.......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTGAAAACTCAATAACTGAGCTTCC.................................................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACAGTCT............................................... 25 3 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................GGTGAGTTGAGCGACTTTGGTGGC................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................................................................CTCAATCCATTTGCCATACCCACAGT................................................. 26 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCCATTTGCCATACCCACA................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AACTCAATAACTGAGCTTCCAAAC................................................................................ 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACTGAAAACTCAATAACTGAGCTT...................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTCTCAATCCATTTGCCATACCCACAC.................................................. 28 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............TAGCGTTGCTGACGCTGGCACTCTGGGCG................................................................................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAATTCTCAATCCATTTGCCATACCCA..................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................GTTGAGCGACTTTGGTGGCAAGCTGGA........... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TCTCAATCCATTTGCCATACCCAC.................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACTAATTCTCAATCCATTTGCCATACC....................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACTAATTCTCAATCCATT................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............TAGCGTTGCTGACGCTGGCACTC......................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATAACTGAGCTTCCAAACT............................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CAAACTAATTCTCAATCCATTTG.............................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTCAATAACTGAGAA....................................................................................... 36 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTATCGGCAACTGAAAACTC................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGTATCGGCAACTGAAAAC..................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATAACTGAGCTTCCAAACTAATTCTC........................................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGAAAACTA................................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTG.......................................................................................................... 17 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GCAACTGAAAACTCAATAACTGAGCTT...................................................................................... 27 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACTAATTCTCAATCCATTTGCCA........................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCACAGAA................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TAACTGAGCTTCCAAACT............................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GCAACTGAAAACTCAATAACTGAGCTTCC.................................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ATAGCGGTGAGTTGAGCGA............................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AATCCATTTGCCATACCCACCC.................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................ATCCATTTGCCATACCCA..................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GGTATCGGCAACTGAAAACT.................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CTCAATCCATTTGCCATACCCACAGA................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTATCGGCAACTGG......................................................................................................... 18 1 2 1.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GACCAGTACCCACATCGCAACGACTGCGACCGTGAGACCCGCATGTAATCCACCCATAGCCGTTGACTTTTGAGTTATTGACTCGAAGGTTTGATTAAGAGTTAGGTAAACGGTATGGGTGTCTATATCGCCACTCAACTCGCTGAAACCACCGTTCGACCTGCTTAAACGTT

**************************************************((((((((.(((((.((....((((.....)))).....................)).)))))))))))))..**************************************************
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Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:750738-

750911 +
dvi_68 CTGGTCATGGGTGTAGCGTTGCTGACGCTGGCACTCTGGGCGTACATTAGGTGGGTATCGGCA----------------------------------------------------------------------------------------------------------------------------ACTGAAAACTCAATA----ACTGAGCTTCC--------------------A----AACTAA---TT-----CTCAATCCATTTGCCATACCCACAGATATAGCGGTGAGTTGAGCGACTTTGGTGGCAAGCTGGACGAATTTGCAAC

droMoj3 scaffold_6540:4746485-
4746662 +

dmo_1815 CTAATCATGGGCGTGGCGCTGCTGACGCTGGCGCTCTGGGCATACATCAGGTGGGTATCGGCA----------------------------------------------------------------------------------------------------------------------------ACTGAAAGCCCAACAGGTGAGCGAGCTCCC--------------------A----AACTAA---CT-----CTCCATCCATTTGCCATACCCACAGGTATAGCGGCGAGCTGAGCGATTTCGGCGGAAAGCTGGATGAGTTTGCAAC

droGri2 scaffold_14906:5563610-
5563770 -

CTGGTCATGGGTGTGGCGCTGCTAACACTGGCACTCTGGGCCTACATAAGGTGACTCTCCA----ATAACTCTTGG------------------------------------------------------------------------------------------------------------------------------------------CTA-AACATAATC------ACTA-----AACCGA---TT--C---CATATTC-----------GTATAGATATAGCGGCGAGCTGAGCGACTTTGGTGGCAAGCTGGACGACTTTGCCAC

droWil2 scf2_1100000004902:9643171-
9643331 -

CTGGTTATGGGCGTGGCCCTACTGACCCTTGCCCTGTGGTCTTACATTAGGTAAGAGTTAA----TC-------------------------------------------------------------------------------------------------GAA--------------------------TGTTCGTAT-------------------AAACAT------TT---ATTGAATTGG---CT--G---CTTTTATT----------TTACAGATACAGCGGTGAGTTGAGCGACTTTGGTGGCAAGCTGGATGACTTTGCCAC

dp5 2:1779220-1779388 - CTGGTGATGGGCGTAGCCCTGCTGACGCTTGCACTCTGGGCGTACATCAGGTAAGAGCATTC-----------------------------------------------------------------------------------------------------GTAA--------------------------AACCCGAAA-------------------AAAGAT------TTCCCATCCAACTGA---GAGTCTCCTCGATCCA----------TTACAGGTACAGCGGCGAGTTGAGCGATTTCGGTGGCAAATTGGATGAGTTTGCCAC
droPer2 scaffold_7:1932989-1933157

-
CTGGTGATGGGCGTAGCCCTGCTGACGCTTGCACTCTGGGCGTACATCAGGTAAGAGCATTC-----------------------------------------------------------------------------------------------------GTAA--------------------------AACCCGAAA-------------------AGAGAT------TTCCCATCCAACTGA---GAGTCTCCTCGATCCA----------TTACAGGTACAGCGGCGAGTTGAGCGATTTCGGTGGCAAATTGGATGAGTTTGCCAC

droAna3 scaffold_13340:4715778-
4715938 -

CTTGTGATGGGCGTGGCGCTGCTAACGCTGGCCCTATGGGCTTACATCAGGTAAGATTAAGAA--AT----------------------------------------------------------------------------------------------------------------------------------------------AACCCTTTGTAGAAATAT------ATCCT----AAG---AAAC---C---ATTATCAT----------TTACAGATACAGTGGCGAGCTGAGCGACTTTGGCGGCAAGTTGGATGACTTTGCAAC

droBip1 scf7180000396359:474012-
474177 +

CTTGTGATGGGAGTGGCGTTGCTAACGCTAGCTCTATGGGCATACATCAGGTAAGTTTAAAAA--AA--T---------------------------------------ACTT------------------------------------------------------------------------------------------------ATTGTTAAAAA---AATA------TTAAA----ACTTAC---CTCCA---CTTCTCCT----------TTACAGATACAGTGGAGAGCTGAGCGACTTTGGTGGCAAGCTGGACGACTTCGCAAC

droKik1 scf7180000302388:1746440-
1746626 -

CTGGTCATGGGCGTGGCTCTGCTCACGCTGGCTTTGTGGGCCTATATCAGGTGAGTGTAGTAC----ATTTTTTGATCGGACTTATGTCTCTACCTCCTACTTG-----ACTCC--TTGTG------------------------------------------------------------------ACTGA---------------------------------------------------CC---AATA---T---CCTTTCAT----------TTTCAGATATAGCGGCGAGCTGAGTGACTTTGGCGGCAAGTTGGATGATTTTGCCAC

droFic1 scf7180000454106:1853719-
1853875 -

TTGGTTATGGGAGTCGCTCTGCTCACGCTGGCTTTGTGGGCCTACATTAGGTATGTTCTTATA---T--GGCTACG------------------------------------------------------------------------------------------------------------------------------------------TTAGACGATCA-----------CT----AAT---CATT---T---AATTTCCT----------CTTTAGATATAGTGGCGAACTGAGCGACTTTGGTGGCAAGTTGGATGACTTTGCCAC

droEle1 scf7180000491194:509212-
509291 +

AC---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TCACT----ATC---GATC---T---CATTTCCA----------TTTCAGATATAGCGGCGAGCTGAGCGATTTCGGTGGCAAGTTGGATGAGTTTGCCAC

droRho1 scf7180000779488:553376-
553588 +

CTGGTCATGGGAGTGGCGCTGCTTACATTGGCTCTGTGGGCCTACATCAGGTAGGTTATTTT----------------------------------------GA--------------GGGGAGCCATTACAT--------TTT-----------------TCTTAAAAATAGGGCAAGGTCTGGCCATTAGTTGTTAATCCGGTGG-------------------TTTCACATTGCT----ATT---TATC---T---CTTTTTTA----------TTATAGATACAGCGGCGAGCTGAGCGATTTTGGTGGCAAGTTGGATGATTTTGCCAC

droBia1 scf7180000302402:4234745-
4234800 +

CTGGTCATGGGTGTGGCACTGCTGACGCTGGCTCTGTGGGCCTACATCAGGTGGGT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415310:684861-
685088 -

CTGGTCATGGGTGTGGCGCTGCTCACGCTGGCTCTGTGGGCCTACATAAGGTGGGTTTAGATA---G--G-----------------------------------GATTACATAGCGTGACGGGTTGCACTTCTATTGTTCCCCACTCAAAGCTATATTACCTTTTGAAAATTGGTA----------ACTGAAACTAAATGCAAATA-------------------CTC---------------------TA---C---CCTCTCTA----------TTTTAGATATAGCGGCGAGCTGAGTGACTTTGGCGGCAAGTTGGATGACTTTGCTAC

droEug1 scf7180000409881:182755-
182964 +

CTGATTATGGGTGTGGCGCTGCTAACGCTGGCTCTGTGGGCCTATATCAGGTAAGTTCTATT----------------------------------------GGAAAATACTCT--TTGAGAAATTGCAATTT--------TTC-----------------ACTGAGAAAAAAGTTAATTGTTTAGAATTAATTGATTATTTAAATA-------------------CCC---------------------T----A---TATCTTCA----------TTTCAGATATAGCGGTGAGCTTAGTGACTTTGGGGGCAAGTTGGATGACTTTGCAAC

dm3 chr3R:20459043-20459205 + CTGGTTATGGGTGTGGCGCTTCTAACGCTGGCTCTGTGGGCCTACATTAGGTAGGTTGATTTAGCTT----------------------------------------------------------------------------------------------------------------------------------------------GAGCTTTTGATGATAATT------TTGCC----AAC---GATG---T---TTTATCAA----------TTCCAGATATAGCGGAGAGCTCAGCGACTTTGGCGGCAAGTTGGATGACTTTGCAAC

droSim2 3r:19988183-19988345 + TTGATCATGGGTGTGGCGCTTCTAACGCTGGCTCTGTGGGCTTACATTAGGTAGGTTGATGCAGCTT----------------------------------------------------------------------------------------------------------------------------------------------GAGCTTTTGATGATAATC------TTGCC----AAC---GATC---A---CTTTTCCA----------TTCCAGATATAGCGGAGAGCTCAGCGATTTTGGCGGCAAGTTGGATGACTTTGCAAC
droSec2 scaffold_0:20793428-

20793590 +
TTGATCATGGGTGTGGCGCTTCTAACGCTGGCTCTGTGGGCCTACATTAGGTAGGTTGATGCAGCTT----------------------------------------------------------------------------------------------------------------------------------------------GAGCTTTTGATGATAATC------TTGCC----AAC---GATC---A---CTTTTCCA----------TTCCAGATATAGCGGAGAGCTCAGCGACTTTGGCGGCAAGTTGGATGACTTTGCAAC

droYak3 3R:26038687-26038849 - CTGGTCATGGGTGTGGCGCTGCTCACGCTGGCTCTGTGGGCCTACATCAGGTAGGTTGATAA---CT----------------------------------------------------------------------------------------------------------------------------------------------GAGTTTTGGTTGAGAATC------TTGCC----AACTAA---CTTTA---CTTTTGAA----------TTGCAGATATAGCGGAGAGCTCAGTGACTTTGGCGGCAAGTTGGATGACTTTGCAAC
droEre2 scaffold_4820:7599483-

7599645 -
CTGGTCATGGGTGTGGCGCTACTCACGCTGGCTCTGTGGGCTTACATCAGGTAGGTTGATAA---TT----------------------------------------------------------------------------------------------------------------------------------------------GAGCTCTGGATGATAATC------TTGCC----AACTAA---CTCTT---CTTTTGAA----------TTGCAGATATAGCGGAGAGCTCAGTGACTTTGGCGGCAAGTTGGATGACTTTGCTAC
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TTCTCAGATTCGAGTGTCCCTTTTGAAATTCTTAGTTGGTAATGTCTATGACTTACTTGTTCAACAATGCGAGGATTGTATGGAAATTATAATCGCATGCTGATCAAGTGTGTCATAAACGTTGACCAATCGTGTTGGGTTTTAATGAATCCGATATAGAGATAACA 

***********************************((((((((((.((((((.((((((.(((.((.(((((...(((((.......)))))))))))).))).)))))).)))))).))))).)))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060659

Argentina_testes_total

M047

female
body

SRR2096058

Ovary_Min_98

SRR060657

140_testes_total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

V047

embryo

V053

head

M028

head

..................................................ACTTACTTGTTCAACAATGCGAG.............................................................................................. 23 0 1 484.00 484 210 121 75 55 1 0 16 0 4 0 0 1 0 0 1 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCG................................................................................................ 21 0 1 205.00 205 84 58 19 25 12 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGA............................................................................................... 22 0 1 144.00 144 43 35 19 15 15 3 2 2 8 0 1 0 0 0 0 1 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCAT................................................... 21 0 1 21.00 21 12 4 2 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAA.............................................................................................. 23 1 1 20.00 20 6 6 2 2 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGACTTACTTGTTCAACAATGCG................................................................................................ 23 0 1 18.00 18 10 3 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GACTTACTTGTTCAACAATGCGA............................................................................................... 23 0 1 16.00 16 7 3 1 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAGG............................................................................................. 21 0 1 13.00 13 5 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAGG............................................................................................. 24 0 1 12.00 12 8 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CGCATGCTGATCAAGTGTGTCA.................................................... 22 0 1 7.00 7 1 2 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAATCGCATGCTGATCAAGTGT........................................................ 22 0 1 6.00 6 2 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAGA............................................................................................. 24 1 1 5.00 5 0 1 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGT............................................................................................... 22 1 1 5.00 5 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCGCATGCTGATCAAGTGTGT...................................................... 21 0 1 4.00 4 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAT.............................................................................................. 23 1 1 4.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAGT............................................................................................. 24 1 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCATC.................................................. 22 1 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATCGCATGCTGATCAAGTGTGT...................................................... 22 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAAA............................................................................................. 24 2 1 3.00 3 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAGGAT........................................................................................... 23 0 1 3.00 3 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GACTTACTTGTTCAACAATGCG................................................................................................ 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTTACTTGTTCAACAATGCGAG.............................................................................................. 22 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CTTAGTTGGTAATGTCTATG..................................................................................................................... 20 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCATT.................................................. 22 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCA.................................................... 20 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GCATGCTGATCAAGTGTGTCATC.................................................. 23 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGC................................................................................................. 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTACTTGTTCAACAATGCGAG.............................................................................................. 21 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAGGA............................................................................................ 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGTATGGAAATTATAATCGC....................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATGCTGATCAAGTGTGTCATTT................................................. 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................ATTGTATGGAAATTATAATCGCATGC................................................................... 26 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGC............................................................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCAC................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCGCATGCTGATCAAGTGTG....................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAAT............................................................................................. 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................TCTTAGTTGGTAATGTCTATG..................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

...........................................................................................ATCGCATGCTGATCAAGTGTCC...................................................... 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TTAGTTGGTAATGTCTATG..................................................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAG.............................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATCGCATGCTGATCAAGTGTG....................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATGCTGATCAAGTGTGTCAT................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCGCATGCTGATCAAGTGTGTC..................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTACTTGTTCAACAATGCGAGGA............................................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CGCATGCTGATCAAGTGTGTC..................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATGCTGATCAAGTGTGTCATTC................................................. 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTTACTTGTTCAACAATGCGA............................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GACTTACTTGTTCAACAATGCGAA.............................................................................................. 24 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAATCGCATGCTGATCAAGTG......................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAGGATCC......................................................................................... 25 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGGAAATTATAATCGCATGCTGATCAA............................................................ 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAGGTC........................................................................................... 26 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATCGCATGCTGATCAAGTGTAA...................................................... 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GCATGCTGATCAAGTGTGTCAT................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGACTTACTTGTTCAACAATGCGA............................................................................................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACTTACTTGTTCAACAATGCGAGGAT........................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTTGTTCAACAATGCGAGGATA.......................................................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTTACTTGTTCAACAATGCGAGG............................................................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAGAGTCTAAGCTCACAGGGAAAACTTTAAGAATCAACCATTACAGATACTGAATGAACAAGTTGTTACGCTCCTAACATACCTTTAATATTAGCGTACGACTAGTTCACACAGTATTTGCAACTGGTTAGCACAACCCAAAATTACTTAGGCTATATCTCTATTGT

************************************((((((((((.((((((.((((((.(((.((.(((((...(((((.......)))))))))))).))).)))))).)))))).))))).)))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V116

male
body

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060673

9_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060664

9_males_carcasses_total

V053

head

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060676

9xArg_ovaries_total
SRR2096059

Ovary_Min_164

SRR060677

Argx9_ovaries_total

SRR060665

9_females_carcasses_total
SRR2096056

Ovary_Min_46

SRR060685

9xArg_0-
2h_embryos_total

M028

head

SRR060687

9_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total
SRR2096058

Ovary_Min_98

SRR060668

160x9_males_carcasses_total
SRR2096055

Ovary_Min_43

M027

male
body

SRR060667

160_females_carcasses_total

SRR060656

9x160_ovaries_total
SRR2096060

Ovary_Min_193

SRR060681

Argx9_testes_total

SRR060654

160x9_ovaries_total

SRR060655

9x160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060689

160x9_testes_total
SRR2096057

Ovary_Min_50

V047

embryo

M061

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060666

160_males_carcasses_total

SRR060688

160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR060683

160_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060657

140_testes_total

SRR1106729

mixed
whole
adult body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106730

embryo_16-
30h

SRR1106722

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR1106721

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

.............................................................................................GCGTACGACTAGTTCACACAGT.................................................... 22 0 1 3734.00 3734 686 318 326 251 220 80 170 130 121 130 144 79 101 90 69 80 57 47 61 32 74 23 46 0 26 36 0 43 27 1 47 45 36 35 2 11 17 17 14 7 0 2 1 4 0 7 4 7 1 2 1 1 2 1 1 0 0 0 0 0 0 1 0

...............................................TACTGAATGAACAAGTTGTTAC.................................................................................................. 22 0 1 335.00 335 10 8 25 38 15 18 12 15 4 10 10 15 14 14 3 12 8 4 2 0 0 10 1 7 1 0 7 7 0 24 2 2 5 3 14 2 2 0 0 3 3 0 0 0 1 1 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..............................................................................................CGTACGACTAGTTCACACAGT.................................................... 21 0 1 254.00 254 69 11 29 18 3 10 12 7 11 2 9 10 12 5 1 5 8 0 5 0 8 4 1 0 0 2 0 2 0 0 0 1 3 2 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATACTGAATGAACAAGTTGTTAC.................................................................................................. 23 0 1 197.00 197 34 10 11 4 6 0 7 5 1 4 2 1 2 4 25 7 0 15 0 1 0 0 7 0 14 0 2 1 10 3 2 1 0 0 1 6 2 1 1 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1

..........................................................................................TTAGCGTACGACTAGTTCACA........................................................ 21 0 1 176.00 176 33 24 6 11 5 3 4 6 9 7 1 16 5 1 1 2 7 6 0 2 3 2 3 0 2 1 0 0 4 0 1 0 1 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 1 2 1 1 0 0 0 0 0 0 0 0 0

.........................................................................................ATTAGCGTACGACTAGTTCACA........................................................ 22 0 1 149.00 149 22 12 6 9 2 5 1 2 5 8 0 3 2 0 19 0 2 11 0 6 0 0 4 0 7 4 0 1 7 0 0 2 0 0 0 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0

............................................................................................TGCGTACGACTAGTTCACACAGT.................................................... 23 1 1 144.00 144 20 20 11 12 7 8 2 8 2 5 3 5 0 4 4 3 4 2 2 2 2 1 0 0 0 6 0 0 2 0 3 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTACGACTAGTTCACACAGT.................................................... 20 0 1 117.00 117 9 7 7 14 3 1 0 2 5 2 3 2 17 2 5 0 2 3 1 16 1 0 3 0 0 8 0 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTACTGAATGAACAAGTTGTTAC.................................................................................................. 23 1 1 76.00 76 7 4 7 8 4 0 0 1 0 9 1 1 5 1 1 0 0 1 0 8 0 3 1 1 0 0 0 0 0 2 0 3 0 0 3 2 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AGCGTACGACTAGTTCACACAGT.................................................... 23 0 1 61.00 61 7 2 1 1 1 1 0 1 0 0 5 0 0 1 0 1 0 1 9 0 4 1 0 0 2 0 0 0 0 0 2 0 2 2 0 0 3 0 7 1 0 0 0 2 0 0 1 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0

.............................................................................................GCGTACGACTAGTTCACACAG..................................................... 21 0 1 38.00 38 33 0 1 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTGAATGAACAAGTTGTTAC.................................................................................................. 21 0 1 35.00 35 4 5 2 2 1 2 1 0 1 2 0 0 2 4 0 0 0 1 1 0 0 2 0 0 0 0 1 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TAGCGTACGACTAGTTCACA........................................................ 20 0 1 26.00 26 1 5 1 2 0 0 0 0 1 1 0 0 0 0 0 0 1 4 0 1 0 1 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0

...................................................GAATGAACAAGTTGTTACGCTCC............................................................................................. 23 0 1 20.00 20 1 0 1 0 0 0 0 0 1 0 0 0 0 0 2 0 0 4 0 2 0 0 0 0 2 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AATACTGAATGAACAAGTTGTTAC.................................................................................................. 24 1 1 19.00 19 0 0 1 0 1 0 1 2 0 0 3 0 0 0 1 1 0 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTACTGAATGAACAAGTTGTTAC.................................................................................................. 23 1 1 19.00 19 3 0 3 1 0 0 0 1 0 0 1 1 1 0 0 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................TGAATGAACAAGTTGTTACGCTC.............................................................................................. 23 0 1 15.00 15 2 1 0 0 0 0 0 0 0 0 0 0 0 0 4 0 1 2 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AATTAGCGTACGACTAGTTCACA........................................................ 23 1 1 15.00 15 0 0 1 1 1 0 1 1 1 0 0 0 0 1 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TACGACTAGTTCACACAGT.................................................... 19 0 1 15.00 15 2 0 1 4 0 0 0 0 1 2 0 0 2 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GAATGAACAAGTTGTTACGCTC.............................................................................................. 22 0 1 12.00 12 0 1 1 0 0 1 0 0 0 0 0 1 0 0 1 0 0 2 0 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATTAGCGTACGACTAGTTCACA........................................................ 23 0 1 11.00 11 4 1 0 0 2 0 0 0 0 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TACTGAATGAACAAGTTGTTA................................................................................................... 21 0 1 9.00 9 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................CTGAATGAACAAGTTGTTAC.................................................................................................. 20 0 1 8.00 8 1 0 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................ACAGATACTGAATGAACAAGTT....................................................................................................... 22 0 1 8.00 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 3 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATACTGAATGAACAAGTTGTTA................................................................................................... 22 0 1 7.00 7 1 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TAGCGTACGACTAGTTCACACA...................................................... 22 0 1 7.00 7 0 1 0 0 0 0 0 0 1 2 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTACGACTAGTTCACACAGT.................................................... 21 1 1 6.00 6 0 1 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GCGTACGACTAGTTCACACAGTA................................................... 23 0 1 6.00 6 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CCGTACGACTAGTTCACACAGT.................................................... 22 1 1 5.00 5 1 1 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCACTGAATGAACAAGTTGTTAC.................................................................................................. 23 2 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.............................................TATACTGAATGAACAAGTTGTTAC.................................................................................................. 24 1 1 4.00 4 0 0 0 2 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACTGAATGAACAAGTTGTTAC.................................................................................................. 22 1 1 4.00 4 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GATACTGAATGAACAAGTTGTTAC.................................................................................................. 24 0 1 4.00 4 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATTAGCGTACGACTAGTTCAC......................................................... 21 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTGAATGAACAAGTTGTTA................................................................................................... 20 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAGCGTACGACTAGTTCAC......................................................... 20 0 1 4.00 4 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCGTACGACTAGTTCACACAGT.................................................... 22 1 1 4.00 4 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CGTACGACTAGTTCACACAG..................................................... 20 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CGTACGACTAGTTCACACAGTA................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATAGCGTACGACTAGTTCACA........................................................ 21 1 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATACGACTAGTTCACACAGT.................................................... 20 1 1 3.00 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTAGCGTACGACTAGTTCACA........................................................ 22 1 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AGCGTACGACTAGTTCACA........................................................ 19 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GCGTACGACTAGTTCACACA...................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTAGCGTACGACTAGTTCACA........................................................ 21 1 1 3.00 3 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCTACTGAATGAACAAGTTGTTAC.................................................................................................. 24 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CCTACTGAATGAACAAGTTGTTAC.................................................................................................. 24 2 1 3.00 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTTAGCGTACGACTAGTTCACA........................................................ 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAATGAACAAGTTGTTAC.................................................................................................. 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GCGTACGACTAGTTCACA........................................................ 18 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................GCTCCTAACATACCTTTAATATTA.......................................................................... 24 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CAGATACTGAATGAACAAGTT....................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AAGCGTACGACTAGTTCACACAGT.................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAAGCGTACGACTAGTTCACACAGT.................................................... 25 2 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................TCAGATACTGAATGAACAAGTT....................................................................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

............................................................................................CGCGTACGACTAGTTCACACAGT.................................................... 23 1 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGCGTACGACTAGTTCACACAG..................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAGCGTACGACTAGTTCACACAG..................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCTATTAGCGTACGACTAGTTCACA........................................................ 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AACAAGTTGTTACGCTCCTAA.......................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTCGTACGACTAGTTCACACAGT.................................................... 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAGTACGACTAGTTCACACAGT.................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AATGAACAAGTTGTTACGCTC.............................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTATTAGCGTACGACTAGTTCACA........................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAGCGTACGACTAGTTCACACAGTA................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACGACTAGTTCACACAGT.................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

......................................................TGAACAAGTTGTTACGCTCC............................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGTTAGCGTACGACTAGTTCACA........................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTGAACAAGTTGTTACGCTCC............................................................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAGCGTACGACTAGTTCA.......................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................AAAATATTAGCGTACGACTAGTTCACA........................................................ 27 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAGCGTACGACTAGTTCACACA...................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATTAGCGTACGACTAGTTCA.......................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AGCGTACGACTAGTTCACACA...................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTATTAGCGTACGACTAGTTCACA........................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAATGAACAAGTTGTTACGCTCC............................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

...............................................................................................GTACGACTAGTTCACACAG..................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTGAATGAACAAGTTGTTACGCT............................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AGTACGACTAGTTCACACAGT.................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................ATTTGCAACTGGTTAGCACA................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CGGTACGACTAGTTCACACAGT.................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGAACAAGTTGTTACGCTCC............................................................................................. 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAGCGTACGACTAGTTCACACA...................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACTGAATGAACAAGTTGTTACGCT............................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TACTGAATGAACAAGTTG...................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATAGCGTACGACTAGTTCACACAGT.................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AATACTGAATGAACAAGTTGTTA................................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AGCGTACGACTAGTTCACACAG..................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATTAGCGTACGACTAGTTCAC......................................................... 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GTTAGCGTACGACTAGTTCACA........................................................ 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGAATGAACAAGTTGTTACGCT............................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATATTAGCGTACGACTAGTTCACA........................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATGTACGACTAGTTCACACAGT.................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_12970:9426588-

9426754 -
dvi_328 TTCTCAGATTCGAGTGTCCCTTTTGAAATTCTTAGTTGGTAATGTCTATGACTTACTTGTTCAACAATGCGAGGATTGTATGGAAATTATAATCGCATGCTGATCAAGTGTGTCATAAACGTTGACCAATCGTGTTGGGTTTTAATGAATCCGATATAGAG-ATAACA

droMoj3 scaffold_6541:118940-
118955 +

--------------------------------------------------------------------------------------------------------------------------------------------------------GATATCGAGTCTATCA

Generated: 09/08/2015 at 09:14 PM
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PASS/FAIL
1
0
0
0
1
1
1
0
0
1
0
0
0
1
0
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Flybase annnotation

intron [Dvir\GJ10228-in]
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hide 3p reads  show mid mismatch reads

AATTGTTGTATTTTATGTTATCTGAAATGTTGTTTTGCCTGTAGACTTAGCTGTGTACCACCATCAACTTTCTGCATTTAGAAACTCAATTAAGAAAATTGATGTGGTTCACCGCTGAGTCTAGACAGCACTACTACGAACACTTTACAACACTGGCACGCTTTTTG

***********************************(((...((((((((((.(((.(((((.(((((.(((((..(((.((...)).)))..))))).)))))))))).))).))))))))))....))).************************************
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Total
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M047

female
body

SRR060672

9x160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

V116

male
body

V053

head

SRR060664

9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060681

Argx9_testes_total

SRR060679
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M027

male
body

M028

head
SRR2096059

Ovary_Min_164

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060655

9x160_testes_total

SRR060676

9xArg_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

M061

embryo
SRR2096057

Ovary_Min_50

SRR060657

140_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total
SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096079
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old
dysgenic
mothers

..................................................CTGTGTACCACCATCAACTTTCT.............................................................................................. 23 0 1 718.00 718 406 38 46 35 16 20 16 21 16 15 16 10 9 13 6 5 6 5 7 2 3 3 0 1 0 0 0 1 0 1 0 1

..............................................................................................AAAATTGATGTGGTTCACCGCT................................................... 22 0 1 604.00 604 137 93 68 51 70 37 18 25 25 29 18 12 10 1 1 0 2 2 0 0 0 1 2 0 0 0 1 0 1 0 0 0

...................................................TGTGTACCACCATCAACTTTCT.............................................................................................. 22 0 1 103.00 103 85 1 5 4 1 0 3 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCTGA................................................. 22 0 1 85.00 85 10 17 4 7 2 13 11 6 3 2 2 2 2 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGC.................................................... 21 0 1 50.00 50 30 1 4 1 4 0 2 0 0 0 3 1 0 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCG..................................................... 20 0 1 44.00 44 15 3 1 4 4 5 2 0 1 1 1 2 1 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 1 0

...................................................TGTGTACCACCATCAACTTTCTG............................................................................................. 23 0 1 38.00 38 13 2 1 2 1 1 0 2 1 2 0 0 1 4 3 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTCTC............................................................................................. 24 1 1 36.00 36 22 2 2 2 0 1 1 0 2 1 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTC............................................................................................... 22 0 1 29.00 29 10 2 4 2 0 3 2 0 0 0 0 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCTC.................................................. 23 1 1 28.00 28 3 5 4 4 1 5 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCTG.................................................. 21 0 1 13.00 13 3 0 1 0 2 2 0 1 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTGATGTGGTTCACCGCT................................................... 21 0 1 13.00 13 11 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGTACCACCATCAACTTTCT.............................................................................................. 21 0 1 9.00 9 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCTT.................................................. 23 1 1 9.00 9 0 4 0 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGTGTACCACCATCAACTTTCTC............................................................................................. 23 1 1 6.00 6 4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCT................................................... 20 0 1 5.00 5 2 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGT.................................................... 21 1 1 5.00 5 0 0 1 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGATGTGGTTCACCGCT................................................... 19 0 1 5.00 5 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAAC................................................................................................... 18 0 1 4.00 4 0 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACT.................................................................................................. 19 0 1 4.00 4 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCC................................................... 22 1 1 3.00 3 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAAATTGATGTGGTTCACCG..................................................... 21 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGTACCACCATCAACTTTCTG............................................................................................. 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTT................................................................................................ 21 0 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTCC.............................................................................................. 23 1 1 3.00 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTGATGTGGTTCACCGCT................................................... 18 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGATGTGGTTCACCGCTGA................................................. 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAAATTGATGTGGTTCACCGC.................................................... 22 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCA................................................... 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTACCACCATCAACTTTCTG............................................................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................TTTTGCCTGTAGACTTAGC.................................................................................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAGAAAATTGATGTGGTTCA........................................................ 21 0 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCTGT................................................. 22 1 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCAC....................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTGATGTGGTTCACCGC.................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCTCCT................................................ 25 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTCTCT............................................................................................ 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTGATGTGGTTCACCGCTC.................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTACCACCATCAACTTTCTGCA........................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGTACCACCATCAACTTTCTC............................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................CATTTAGAAACTCAATTAAG......................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTGTACCACCATCAACTTTC............................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTACCACCATCAACTTTCTGCATCC........................................................................................ 26 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTAAGAAAATTGATGTGGTTCA........................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TACCACCATCAACTTTCTGCATT......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................TTTGCCTGTAGACTTAGC.................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCTGAA................................................ 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCTCCC................................................ 25 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCC..................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTCTG............................................................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTGATGTGGTTCACCGCTGAT................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACC...................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GAAAATTGATGTGGTTCACCGT.................................................... 22 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTACCACCATCAACTTTCTGC............................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GCTGTGTACCACCATCAACTTTCT.............................................................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAGAAAATTGATGTGGTTC......................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTGATGTGGTTCACCGCTG.................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTACCACCATCAACTTTCT.............................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTGTACCACCATCAACTTTCTGCA........................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGATGTGGTTCACCGCTG.................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTGATGTGGTTCACCGCTGAA................................................ 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTACCACCATCAACTTTCT.............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTAACAACATAAAATACAATAGACTTTACAACAAAACGGACATCTGAATCGACACATGGTGGTAGTTGAAAGACGTAAATCTTTGAGTTAATTCTTTTAACTACACCAAGTGGCGACTCAGATCTGTCGTGATGATGCTTGTGAAATGTTGTGACCGTGCGAAAAAC 

************************************(((...((((((((((.(((.(((((.(((((.(((((..(((.((...)).)))..))))).)))))))))).))).))))))))))....))).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060657

140_testes_total

M027

male
body

SRR060670

9_testes_total

M047

female
body

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060683

160_testes_total
SRR2096055

Ovary_Min_43

M061

embryo
SRR2096057

Ovary_Min_50

V116

male
body

SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46

M028

head

SRR060684

140x9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR1106728

larvae

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060666

160_males_carcasses_total

V053

head

SRR060665

9_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

............................................................................................TCTTTTAACTACACCAAGTGGC..................................................... 22 0 1 2244.00 2244 779 712 469 245 1 1 6 6 0 9 7 2 0 0 0 0 5 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0

..................................................GACACATGGTGGTAGTTGAAA................................................................................................ 21 0 1 1869.00 1869 420 534 387 151 126 114 27 19 28 10 11 15 9 2 5 1 0 3 2 1 1 1 1 0 0 1 0 0 0 0 0 0 0 0

...........................................................................................CTCTTTTAACTACACCAAGTGGC..................................................... 23 1 1 337.00 337 113 110 65 37 0 0 2 4 0 1 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGACACATGGTGGTAGTTGAAA................................................................................................ 23 0 1 252.00 252 62 62 52 13 20 5 10 4 13 4 3 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACACATGGTGGTAGTTGAAA................................................................................................ 20 0 1 212.00 212 52 68 51 18 13 2 1 4 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCTCTTTTAACTACACCAAGTGGC..................................................... 24 2 1 169.00 169 68 38 34 24 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CTTTTAACTACACCAAGTGGC..................................................... 21 0 1 147.00 147 61 28 36 21 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................GACGTAAATCTTTGAGTTAAT........................................................................... 21 0 1 145.00 145 34 42 26 8 0 0 10 0 0 16 5 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CACATGGTGGTAGTTGAAA................................................................................................ 19 0 1 90.00 90 17 26 21 5 8 5 1 2 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGACACATGGTGGTAGTTGAAA................................................................................................ 22 0 1 82.00 82 19 23 16 6 5 4 1 2 0 1 1 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...........................................................................................ATCTTTTAACTACACCAAGTGGC..................................................... 23 1 1 53.00 53 18 17 10 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................TGACACATGGTGGTAGTTGAAA................................................................................................ 22 1 1 35.00 35 8 10 7 2 0 0 0 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACATGGTGGTAGTTGAAA................................................................................................ 18 0 1 33.00 33 8 5 8 3 6 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTTTAACTACACCAAGTGG...................................................... 21 0 1 31.00 31 8 14 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACACATGGTGGTAGTTGAAA................................................................................................ 21 1 1 30.00 30 10 7 7 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCGACACATGGTGGTAGTTGAAA................................................................................................ 24 1 1 21.00 21 7 2 3 3 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TTTTAACTACACCAAGTGGC..................................................... 20 0 1 19.00 19 7 5 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTCTTTTAACTACACCAAGTGGC..................................................... 23 0 1 18.00 18 6 3 5 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACACATGGTGGTAGTTGAAAG............................................................................................... 21 0 1 16.00 16 5 6 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTTCTTTTAACTACACCAAGTGGC..................................................... 24 1 1 16.00 16 12 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CCTTTTAACTACACCAAGTGGC..................................................... 22 1 1 15.00 15 7 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCACATGGTGGTAGTTGAAA................................................................................................ 20 1 1 14.00 14 3 2 3 4 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCTCTTTTAACTACACCAAGTGG...................................................... 23 2 1 12.00 12 5 4 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CCCTCTTTTAACTACACCAAGTGGC..................................................... 25 3 1 12.00 12 1 4 2 1 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TTTTAACTACACCAAGTGGCGA................................................... 22 0 1 12.00 12 5 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGACACATGGTGGTAGTTGAAA................................................................................................ 22 1 1 11.00 11 5 2 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AACATGGTGGTAGTTGAAA................................................................................................ 19 1 1 10.00 10 1 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CACATGGTGGTAGTTGAAAG............................................................................................... 20 0 1 10.00 10 3 1 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GACACATGGTGGTAGTTGAA................................................................................................. 20 0 1 9.00 9 3 1 1 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................ATGGTGGTAGTTGAAAGACGT........................................................................................... 21 0 1 9.00 9 0 3 1 3 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CTTTTAACTACACCAAGTGGCGA................................................... 23 0 1 9.00 9 5 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACATGGTGGTAGTTGAAAGACGT........................................................................................... 23 0 1 8.00 8 4 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCACATGGTGGTAGTTGAAA................................................................................................ 20 1 1 8.00 8 1 2 4 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TACACATGGTGGTAGTTGAAA................................................................................................ 21 1 1 7.00 7 2 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TATGGTGGTAGTTGAAAGACGT........................................................................................... 22 1 1 7.00 7 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CATGGTGGTAGTTGAAAGACGT........................................................................................... 22 0 1 7.00 7 3 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CATGGTGGTAGTTGAAAGAC............................................................................................. 20 0 1 6.00 6 0 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCCTCTTTTAACTACACCAAGTGGC..................................................... 25 3 1 6.00 6 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCTCTTTTAACTACACCAAGTGGC..................................................... 24 2 1 6.00 6 4 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGACACATGGTGGTAGTTGA.................................................................................................. 21 0 1 5.00 5 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GACACATGGTGGTAGTTGAAAGAC............................................................................................. 24 0 1 5.00 5 2 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CACATGGTGGTAGTTGAAAGAC............................................................................................. 22 0 1 5.00 5 1 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTCGACACATGGTGGTAGTTGAAA................................................................................................ 24 1 1 5.00 5 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................ACGTAAATCTTTGAGTTAAT........................................................................... 20 0 1 5.00 5 1 1 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTCTTTTAACTACACCAAGTGG...................................................... 22 1 1 4.00 4 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACATGGTGGTAGTTGAAAG............................................................................................... 19 0 1 4.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCGACACATGGTGGTAGTTGAAAG............................................................................................... 24 0 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CCTTTTAACTACACCAAGTGGCGA................................................... 24 1 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACACATGGTGGTAGTTGAAAGAC............................................................................................. 23 0 1 3.00 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TGAAAGACGTAAATCTTTGAGTTAATT.......................................................................... 27 0 1 3.00 3 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATCTTTTAACTACACCAAGTGG...................................................... 22 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................GTTGAAAGACGTAAATCTTTGAGTT.............................................................................. 25 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTTTAACTACACCAAGTGGCG.................................................... 23 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CCCTTCTTTTAACTACACCAAGTGGC..................................................... 26 3 1 3.00 3 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TACATGGTGGTAGTTGAAA................................................................................................ 19 1 1 3.00 3 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GACACATGGTGGTAGTTGAAAG............................................................................................... 22 0 1 3.00 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TATGGTGGTAGTTGAAAGAC............................................................................................. 20 1 1 3.00 3 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................GACTCAGATCTGTCGTGAT.................................. 19 0 1 3.00 3 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTAACTACACCAAGTGGC..................................................... 18 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTTTAACTACACCAAGTG....................................................... 20 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTGACACATGGTGGTAGTTGAAA................................................................................................ 23 2 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAACACATGGTGGTAGTTGAAA................................................................................................ 22 2 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTCTTTTAACTACACCAAGTGGC..................................................... 24 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTAATTCTTTTAACTACACCAA.......................................................... 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTAACTACACCAAGTGGC..................................................... 19 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CCATGGTGGTAGTTGAAA................................................................................................ 18 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCATGGTGGTAGTTGAAA................................................................................................ 18 1 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ACTTTTAACTACACCAAGTGGC..................................................... 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCTTTAACTACACCAAGTGGC..................................................... 22 3 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATTCTTTTAACTACACCAAGTGGC..................................................... 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCTTTAACTACACCAAGTGGC..................................................... 21 2 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTAACTACACCAAGTGGCGA................................................... 21 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CACACATGGTGGTAGTTGAAA................................................................................................ 21 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AACATGGTGGTAGTTGAAAG............................................................................................... 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GTGACACATGGTGGTAGTTGAAA................................................................................................ 23 2 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AATCGACACATGGTGGTAGTTGA.................................................................................................. 23 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCGACACATGGTGGTAGTTGAAA................................................................................................ 23 1 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCGACACATGGTGGTAGTTGAAA................................................................................................ 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCTCTTTTAACTACACCAAG......................................................... 20 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GATGACACATGGTGGTAGTTGAAA................................................................................................ 24 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACATGGTGGTAGTTGAAAGAC............................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................ATGGTGGTAGTTGAAAGAC............................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTAATTCTTTTAACTACACCAAGTGGC..................................................... 27 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AAACACATGGTGGTAGTTGAAA................................................................................................ 22 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTTAACTACACCAAGTGGC..................................................... 19 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTCGACACATGGTGGTAGTTGA.................................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCACATGGTGGTAGTTGAAAG............................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CGACACATGGTGGTAGTTGAAAG............................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TGAAAGACGTAAATCTTTGAGTTAAT........................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATAACACATGGTGGTAGTTGAAA................................................................................................ 23 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCACACATGGTGGTAGTTGAAA................................................................................................ 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TATGGTGGTAGTTGAAAG............................................................................................... 18 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CTTTTAACTACACCAAGTGG...................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATGACACATGGTGGTAGTTGAAA................................................................................................ 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGACACATGGTGGTAGTTGAA................................................................................................. 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTTTAACTACACCAAGT........................................................ 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGAGACACATGGTGGTAGTTGAAA................................................................................................ 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCACATGGTGGTAGTTGAAA................................................................................................ 21 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................TGGTGGTAGTTGAAAGACGT........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TTTTAACTACACCAAGTGG...................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCACATGGTGGTAGTTGAAA................................................................................................ 21 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GACATGGTGGTAGTTGAAA................................................................................................ 19 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCTCGACACATGGTGGTAGTTGAAA................................................................................................ 25 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AACATGGTGGTAGTTGAAAGACGT........................................................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................GACGTAAATCTTTGAGTTA............................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CATTTTAACTACACCAAGTGGC..................................................... 22 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCTTTAACTACACCAAGTGG...................................................... 20 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................TGGTAGTTGAAAGACGTAAATCT..................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTTCGACACATGGTGGTAGTTGAAA................................................................................................ 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................GAAAGACGTAAATCTTTGAGTT.............................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CCTTTTAACTACACCAAGTGG...................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GACACATGGTGGTAGTTGA.................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATTCTTTTAACTACACCAAGT........................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GTCTTTTAACTACACCAAGTGGC..................................................... 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................CACGTAAATCTTTGAGTTAAT........................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AATGGTGGTAGTTGAAAGACGT........................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATCTTTTAACTACACCAAGTGGC..................................................... 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................AACGTAAATCTTTGAGTTAAT........................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACACATGGTGGTAGTTGAA................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTTTAACTACACCAAG......................................................... 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TACGTAAATCTTTGAGTTAAT........................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATTCTTTTAACTACACCAAGTG....................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CCTTCTTTTAACTACACCAAGTGGC..................................................... 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTATCTTTTAACTACACCAAGTGGC..................................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCTCGACACATGGTGGTAGTTGAAA................................................................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTACATGGTGGTAGTTGAAA................................................................................................ 20 2 3 0.33 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCGACATGGTGGTAGTTGAAA................................................................................................ 21 3 4 0.25 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_12855:6284300-

6284466 -
dvi_79 AATTGTTGTATTTTATGTTATCTGAAATGTTGTTTT--GCCTGTAGACTTAGCTGTGTACCACCATCAACTTTCTGCATTTAGAAACTCAATTAAGAAAATTGATGTGGTTCACCGCTGAGTCTAGACAGCACTACTACGAACAC----------------TTTACAACACTG-------GCACGCTTTTTG

droMoj3 scaffold_6540:6631956-
6632128 -

ATTTATAGTATTTT-------CAGATACGATGCTTTTGGGTTTCAGTCTTAATTGTGTACCACCATCAACTTTC-------ACACATCAAACTGTGAAAATTGACGCGGTTCACTCTTAAGGCTGACCAACACT-----GAACACTGAACACCGACATCGTTGCACAACACTGAATTCTCGTACGTTCTTCT
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ACATTTGAATCTGACGGATGTGCACGAGCTGTCTTCAGTGAATGTCAGTCAGTCTGGACAGACAATTTTATATCCATATCCTATAAATATAAATAGTGTGTCCTGACTGACTGATTGACATGTGATCAACGCACAGCTAAACTTGGTGCCGCGGCTTCCT
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head

V053
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SRR060689

160x9_testes_total

SRR060664

9_males_carcasses_total
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female
body

SRR060672

9x160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060665

9_females_carcasses_total

SRR060683

160_testes_total

M027

male
body

SRR060666

160_males_carcasses_total
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9x160_males_carcasses_total
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embryo
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Argx9_testes_total
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whole
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140x9_testes_total

SRR060678

9x140_testes_total
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embryo
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9_testes_total
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SRR060682
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Ovary_Min_193

SRR060659
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SRR060655
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9xArg_ovaries_total
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day old
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160x9_ovaries_total

SRR060674

9x140_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096050
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2h from 14
day old
Strain 160
mothers

SRR2096057

Ovary_Min_50

SRR2096058
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SRR060657

140_testes_total

SRR060660

Argentina_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR1106713
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2h

SRR1106727

larvae

SRR1106728
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SRR2096061
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cells
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160_ovaries_total

.........................................................................................TAAATAGTGTGTCCTGACTG................................................... 20 0 1 909.00 909 112 258 38 77 73 48 58 39 54 28 14 26 33 18 18 0 4 1 0 1 0 0 5 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGA.................................................. 21 0 1 761.00 761 124 112 115 32 33 34 29 40 25 45 15 17 19 17 5 17 11 9 0 10 12 7 3 4 4 2 1 1 1 2 2 1 1 1 1 1 1 1 0 1 0 0 1 2 0 0 1 0 0 0 0 0 0 1 0 0

.........................................................................................TAAATAGTGTGTCCTGACT.................................................... 19 0 1 662.00 662 456 73 10 12 8 6 9 13 9 6 20 7 6 5 2 0 3 9 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGA.................................................. 22 0 1 243.00 243 38 64 22 8 4 11 9 12 8 12 3 10 8 9 5 4 6 0 0 2 0 0 0 4 0 0 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGT.................................................. 21 1 1 241.00 241 157 24 3 9 6 5 2 5 1 0 8 6 3 1 0 1 0 4 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGTT................................................. 22 2 1 112.00 112 85 4 0 3 0 5 1 1 6 0 4 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTT................................................... 20 1 1 78.00 78 14 17 1 7 7 3 5 7 6 0 1 3 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTG................................................... 21 0 1 73.00 73 3 10 26 3 4 1 1 0 3 10 3 0 0 1 1 0 1 0 0 0 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGAC..................................................... 18 0 1 72.00 72 61 0 0 0 0 0 1 0 0 0 9 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGG.................................................. 21 1 1 66.00 66 59 1 0 0 1 1 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACC.................................................... 19 1 1 56.00 56 52 1 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACT.................................................... 20 0 1 43.00 43 10 1 13 1 0 0 0 0 0 6 5 0 1 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAA................................................. 22 1 1 41.00 41 1 4 7 5 1 3 1 1 3 6 0 1 1 0 1 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGC.................................................. 21 1 1 29.00 29 20 0 5 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTT.................................................. 21 2 1 26.00 26 7 1 0 3 0 2 3 2 2 0 0 3 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAAA................................................ 23 2 1 24.00 24 0 2 2 4 0 3 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 2 0 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTAT......................................................................................... 21 0 1 23.00 23 0 5 0 3 0 2 1 0 2 0 0 2 1 6 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATAGTGTGTCCTGACTGACT................................................ 20 0 1 22.00 22 18 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTA................................................... 20 1 1 18.00 18 8 2 0 0 1 0 0 1 0 1 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATAGTGTGTCCTGACTGACTGA.............................................. 22 0 1 16.00 16 1 7 1 0 1 1 1 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTATAT....................................................................................... 23 0 1 16.00 16 0 1 0 5 0 2 1 2 2 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGTT................................................. 23 2 1 14.00 14 9 0 0 1 0 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACG.................................................... 19 1 1 14.00 14 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGAC..................................................... 19 0 1 13.00 13 6 3 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACA.................................................... 19 1 1 12.00 12 5 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAATAGTGTGTCCTGACTG................................................... 19 0 1 11.00 11 0 1 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGT.................................................. 22 1 1 11.00 11 5 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGAA................................................. 23 1 1 10.00 10 1 0 0 1 0 1 0 0 0 1 0 0 0 0 1 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGG.................................................. 22 1 1 10.00 10 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGTA................................................. 22 2 1 10.00 10 0 2 0 2 0 1 2 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAATAGTGTGTCCTGACTGA.................................................. 20 0 1 9.00 9 0 1 0 1 5 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATAGTGTGTCCTGACTGACTG............................................... 21 0 1 7.00 7 1 3 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAT................................................. 22 1 1 7.00 7 0 0 1 1 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTTT................................................. 22 3 2 6.50 13 1 3 0 1 2 2 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTATA........................................................................................ 22 0 1 6.00 6 0 0 0 3 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGAAA................................................ 24 2 1 5.00 5 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...........................................................................................AATAGTGTGTCCTGACTGACT................................................ 21 0 1 5.00 5 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGC.................................................. 22 1 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTT................................................... 21 1 1 3.00 3 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGT...................................................... 18 1 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAC................................................. 22 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGTAA................................................ 23 3 1 3.00 3 0 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTG.................................................. 21 2 1 3.00 3 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGAAA.................................................... 19 2 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTC................................................... 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGA...................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGA...................................................... 17 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGATA................................................ 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGTTG................................................ 23 3 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGAA..................................................... 18 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTTA................................................. 22 3 1 2.00 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AATAGTGTGTCCTGACTG................................................... 18 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTATATCCATATCCTATAAATA....................................................................... 39 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGTA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAAAA............................................... 24 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAATAGTGTGTCCTGACTT................................................... 19 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TCTTCAGTGAATGTCAGTC.............................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACC.................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTC.................................................. 21 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGTG................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGAAAA............................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AATAGTGTGTCCTGACTGACTGA.............................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AGTCAGTCTGGACAGACAATTT............................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAG................................................. 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATAGTGTGTCCTGACTGACC................................................ 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TCTGGACAGACAATTTTATATC...................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TCTGGACAGACAATTTTATAT....................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGAAC................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTGATAT............................................... 25 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAATAGTGTGTCCTGACTGACT................................................ 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAGTGTGTCCTGACTGACT................................................ 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGAAC................................................ 23 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTTT.................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTGATA................................................ 23 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAATAGTGTGTCCTGACT.................................................... 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACGA................................................... 20 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCAGTCTGGACAGACAATTT............................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTA.......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCCATATCCTATAAATATAAATAGTGTGTCCTGACTGA.................................................. 38 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................AGTCTGGACAGACAATTTTATATCCATATCCTATAAAT........................................................................ 38 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAGTGTGTCCTGACTGACTGA.............................................. 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACA.................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGACTTTA................................................. 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACTTTG................................................. 22 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGACAA................................................... 20 2 2 0.50 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGATA.................................................... 19 2 3 0.33 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATAAATAGTGTGTCCTGTT..................................................... 19 2 6 0.17 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TAGTGTGTCCTGACTGTT................................................. 18 2 7 0.14 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAAATAGTGTGTCCTGGT..................................................... 18 2 7 0.14 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGTAAACTTAGACTGCCTACACGTGCTCGACAGAAGTCACTTACAGTCAGTCAGACCTGTCTGTTAAAATATAGGTATAGGATATTTATATTTATCACACAGGACTGACTGACTAACTGTACACTAGTTGCGTGTCGATTTGAACCACGGCGCCGAAGGA

************************************..(((...(((((((((((.(((((.((...(((((((..(((...)))..)))))))..)).))))).)))))))))))...)))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060673

9_ovaries_total
SRR2096060

Ovary_Min_193

SRR060686

Argx9_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

................................................AGTCAGACCTGTCTGTTAAAAT.......................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0

...................................................................................................CAGGACTGACTGACTAACT.......................................... 19 0 15 0.07 1 0 0 0 1 0 0

...................................................................................................CAGGACTGACTGACTA............................................. 16 0 20 0.05 1 0 0 0 0 0 1

...................................................................................................CAGGACTGACTGACTAA............................................ 17 0 20 0.05 1 0 0 0 0 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:4268354-

4268513 -
dvi_251 ACATTTGAATCTGACGGATGTG---CACGAGCTGTCTTCAGTGAATGTCAGTCAGTCTGGACAGACAATTTTATATCCATATCCTATAAATATAAATAGTGTGTCCTGACTGACTGATTGACATGTGATCAACGCACAGCTAAACTTGGTGCCGCGGCTTCCT

droMoj3 scaffold_6328:364898-
364914 +

ACATCAAA-GCTGGCTG------------------------------A-------------------------------------------------------------------------------------------------------------------

droAna3 scaffold_13117:3902027-
3902066 +

GGATTT-----TTAAAGATTTT---TTTTAGATTTTTTTAGCGAATAT-------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000779914:454377-
454386 -

TAATTTAA--------------------------------------AT-------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000298389:653852-
653852 +

A------------------------------------------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000413998:52084-
52088 +

ATGTT--------------------------------------------------------------------------------------------------------------------------------------------------------------

droEre2 scaffold_4690:13908018-
13908051 -

ATG----AATCTATCGGATACACGACTCAAGCTG----------ATTT-------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:05 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:4268354-4268513
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:4268354-4268513
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_251.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6328:364898-364914
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13117:3902027-3902066
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000779914:454377-454386
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000298389:653852-653852
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000413998:52084-52088
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:13908018-13908051


ID:

dvi_253

Coordinate:

scaffold_13047:1194059-1194115 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ23540-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CGTGGTGGTGTCTTGCCAATGCACTTGGTACGGCATTTCACAATTAACTGCATTGGTGTGCCCGCTTATGAGGGACTCGCAATCATTAAGCTAACACATCAATACAATTCGCTGTGAGAAAAAAGTACAAGTGATACAAAAAGTCTACGTTCCAGCG

***********************************(((((((......((.(((((((((...((((((((...........))).)))))...))))))))).))......)))))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096059

Ovary_Min_164

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

SRR060658

140_ovaries_total

SRR060688

160_ovaries_total

SRR060673

9_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060670

9_testes_total

GSM1528803

follicle
cells

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

....................................................................................ATTAAGCTAACACATCAATACA................................................... 22 0 1 675.00 675 287 217 58 38 2 11 6 6 1 1 12 7 2 0 8 6 2 7 3 1 0 0 0

..................................................CATTGGTGTGCCCGCTTATGA...................................................................................... 21 0 1 91.00 91 10 21 7 8 8 7 4 4 4 7 1 1 0 4 0 1 4 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATG....................................................................................... 20 0 1 68.00 68 5 12 4 2 6 12 9 1 5 4 2 0 3 2 0 0 1 0 0 0 0 0 0

....................................................................................ATTAAGCTAACACATCAATAC.................................................... 21 0 1 62.00 62 24 18 9 5 1 0 0 2 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTAT........................................................................................ 19 0 1 54.00 54 7 12 2 4 10 3 5 3 1 3 0 0 3 1 0 0 0 0 0 0 0 0 0

......................................................................................TAAGCTAACACATCAATACAAT................................................. 22 0 1 40.00 40 20 9 4 2 3 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTA......................................................................................... 18 0 1 34.00 34 6 2 1 0 10 0 2 2 5 3 0 0 3 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAA..................................................................................... 22 1 1 18.00 18 0 2 1 0 0 0 0 11 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGT...................................................................................... 21 1 1 12.00 12 3 2 1 1 0 0 0 2 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAGCTAACACATCAATA..................................................... 20 0 1 10.00 10 3 2 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAG..................................................................................... 22 0 1 6.00 6 1 0 0 1 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAT..................................................................................... 22 1 1 5.00 5 1 1 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAGCTAACACATCAATACAT.................................................. 23 1 1 5.00 5 2 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAAA.................................................................................... 23 2 1 4.00 4 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TTCGCTGTGAGAAAAAAG................................ 18 0 1 4.00 4 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................TGCATTGGTGTGCCCGCTTATG....................................................................................... 22 0 1 4.00 4 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGGTGTGCCCGCTTAT........................................................................................ 18 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAAGCTAACACATCAATACA................................................... 21 0 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATT....................................................................................... 20 1 1 3.00 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................ATTGGTGTGCCCGCTTATGA...................................................................................... 20 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................ATTCGCTGTGAGAAAAAAG................................ 19 0 1 2.00 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTAA........................................................................................ 19 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................................TTATGAGGGACTCGCAATC......................................................................... 19 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAGCTAACACATCAATACA................................................... 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAGCTAACACATCAATACAA.................................................. 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTGCATTGGTGTGCCCGCTTAT........................................................................................ 22 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAGCTAACACATCAAT...................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAAC.................................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATCAATACAATTCGCTGT.......................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAGA.................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATA....................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................................CGCTTATGAGGGACTCGC............................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................ATTCGCTGTGAGAAAAAA................................. 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAGCTAACACATCAATACA................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CACATCAATACAATTCGCTGT.......................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CATTAAGCTAACACATCAATACA................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGGTGTGCCCGCTTATGA...................................................................................... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTAACACATCAATACAATTCGCTG........................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTAAA....................................................................................... 20 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAAGCTAACACATCAATACC................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CACATCAATACAATTCGCTG........................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAGCTAACACATCAATACAATT................................................ 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATTGGTGTGCCCGCTTATG....................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATTT...................................................................................... 21 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TCGCTGTGAGAAAAAAGT............................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................ATACAATTCGCTGTGAGAAAAAAG................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGAC..................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CATTGGTGTGCCCGCTTATGG...................................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCACCACCACAGAACGGTTACGTGAACCATGCCGTAAAGTGTTAATTGACGTAACCACACGGGCGAATACTCCCTGAGCGTTAGTAATTCGATTGTGTAGTTATGTTAAGCGACACTCTTTTTTCATGTTCACTATGTTTTTCAGATGCAAGGTCGC

************************************(((((((......((.(((((((((...((((((((...........))).)))))...))))))))).))......)))))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060660

Argentina_ovaries_total

SRR060681

Argx9_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060674

9x140_ovaries_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR060682

9x140_0-
2h_embryos_total

M061

embryo

SRR060656

9x160_ovaries_total

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR1106724

embryo_12-
14h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

V116

male
body

V053

head

.......................................................................................TTCGATTGTGTAGTTATGTTAA................................................ 22 0 1 14.00 14 0 0 0 0 1 2 1 1 0 0 0 1 1 0 0 1 1 0 0 0 1 0 1 0 0 1 1 1 0 0

.................................................................................TAGTAATTCGATTGTGTAGTTAT..................................................... 23 0 1 9.00 9 1 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 1 0 0 0 0 1 0

..................................................................................AGTAATTCGATTGTGTAGTTAT..................................................... 22 0 1 6.00 6 0 0 0 2 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

........................................................................................TCGATTGTGTAGTTATGTTAA................................................ 21 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TTAGTAATTCGATTGTGTAGTTAT..................................................... 24 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GTAATTCGATTGTGTAGTTAT..................................................... 21 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................AAATAGTAATTCGATTGTGTAGTTAT..................................................... 26 3 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................AATAGTAATTCGATTGTGTAGTTAT..................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAATTCGATTGTGTAGTTATGT................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................AATTGACGTAACCACACGGGCG............................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TGACGTAACCACACGGGCGAA.......................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACGTAACCACACGGGCGAATA........................................................................................ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:1194009-

1194165 +
dvi_253 C---------GTGGTGG--TGTCTTGCCAATGCACTTGGTACGGCATTT-CAC---------AATTA---------------------ACTGCATTGGTGTGCCCGCTTATGAGGGACTCGCAATCATTAAGCTAACACA------------------TCAATACAA-----TT--------------C---------G----C--------------TGTGAGAAAAAAGTACAAGTGATACAAAAAGTCT-A-CGT-TCCAGCG

droMoj3 scaffold_6540:5225016-
5225173 +

dmo_309 C---------GTGCTAG--TGTCTTGCCAATGCCTGCGGTCCGGCATTT-CAC---------AACTA---------------------ACTGCATTGGTGTGCCCGCTTATGAGGGAATCGCAATCATCAAGCTAACACA------------------TCAATGCAA-----TT--------------C---------G----C--------------TGTGAGAGATTGATCCGAGTGATGCAATAGGTCT-AACGT-TGAAGCG

droGri2 scaffold_14906:5077568-
5077679 -

C---------GTGGTGG--TGTCTTGCTA-------------GGCATTT-CAC---------AATTA---------------------ACTGCAT---------------------------------TA----------AGC----CAACACA-TCA---ATGCAAT-----TG--------------CTAT-TTGTG----C--------------TGTGAGCAAAAGAACCGAGTGCATCG--------AT--GATGACAATG

droWil2 scf2_1100000004902:74497-
74550 -

A---------GTGAACG--AATG-----------------------------------------------------------CAA-------------------------------------------------------------------------------------------------------------------------------------CGCGAGTGATTCAACTGAGCCACATCA-------TC--ATCTTCGCCG

dp5 2:7233604-7233734 - C---------GTTCTTTGATTTG---TGG----CGGTGATGTGGT--GAC--GTTGTGTTCCT--TG-GTAGCGAAAGATCGTACTGAACTGA-----ACTTCCCGCAAGGAAGTGTT----------------------------------------TCC-------------------TTTCGCTTCGTTTCGGAAG----T--A--ATACA-ATT--------------------GTCGCG-------------------TTG
droPer2 scaffold_0:1094293-

1094423 -
C---------GTTCTTTGATTTG---TGG----CGGTGATGTGGT--GAC--GGTGTGTTCCT--TG-GTAACGAAAGATCGTACTGAACTGA-----ACTTCCCGCAAGGAAGTGTT----------------------------------------TCC-------------------TTTTGCTTCGTTTCGGAAG----T--A--ATACA-ATT--------------------GTCGCG-------------------TTG

droAna3 scaffold_13340:867474-
867573 -

A---------GTGGCGG--TGGAC---A--------------------TC--G---------------A-----------------------------ACCTTCTGCTTATAAGAGCTGCATGG-------------------------------------------CCAGATC-TCCGGTTTTAGTTTGATTCCGGAG----------TTACA-AGC--------------------GACGCGGTCG-----------GTCAGGA

droBip1 scf7180000394085:131674-
131773 +

A---------GTGGCGG--TGGAC---A--------------------TC--G---------------A-----------------------------ACCTTCTGCTTATAAGAGCTGCATGG-------------------------------------------CCAGATC-TCCGGTTTTAGTTTGACTCCGGAG----------TTACA-AGT--------------------GCCGCGATCG-----------GTCAGGA

droKik1 scf7180000302475:1425672-
1425729 +

G---AAG---GTGTCGCGATTGG---TGG------------------AAC--AGTGT------------------------------------------------------------------------------------------------------------------------------------------------------GAAGAAA-AGT--------------------GCCTCG--------GAGTCTCGATCGCG

droFic1 scf7180000453800:2313428-
2313514 +

C---------GTGTCGCGTTTGG---TAT------------------CCA--CATTTA--CCCC----------------------------------------------------------------------------TTT----TGAAGAACCCA---GTGGAAC-----TC----------------------AT----T--TGTGCAGC-ATT--------------------GAATCG--------GAAACCCGAACGCG

droEle1 scf7180000490995:508688-
508804 -

CGAATAGTTCGTTTCGCGGTTGG---TAA------------------ATC--GGTGTT--CTGA---TTA-----------------------------------------------------------G----------CCCCTTTTGAAGGG-CCA---GTGATATTATATA-TCC-----------ATCT-ATCAT----T--TGTGAAAT-ATG--------------------GCCTCG--------GAACTTCGAACGCG

droRho1 scf7180000777158:16592-
16701 -

A---TAGTTCGTGTCGCGGTTGG---TAA------------------ATC--GGTGCT--CCTCTTGGCC-----------------------------------------------------------G----------CCT----TGAATGG-CCA---GTTAAAA-----GT--------------CCCA-ACAGTTAATT--TGTGCAAC-ACT--------------------GCCTCG--------GAACTTTGATCGCG

droBia1 scf7180000302402:8322699-
8322796 +

C---------GTGTCGCGGTTGG---TAA------------------ATC--GGTGTT--CTCA---GCC-----------------------------------------------------------C----------CCT----TGAGCAA-TCA---GTGAAAA-----TA--------------ATCAAATGAC----T--TTTGCAAT-GCC--------------------GCCTCG--------GAACTTGGATCGCG

droTak1 scf7180000415380:1406302-
1406402 -

C---------GTGTCGCGATTGG---TAA------------------ATC--GGTGCT--CATA---GCC-----------------------------------------------------------C----------CCT--ATTGAAGAG-CCA---GTGAAAA-----TA--------------ATTTCATAAT----T--TGTGCAATTTGT--------------------GCTTTG--------GAACTTGGATCGCG

droEug1 scf7180000409692:709971-
710067 +

C---------GTGTCGCGGTTGG---TAA------------------ATC--GAAATA--T--C---A-------------------------------------------------------------G----------TCT----TGAAATA-TCA---GTGAGAA-----TA--------------ATATAATAATC---CATTGTGCAAC-TTC--------------------GCCTCG--------GAACTTTGAACGCG

dm3 chr3R:6233748-6233847 + C---------GTGTCGCGGTTGG---TAA------------------ATC--GAGGTA--CTTC---GAT-----------------------------------------------------------A----------CCC----CGAGGAA-TCA---GTTAAAA-----TC--------------ATAC-ATAAT----TGTTGACCACA-ATT--------------------GCCTCGG-------GAACTTCGATCGCG
droSim2 3r:14842998-14843096 - C---------GTGTCGCGGTTGG---TAA------------------ATC--GATGTA--CTTC---GAT-----------------------------------------------------------A----------CCC----CGAGGAA-TCA---GTTAAAA-----TC--------------ATAC-ATAAT----TGTTGACCACA-ATT--------------------GCCTCG--------GAACTTCGATCGCG
droSec2 scaffold_0:15709567-

15709665 -
C---------GTGTCGCGGTTGG---TAA------------------AAC--GATGTA--CTTC---GAT-----------------------------------------------------------A----------CCC----CGAGGAA-TCA---GTTAAAA-----TC--------------ATAC-ATAAT----TGTTGACCACA-ATT--------------------GCCTCG--------GAACTTCGATCGCG

droYak3 3R:10262263-10262362 + C---------GTGTCGCGGTTGG---TAA------------------ATC--GATGTT--CTTC---GAT-----------------------------------------------------------C----------CCT----CGAAGAA-TCA---GTTAAGA-----TC--------------ATAAAATATT----TGATGGCCACA-ATT--------------------GCCTCG--------GAACTTCGATCGCG
droEre2 scaffold_4770:15384152-

15384251 -
C---------GTGTCGCGGTTGG---TAA------------------ATC--GATGTT--CTTC---GAT-----------------------------------------------------------C----------CCC----CAACGAA-TCT---GTTAGAA-----TC--------------ATACAATAAT----TGTTGCCCACA-GTT--------------------GCCTCG--------GAACTTCGATCGCG

Generated: 09/08/2015 at 08:06 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
2
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:1194009-1194165
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:1194009-1194165
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_253.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:5225016-5225173
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_309.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14906:5077568-5077679
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004902:74497-74550
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=2:7233604-7233734
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_0:1094293-1094423
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13340:867474-867573
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000394085:131674-131773
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302475:1425672-1425729
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453800:2313428-2313514
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000490995:508688-508804
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000777158:16592-16701
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302402:8322699-8322796
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415380:1406302-1406402
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409692:709971-710067
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3R:6233748-6233847
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3r:14842998-14843096
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_0:15709567-15709665
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3R:10262263-10262362
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:15384152-15384251


ID:

dvi_78

Coordinate:

scaffold_12875:19241955-19242035 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCGGATCTGGCGCCAGGCAATAAAATGTCCGATGGCGGCTGCTGGCGCTCAGTGACGCTCGAGCTATACGCCGTATCGGACGTGCCTGTGGCCACACGGCTCGTCATCGTATACCCTCGAGTCCGCCTATAAGCGTTTCCATTCGTGTACTATATACATATACACACACTCGTCTACCTCA

******************************************.((((((..(((..(((((((.((((((........((((.(((.(((....)))))).))))..))))))..))))))).))).....))))))........************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total

M047

female
body

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

M028

head

V116

male
body

SRR060666

160_males_carcasses_total

M061

embryo

V047

embryo

SRR060680

Â 9xArg_testes_total

M027

male
body

SRR1106712

embryo_0-
2h

SRR1106729

mixed
whole
adult body

SRR2096056

Ovary_Min_46

SRR060676

9xArg_ovaries_total

SRR1106720

embryo_8-
10h

.............................................................................................................TATACCCTCGAGTCCGCCTAT................................................... 21 0 1 666.00 666 137 105 101 86 52 53 40 34 22 4 12 11 2 2 1 1 1 1 1 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTA.................................................... 20 0 1 57.00 57 17 12 3 2 2 6 3 3 4 1 1 2 0 1 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCT..................................................... 19 0 1 12.00 12 1 3 2 2 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTATT.................................................. 22 1 1 10.00 10 0 4 3 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.........................................................CTCGAGCTATACGCCGTATCGGACG................................................................................................... 25 0 1 5.00 5 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATACCCTCGAGTCCGCCTAT................................................... 20 0 1 4.00 4 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTT.................................................... 20 1 1 4.00 4 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTGACGCTCGAGCTATACG............................................................................................................... 20 0 1 4.00 4 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................ATCGGACGTGCCTGTGGCCACACGG.................................................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

.........................................................CTCGAGCTATACGCCGTATCGGACGTG................................................................................................. 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTATA.................................................. 22 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TACCCTCGAGTCCGCCTAT................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTGACGCTCGAGCTATACC............................................................................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................GTATACCCTCGAGTCCGCCTAT................................................... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................AGCTATACGCCGTATCGGACGTGCC............................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTC.................................................... 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATACCCTCGAGTCCGCCTATC.................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGTGACGCTCGAGCTATACGCCGT........................................................................................................... 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................TACATATACACACACTCGTCT...... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................ACACTCGTCTACCTT. 15 1 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.............................................................................................................TATACCCTCGAGTCCCTA...................................................... 18 3 20 0.05 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGCCTAGACCGCGGTCCGTTATTTTACAGGCTACCGCCGACGACCGCGAGTCACTGCGAGCTCGATATGCGGCATAGCCTGCACGGACACCGGTGTGCCGAGCAGTAGCATATGGGAGCTCAGGCGGATATTCGCAAAGGTAAGCACATGATATATGTATATGTGTGTGAGCAGATGGAGT

************************************.((((((..(((..(((((((.((((((........((((.(((.(((....)))))).))))..))))))..))))))).))).....))))))........******************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060672

9x160_females_carcasses_total

M047

female
body

SRR060666

160_males_carcasses_total

M028

head

SRR060681

Argx9_testes_total

SRR060686

Argx9_0-
2h_embryos_total
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:19241905-

19242085 -
dvi_78 TCGGATCT--------------------------------------GGCGCCAGGCAATAAAATGTCCGATGGCGGCTGCTGGCGCT----------CAGTGACGCTCGAGCTATACGCCGTATCGGACGTGCCTGTGGCCACACG-------------------------------------GCTCGTCAT-----------------CGTATACCCTCGA-GTCCGCCTATAAGCGTTTCCATTCGTGTACTAT------------AT----------ACA----TATACACACACTCGTCTA------------CC----TCA

droMoj3 scaffold_6496:12927574-
12927766 -

TCGGC-----------------------------------------------------------------TGGCCAATGCTGGCGCT----------CAGTGGCATACGAAACATACGCCGAATA------------------------------------AGATGTCTTCGC--AGTGCAAAAATACAAATCCATAAAGATATTTAATCCCAT--ACAC---ACATACATATAAATATACATATATATATAT-ATGTATATAAATATAT----------ATGTATATGTATGTATATTTGTATACATAGTCGACGGCT----TAC

droGri2 scaffold_15245:13277186-
13277351 -

TGCTGGCT--------------------------------------GCTGCC------------------TGCTGGCTGCTGGC---------TGCTCAGTACCGTTCGAGACATACGCCAAGTG------------------------------------AGACGTGC------------------------CACTGGGGAATATAATCTCAT--ACATAATACACATGTATGAAAAAATATACATATATATTGT------------ATATATATACGCGAC----TA-ACTTGCACTCGTGTG------------TG----TGG

droWil2 scf2_1100000004963:1151097-
1151171 +

GCTGT------------------------------------------------------------------TGTATATGCTCATGTT-------------------------------------------------------------------------------------------------------------------------------------------TTTCTGTGTTTCTGTTGATTTTTGTAATCT------------AT----------TT-----TGTG--CAC-ATTGCGTT------------TT----TCT

dp5 XR_group6:13216646-13216702
-

ATTCT------------------------------------------------------------------TG----------------------------------------------------------------------------------------------------------------------------------------------------A-AATCACATATAAGCACACATACTTCCATACTAT------------AC----------ACA----CACACAC------------------------A----CAC

droPer2 scaffold_14:1062430-1062550
+

GCTGC------------------------------------------------------------------TGCTGTCGCTGCTGCTATACGCCGTATCTTATCGCCTCA----------------------------ACCACACACAAAGTCGTCGACTGACTTGTGTTCGCATAGT---------------------------------------------------------------------GCTTAGTGC------------AT----------ACG----CATACGCATACCCATCTG------------TA----TCT

droAna3 scaffold_13117:2798642-
2798659 +

ATACA------------------------------------------------------------------CAC----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACATCC------------------------T----CAC

droBip1 scf7180000396383:405483-
405526 -

TTTTA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATTTTTATTCTTT------------AC----------ATA----TATACACCCACCCACCC--------------A----CAT

droKik1 scf7180000302685:688066-
688092 +

CACAC------------------------------------------------------------------A-C-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACACACCGC------------AC-----------------------------A--GCT------------TG----TCA

droFic1 scf7180000454077:549091-
549131 -

CATGT------------------------------------------------------------------A-C-------------------------------------------------------------------------------------------------------------------------------------------------------------------ATA-------------TAC------------AC----------ACT----CACACTCACACTCACACA------------CA----TAC

droEle1 scf7180000491011:1818440-
1818504 -

GCCTGTGTTTGTGTGTATATATGTATTATATATATGTATAAACCAA------------------------CCACAGCAG--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CCTG----------------CT---CTCA

droRho1 scf7180000779914:559329-
559383 +

AAGCA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CTTCCGTTTTCC------------GC----------ACA----CTCACACACACACACATA--CAGTTGACTTGG----TTA

droBia1 scf7180000302069:159884-
159884 +

A-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droEug1 scf7180000408994:134055-
134062 +

CTCTC------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TCT

dm3 chrX:19917515-19917566 - CGTTT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TAACTCGCGGCTTAA------------AC----------AAA----TATACAAACATGTTTGCC------------TGTCCCGCG
droSec2 scaffold_9:1956008-1956060

+
ACACA------------------------------------------------------------------CGT---------------------------------------------------------------------------------------------------------------------------------------------------------------------ATACACTCACATACTAC------------AC----------ACA----CACACACACACACACACA------------CA----TAA

droYak3 X:16839253-16839375 - CCGAC------------------------------------------------------------------AGCAGCAGCAGGAGCT----------CATCAATGCAATAATCGTGT-CCATCTCGGACGTACACGAGGCTA--------------------------------------GGGACTCTGCAC-----------------TCT-----------------------------GCACTCCCGATCCCA------------AT----------GCC----AATACCGATCCTTGTGCA------------TC----CTA
droEre2 scaffold_4929:12620905-

12620928 +
ATATG------------------------------------------------------------------AAT-------------------------------------------------------------------------------------------------------------------------------------------------------------------ATA---------------------------------------------------TA------CACATA------------TA----TGA

Generated: 09/08/2015 at 08:14 PM
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crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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GTTACTGGAGCATCGAATCATATGGATCAGCTGCGTTGGCAGCGCCTGTTACCTACTCAGCCGTCAATCTTTATAGTTATATAAAGAAAACTATGGTTAACGACTAAGCAAGTAGCAGACGTTGCACCTAAATCTACACAAGTATATTCAATTAATATTCGTGATT

***********************************...((((((.(((((((...((.((.(((.((((...((((((..........)))))))))).))).)).))...))))))).))))))...**************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

V053

head

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060676

9xArg_ovaries_total

V047

embryo

SRR060677

Argx9_ovaries_total

SRR060667

160_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060680

Â 9xArg_testes_total
SRR2096059

Ovary_Min_164

SRR060675

140x9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
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SRR060670

9_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060659

Argentina_testes_total

SRR060669

160x9_females_carcasses_total

M028

head

SRR060671

9x160_males_carcasses_total

SRR060683

160_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060666

160_males_carcasses_total

SRR060655
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SRR2096080

embryo_0-2h
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nondysgenic
mothers

SRR060656

9x160_ovaries_total

SRR060658

140_ovaries_total
SRR2096060

Ovary_Min_193

SRR060657

140_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR060688

160_ovaries_total

SRR1106730

embryo_16-
30h

SRR060682

9x140_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M061

embryo

SRR060663

160_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M027
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body

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106725

embryo_14-
16h

SRR1106722

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106726

embryo_14-
16h

SRR1106724

embryo_12-
14h

SRR1106720

embryo_8-
10h

SRR1106727

larvae

SRR060661

160x9_0-
2h_embryos_total

SRR1106728

larvae

SRR1106717

embryo_6-
8h

SRR1106713

embryo_0-
2h

SRR1106718

embryo_6-
8h

SRR1106716

embryo_4-
6h

SRR1106719

embryo_8-
10h

SRR1106721

embryo_10-
12h

GSM1528803

follicle
cells

SRR1106714

embryo_2-
4h

SRR1106712

embryo_0-
2h

...........................................................................................TATGGTTAACGACTAAGCAAGT..................................................... 22 0 1 1056.00 1056 51 142 6 35 69 62 61 31 13 28 13 18 27 38 19 19 9 8 28 33 3 6 10 4 8 11 11 9 3 8 3 6 15 10 7 5 6 11 5 13 9 5 5 5 5 2 19 8 5 18 6 10 2 0 0 1 4 0 8 1 7 10 8 8 8 7 7 1 6 3 3 2 3 2 3 0 1 0

...........................................................................................TATGGTTAACGACTAAGCAAGTAG................................................... 24 0 1 717.00 717 22 63 3 35 51 41 51 28 4 25 5 5 23 3 29 25 3 10 1 0 36 3 6 37 4 29 6 3 1 2 0 11 1 3 1 30 3 12 1 2 9 4 5 6 2 1 0 10 18 1 2 0 0 1 11 10 8 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTAG................................................... 23 0 1 379.00 379 15 77 4 17 26 26 22 17 5 12 8 5 9 0 16 10 3 1 1 0 14 5 2 6 2 10 1 1 2 1 0 6 2 0 1 6 0 3 0 4 7 2 0 5 2 1 0 3 3 3 1 0 4 0 4 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAG...................................................... 21 0 1 291.00 291 40 43 10 8 18 19 29 3 5 10 3 4 7 4 4 5 2 5 0 2 1 0 8 2 12 0 6 1 1 1 6 0 1 2 5 0 6 2 2 1 1 0 2 0 0 1 0 2 0 0 0 1 0 0 0 1 3 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTAT............................................................................................ 24 0 1 135.00 135 1 13 1 9 9 10 7 5 1 2 2 5 1 8 2 3 5 0 5 2 0 3 3 0 0 0 0 3 0 3 0 6 1 0 1 0 1 0 1 0 5 1 2 2 2 1 0 1 0 1 0 0 0 5 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATAG.......................................................................................... 26 0 1 94.00 94 0 5 0 5 1 6 1 3 0 4 3 7 1 7 3 2 1 0 10 2 0 0 0 0 0 0 0 2 2 2 2 0 3 2 0 0 0 0 8 0 2 0 0 1 4 0 0 0 0 0 0 0 0 1 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTATAGT......................................................................................... 25 0 1 91.00 91 2 2 0 1 2 4 1 3 0 1 1 0 0 14 1 2 1 0 13 13 0 0 0 0 0 0 0 0 1 0 0 0 5 0 0 0 0 0 13 0 0 0 0 0 7 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGT..................................................... 21 0 1 83.00 83 3 27 0 3 5 4 6 0 2 0 0 1 3 4 0 1 1 1 0 2 1 0 0 0 1 0 0 2 0 2 0 2 1 0 0 0 2 1 0 2 1 0 0 0 0 0 0 0 0 1 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTT.............................................................................................. 22 0 1 75.00 75 2 7 0 8 2 7 6 1 0 2 4 5 1 0 0 2 2 3 0 1 0 1 0 0 1 0 0 5 0 5 1 0 0 3 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAA....................................................... 20 0 1 57.00 57 2 5 3 3 1 13 3 2 0 1 0 1 2 0 3 1 1 0 0 0 0 4 0 0 2 0 0 0 0 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTA.................................................... 23 0 1 46.00 46 1 5 1 2 6 2 5 0 0 3 1 0 2 0 3 2 1 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 2 0 0 0 0 2 0 0 0 0 0 2 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................CCTGTTACCTACTCAGCCGTCA.................................................................................................... 22 0 1 39.00 39 4 3 5 0 1 4 1 1 0 2 2 0 2 0 1 0 0 1 1 0 0 1 1 0 1 0 1 0 0 1 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTA............................................................................................. 23 0 1 39.00 39 0 5 0 5 2 2 2 1 0 0 1 1 1 0 0 0 0 0 3 0 0 3 1 0 2 0 0 0 1 2 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTA.................................................... 22 0 1 37.00 37 1 11 0 2 3 4 3 2 0 1 1 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTATAGTT........................................................................................ 25 0 1 30.00 30 0 0 0 0 0 0 0 0 0 1 0 0 0 4 0 0 0 0 7 1 0 0 0 0 1 0 0 0 0 0 0 0 5 1 0 0 0 0 3 0 0 0 0 1 3 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTAA................................................... 24 1 1 30.00 30 0 2 0 0 0 2 0 4 0 1 0 0 0 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 3 0 0 3 0 0 0 0 0 0 0 0 1 0 1 0 2 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTT............................................................................................... 21 0 1 29.00 29 1 5 0 2 1 2 4 1 0 0 1 0 0 0 1 0 1 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATA........................................................................................... 25 0 1 28.00 28 0 2 0 0 1 1 0 0 0 2 0 3 1 0 1 0 1 0 0 3 0 1 0 0 1 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTT.................................................... 23 1 1 26.00 26 0 2 2 5 4 2 0 1 2 0 1 2 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTC.................................................... 23 1 1 25.00 25 4 1 1 0 4 2 2 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 2 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................ACGACTAAGCAAGTAGCAGACG............................................. 22 0 1 25.00 25 1 2 0 0 1 0 0 1 0 0 1 0 0 7 0 0 0 0 0 3 0 0 0 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATAGT......................................................................................... 27 0 1 20.00 20 0 2 0 0 1 0 0 1 0 3 0 0 1 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTAGA.................................................. 25 1 1 19.00 19 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTATAGT......................................................................................... 24 0 1 17.00 17 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 6 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 3 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAG...................................................... 20 0 1 16.00 16 6 6 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTAT................................................... 23 1 1 11.00 11 2 1 1 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCT................................................................................................ 20 0 1 11.00 11 0 1 1 3 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTAT................................................... 24 1 1 11.00 11 0 1 0 0 0 0 0 1 1 1 0 1 1 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTATAGTC........................................................................................ 26 1 1 10.00 10 1 1 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATC........................................................................................... 25 1 1 10.00 10 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTAGA.................................................. 24 1 1 10.00 10 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCA........................................................ 19 0 1 9.00 9 0 2 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTAAA.................................................. 25 2 1 8.00 8 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATCC.......................................................................................... 26 2 1 8.00 8 0 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATC................................................................................................. 19 0 1 7.00 7 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TAACGACTAAGCAAGTAGCAGA............................................... 22 0 1 7.00 7 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................ACTCAGCCGTCAATCTTTATAGTT........................................................................................ 24 0 1 7.00 7 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTATAGTCC....................................................................................... 27 2 1 7.00 7 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTTAACGACTAAGCAAGT..................................................... 18 0 1 6.00 6 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTATAGTTC....................................................................................... 26 1 1 6.00 6 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTAACGACTAAGCAAGTAG................................................... 19 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTATAG.......................................................................................... 24 0 1 5.00 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AACGACTAAGCAAGTAGCAGACG............................................. 23 0 1 5.00 5 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TAACGACTAAGCAAGTAGCAG................................................ 21 0 1 5.00 5 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGC..................................................... 22 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCTACTCAGCCGTCAATCTTT.............................................................................................. 21 0 1 4.00 4 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTCT................................................... 24 2 1 4.00 4 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTAT............................................................................................ 22 0 1 4.00 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTAA................................................... 23 1 1 4.00 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGGTTAACGACTAAGCAAG...................................................... 22 0 1 4.00 4 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TGGTTAACGACTAAGCAAGTAG................................................... 22 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TGGTTAACGACTAAGCAAGT..................................................... 20 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................TGCGTTGGCAGCGCCTGTT.................................................................................................................... 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTTC................................................... 24 2 1 3.00 3 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTACTCAGCCGTCAATCTTTATAGTT........................................................................................ 26 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAA....................................................... 19 0 1 3.00 3 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGGTTAACGACTAAGCAAGT..................................................... 23 0 1 3.00 3 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCTACTCAGCCGTCAATCTTTATAG.......................................................................................... 25 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCTACTCAGCCGTCAATCTTTA............................................................................................. 22 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCTACTCAGCCGTCAATCTTTAT............................................................................................ 23 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTTA................................................... 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTAT............................................................................................ 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTG.................................................... 23 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTATAG.......................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................CGTTGGCAGCGCCTGTTAC.................................................................................................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TACTCAGCCGTCAATCTTTATAGTTAA...................................................................................... 27 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGA..................................................... 22 1 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTTAA.................................................. 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGGTTAACGACTAAGCAA....................................................... 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTTT................................................... 24 2 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTAA............................................................................................ 24 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................ATGGATCAGCTGCGTTGGCAGCGCCTGTT.................................................................................................................... 29 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0

................................GCGTTGGCAGCGCCTGTTAC.................................................................................................................. 20 0 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTAGT.................................................. 24 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGGTTAACGACTAAGCAAGTT.................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AACTATGGTTAACGACTAAGCAAGTAG................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTAA.............................................................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTCC................................................... 24 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATAAA......................................................................................... 27 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TGGTTAACGACTAAGCAAGTA.................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGGTTAACGACTAAGCAAGTACA.................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATCCC......................................................................................... 27 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTTATAGTTATATAAAGAAAACT.......................................................................... 42 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGGTTAACGACTAAGCA........................................................ 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................CCTGTTACCTACTCAGCCGTC..................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCTACTCAGCCGTCAATCTTAT............................................................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TAACGACTAAGCAAGTAGCAGAAA............................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CAATGACCTCGTAGCTTAGTATACCTAGTCGACGCAACCGTCGCGGACAATGGATGAGTCGGCAGTTAGAAATATCAATATATTTCTTTTGATACCAATTGCTGATTCGTTCATCGTCTGCAACGTGGATTTAGATGTGTTCATATAAGTTAATTATAAGCACTAA

**************************************...((((((.(((((((...((.((.(((.((((...((((((..........)))))))))).))).)).))...))))))).))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

SRR060678

9x140_testes_total

SRR060670

9_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060655

9x160_testes_total

V116

male
body

SRR060683

160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

M027

male
body

SRR060658

140_ovaries_total
SRR2096056

Ovary_Min_46

M047

female
body

SRR2096057

Ovary_Min_50

SRR2096060

Ovary_Min_193

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR060656

9x160_ovaries_total

SRR060660

Argentina_ovaries_total

M028

head

SRR060654

160x9_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR1106729

mixed
whole
adult body

V047

embryo

SRR060673

9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106728

larvae

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

...................................................GGATGAGTCGGCAGTTAGAA............................................................................................... 20 0 1 3214.00 3214 882 1069 268 176 166 176 121 108 85 74 69 1 12 0 4 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0

...................................................GGATGAGTCGGCAGTTAGAAA.............................................................................................. 21 0 1 1597.00 1597 515 407 112 94 89 89 79 46 54 38 28 26 11 6 0 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0

....................................................GATGAGTCGGCAGTTAGAA............................................................................................... 19 0 1 1471.00 1471 440 450 85 79 88 86 67 37 39 54 40 1 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GATGAGTCGGCAGTTAGAAA.............................................................................................. 20 0 1 1374.00 1374 532 304 79 89 85 54 63 49 29 31 39 6 10 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATGAGTCGGCAGTTAGAA............................................................................................... 21 0 1 754.00 754 180 219 71 44 55 52 47 22 21 18 17 1 1 2 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0

..................................................TGGATGAGTCGGCAGTTAGAAA.............................................................................................. 22 0 1 715.00 715 181 107 59 67 41 44 59 42 20 15 14 31 2 3 1 6 3 6 5 3 2 0 1 1 0 0 1 0 0 0 0 1 0 0 0 0

................................................AATGGATGAGTCGGCAGTTAGA................................................................................................ 22 0 1 245.00 245 52 25 35 26 25 25 10 14 14 11 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATGAGTCGGCAGTTAGAA............................................................................................... 22 0 1 169.00 169 32 21 23 23 16 13 9 5 8 7 10 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTGATACCAATTGCTGATTCGTT....................................................... 23 1 1 138.00 138 1 0 27 30 27 12 3 5 7 3 20 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GATACCAATTGCTGATTCGTT....................................................... 21 0 1 104.00 104 3 2 13 19 20 15 3 3 6 12 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

....................................................GATGAGTCGGCAGTTAGAAATAT........................................................................................... 23 0 1 100.00 100 10 12 14 17 10 11 9 4 3 3 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GAGTCGGCAGTTAGAAATAT........................................................................................... 20 0 1 83.00 83 20 11 12 5 10 5 2 4 9 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATGGATGAGTCGGCAGTTAGAA............................................................................................... 23 0 1 74.00 74 14 10 7 12 5 10 0 7 2 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATGAGTCGGCAGTTAGA................................................................................................ 19 0 1 65.00 65 15 23 3 0 4 4 8 1 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATGAGTCGGCAGTTAGA................................................................................................ 21 0 1 51.00 51 4 6 9 5 8 10 3 1 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GATGAGTCGGCAGTTAGA................................................................................................ 18 0 1 46.00 46 17 12 0 3 1 2 3 2 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................TATGGATGAGTCGGCAGTTAGAA............................................................................................... 23 1 1 41.00 41 4 4 7 6 3 8 2 3 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATGGATGAGTCGGCAGTTAGA................................................................................................ 22 1 1 28.00 28 5 3 7 3 6 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGGATGAGTCGGCAGTTAGAA............................................................................................... 21 1 1 28.00 28 5 2 3 4 5 2 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGAGTCGGCAGTTAGAAATAT........................................................................................... 21 0 1 27.00 27 10 5 1 1 0 0 1 2 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.................................................CTGGATGAGTCGGCAGTTAGAA............................................................................................... 22 1 1 27.00 27 2 0 3 3 3 5 2 4 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATGAGTCGGCAGTTAGA................................................................................................ 20 0 1 20.00 20 9 5 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................CCTGATACCAATTGCTGATTCGTT....................................................... 24 2 1 20.00 20 1 0 3 3 3 2 1 0 2 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGATGAGTCGGCAGTTAGAA............................................................................................... 22 1 1 19.00 19 2 3 4 4 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATGGATGAGTCGGCAGTTAGA................................................................................................ 23 1 1 18.00 18 2 1 2 1 4 0 1 2 2 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGATACCAATTGCTGATTCGTT....................................................... 22 0 1 16.00 16 0 1 3 4 4 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGGATGAGTCGGCAGTTAGAAA.............................................................................................. 22 1 1 14.00 14 0 0 0 1 1 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATGAGTCGGCAGTTAGAAATAT........................................................................................... 25 0 1 12.00 12 0 1 0 0 3 2 0 0 0 0 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......................................................................................ACTGATACCAATTGCTGATTCGTT....................................................... 24 2 1 11.00 11 1 0 2 2 2 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGAGTCGGCAGTTAGAAATAT........................................................................................... 22 0 1 8.00 8 2 0 3 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGAGTCGGCAGTTAGAA............................................................................................... 18 0 1 8.00 8 2 1 1 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTGGATGAGTCGGCAGTTAGAAA.............................................................................................. 23 1 1 8.00 8 1 0 0 1 1 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATGAGTCGGCAGTTAGAAA.............................................................................................. 23 0 1 7.00 7 1 0 0 2 1 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATGAGTCGGCAGTTAGAAATAT........................................................................................... 24 0 1 7.00 7 1 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGATGAGTCGGCAGTTAGAAA.............................................................................................. 22 1 1 7.00 7 2 0 0 0 0 0 0 1 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TAATGGATGAGTCGGCAGTTAGA................................................................................................ 23 1 1 7.00 7 0 1 0 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................CATCGTCTGCAACGTGGAT.................................... 19 0 1 7.00 7 0 0 1 0 3 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGAGTCGGCAGTTAGAA............................................................................................... 19 1 1 7.00 7 0 0 2 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATCGTCTGCAACGTGGATT................................... 19 0 1 6.00 6 0 1 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGGATGAGTCGGCAGTTAGAA............................................................................................... 21 1 1 5.00 5 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AATGAGTCGGCAGTTAGAAATAT........................................................................................... 23 1 1 5.00 5 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...............................................AAATGGATGAGTCGGCAGTTAGAA............................................................................................... 24 1 1 5.00 5 1 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

....................................................GATGAGTCGGCAGTTAGAAAT............................................................................................. 21 0 1 5.00 5 1 1 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGAGTCGGCAGTTAGAAA.............................................................................................. 19 0 1 5.00 5 1 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGGATGAGTCGGCAGTTAGAAA.............................................................................................. 22 1 1 5.00 5 1 0 0 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AACTGATACCAATTGCTGATTCGTT....................................................... 25 3 1 4.00 4 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTGGATGAGTCGGCAGTTAGAA............................................................................................... 23 2 1 4.00 4 1 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATGGATGAGTCGGCAGTTAG................................................................................................. 21 0 1 4.00 4 1 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATGGATGAGTCGGCAGTTAG................................................................................................. 22 1 1 4.00 4 0 0 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGATGAGTCGGCAGTTAGAA............................................................................................... 20 1 1 4.00 4 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTGGATGAGTCGGCAGTTAGAA............................................................................................... 23 2 1 4.00 4 0 0 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CGGATGAGTCGGCAGTTAGAA............................................................................................... 21 1 1 4.00 4 1 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGATGAGTCGGCAGTTAGAAA.............................................................................................. 21 1 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

................................................GATGGATGAGTCGGCAGTTAGA................................................................................................ 22 1 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTGGATGAGTCGGCAGTTAGAA............................................................................................... 23 2 1 3.00 3 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTGATACCAATTGCTGATTCGTT....................................................... 23 0 1 3.00 3 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CATGGATGAGTCGGCAGTTAGAA............................................................................................... 23 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ATACCAATTGCTGATTCGTT....................................................... 20 0 1 3.00 3 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGAGTCGGCAGTTAGAAA.............................................................................................. 20 1 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CATGGATGAGTCGGCAGTTAGA................................................................................................ 22 1 1 3.00 3 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TCTTTTGATACCAATTGCTGATTCGTT....................................................... 27 0 1 3.00 3 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATGAGTCGGCAGTTA.................................................................................................. 18 0 1 3.00 3 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTTGATACCAATTGCTGATTCGTT....................................................... 24 0 1 3.00 3 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CCTCTTTTGATACCAATTGCTGATTCGTT....................................................... 29 2 1 3.00 3 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTGGATGAGTCGGCAGTTAGAA............................................................................................... 23 2 1 3.00 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGATACCAATTGCTGATTCGTT....................................................... 23 1 1 3.00 3 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGATGAGTCGGCAGTTAGAAA.............................................................................................. 21 1 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GATACCAATTGCTGATTCGTTC...................................................... 22 0 1 2.00 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGATGAGTCGGCAGTTAGAA............................................................................................... 20 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATGGATGAGTCGGCAGTTAGAA............................................................................................... 24 2 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTGGATGAGTCGGCAGTTAGA................................................................................................ 22 2 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTGAGTCGGCAGTTAGAAATAT........................................................................................... 22 1 1 2.00 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTTTTGATACCAATTGCTGATTCGTT....................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GAATGGATGAGTCGGCAGTTAGA................................................................................................ 23 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTGAGTCGGCAGTTAGAA............................................................................................... 18 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTGGATGAGTCGGCAGTTAGA................................................................................................ 21 1 1 2.00 2 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AGTCGGCAGTTAGAAATAT........................................................................................... 19 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................TCGGCAGTTAGAAATATCAATAT..................................................................................... 23 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATCGTCTGCAACGTGGATTT.................................. 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGATGAGTCGGCAGTTAGAAA.............................................................................................. 23 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................CTGAGTCGGCAGTTAGAAATAT........................................................................................... 22 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................CATCGTCTGCAACGTGGATT................................... 20 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTGGATGAGTCGGCAGTTAGA................................................................................................ 22 2 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AATGAGTCGGCAGTTAGAA............................................................................................... 19 1 2 1.50 3 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CGATGAGTCGGCAGTTAGAA............................................................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTATGGATGAGTCGGCAGTTAGA................................................................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CGATGAGTCGGCAGTTAGAAA.............................................................................................. 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GCTGATTCGTTCATCGTCT............................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTGGATGAGTCGGCAGTTAGA................................................................................................ 21 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................CATCGTCTGCAACGTGGATTT.................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TGATGGATGAGTCGGCAGTTAGAA............................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................CGGCAGTTAGAAATATCAATAT..................................................................................... 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGATGAGTCGGCAGTTAGAAATAT........................................................................................... 24 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATCGTCTGCAACGTGGATTTAG................................ 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATGAGTCGGCAGTTAGAAATAT........................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GATGGATGAGTCGGCAGTTAGAA............................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CATGAGTCGGCAGTTAGAAA.............................................................................................. 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAGGATGAGTCGGCAGTTAGA................................................................................................ 21 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGAGTCGGCAGTTAGAAATAT........................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTTTTGATACCAATTGCTGATTCGTTC...................................................... 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTTATGGATGAGTCGGCAGTTAGA................................................................................................ 24 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATGGATGAGTCGGCAGTTA.................................................................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTAATGGATGAGTCGGCAGTTAGA................................................................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGAGTCGGCAGTTAGAAATAT........................................................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CCTGAGTCGGCAGTTAGAA............................................................................................... 19 2 2 1.00 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12970:9426788-
9426953 +

dvi_56 GTTACTGGAGCATCGAATCATATGGATCAGCTGCGTTGGCAGCGCCTGTTACCTACTCAGCCGTCAATCTTTATAGTTATATAAAGAAAACTATGGTTAACGACTAAGCAAGTAGCAGACGTTGCACCTAAATCTACACAAGTATATTCAATTAATATTCGTGATT

droMoj3 scaffold_6654:1108046-
1108081 +

A---------------------------------------------------------------------------------------------------------------------------------AAATTACAA-AAGCTATTCAATTATTCTCCAAAAGT

droGri2 scaffold_15112:4695861-
4695888 -

TACACA---------------------------------------------------------------------------------------------------------------------------------------AG---ATTTGATAGTGTTATCAATT

droWil2 scf2_1100000004510:2358532-
2358564 -

A---------------------------------------------------------------------------------------------------------------------------------GATCTACATAAATGTATACATTTAATATTTG----T
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CCCACACCATGCCACACACCTCCTTCCAGCCCACGGCACGGTATCAGAAGGTGGGTGGAGCGATAGCTCATGCTGGCATTGTCGACTCAACCAAGCTCTCTCTCATCCCAACAGATCGACCAGCCTGGCGAAAAAGACCAGATGAAGTTCTCAACGCAACGCAA
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...........................................................................................CAAGCTCTCTCTCATCCCAACA................................................... 22 0 1 206.00 206 37 42 33 22 10 12 13 9 7 3 7 2 3 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAG.................................................. 23 0 1 199.00 199 48 13 22 14 16 9 10 9 19 11 7 5 10 0 2 0 0 0 1 0 0 0 1 1 0 0 1 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAAC.................................................... 21 0 1 96.00 96 20 11 7 9 8 9 8 4 2 4 1 5 2 2 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAA..................................................... 20 0 1 44.00 44 7 11 6 4 1 3 3 3 1 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCA...................................................... 19 0 1 26.00 26 3 10 3 3 0 4 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATG............................................................................................ 22 0 1 22.00 22 0 2 0 0 3 0 0 0 0 0 1 2 0 0 0 4 5 3 1 0 1 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGCT.......................................................................................... 24 0 1 16.00 16 0 3 1 1 1 0 0 0 0 0 0 0 1 1 4 1 1 0 1 1 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCAT............................................................................................. 21 0 1 14.00 14 0 4 0 0 3 0 0 0 0 1 1 0 0 0 0 2 1 1 0 1 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAGT................................................. 24 1 1 11.00 11 1 0 1 1 3 1 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCA.............................................................................................. 20 0 1 6.00 6 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCTCTCTCTCATCCCAACAG.................................................. 22 0 1 4.00 4 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCTCTCTCTCATCCCAACA................................................... 21 0 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCAAGCTCTCTCTCATCCCAACA................................................... 23 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAGA................................................. 24 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATT............................................................................................ 22 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGC........................................................................................... 23 0 1 2.00 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGCTGGC....................................................................................... 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAT.................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTCTCTCTCATCCCAACAG.................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAC.................................................. 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACCA.................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAACAGC................................................. 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCTCTCTCTCATCCCAAC.................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAAA.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCC....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AGCTCTCTCTCATCCCAACAGT................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGTGGAGCGATAGCTCAT............................................................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGCTG......................................................................................... 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGCC.......................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TTGTCGACTCAACCAAGCTCTCT............................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CAAGCTCTCTCTCATCCCAG..................................................... 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCTCTCTCTCATCCCAA..................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTGGAGCGATAGCTCATGCTTT........................................................................................ 26 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAGCTCTCTCTCATCCCA...................................................... 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGGTGTGGTACGGTGTGTGGAGGAAGGTCGGGTGCCGTGCCATAGTCTTCCACCCACCTCGCTATCGAGTACGACCGTAACAGCTGAGTTGGTTCGAGAGAGAGTAGGGTTGTCTAGCTGGTCGGACCGCTTTTTCTGGTCTACTTCAAGAGTTGCGTTGCGTT
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SRR060689
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..............GTGTGGAGGAAGGTCGGGTGCCGTGCC........................................................................................................................... 27 0 1 1.00 1 1 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_13049:17567964-

17568127 -
dvi_86 CCCACACCATGCCACACACCTCCTTCCAGCCC---ACGGCACGGTATCAGAAGGTGGGTGG-----------AG-------C-GA---TAGC-----TCATGCTGGCATTG-T-CG---------ACT---C---AA---------------------CC-----A-AG-CTCTC-TCT---CATCCCAACAGATCGACCAGCCTGGCGAAAAAGACCAGATGAAGTTCTCAACGCAACGCAA

droMoj3 scaffold_6680:22608040-
22608198 -

CCCTCCCCATGCCATACCCCTCCCTCCAGCCC---ACGGCATGGTGTCAGAAGGTAAGATA-----------AACA-----GA-AA-----------TCATGTCGA-------------------------T---AA---------------------CC-AAGTA--A-TCTCCCTCTCCTCTGCCCCACAGATCGACTAGCTTGGCGAAAAAGTCCAGGTGAAGCCGTCTACTCTCATCAA

droGri2 scaffold_15110:14615335-
14615487 +

dgr_63 CCATCACCGTGCAACACGCCTCCATCCAGTCCGGCGCGGCAGGCCATCCGAAGGTTG-T----------------------G-AGCAGTGTTAAGTGT-TTGCACACAGT---------------TTAATGT---AA---------------------TC-----ACTT-CT--G-------TCTTCCAACAGATCGACGAGCGTGCTCAAAAAGACCAGATGAAGTGG-----------CCA

droWil2 scf2_1100000004511:803411-
803561 +

CCCTCACCTTGTAATACGCCTCCCGCCAGTCC---CAGACACGGAGTAAAAAGGTCAAATA-----------TT-------T-AACAATATTCAAAGA-CTCCT----------------CAAA-T---GCTAATCTTCCTA-------------------------TT-GATCC-------TCCTCCCACAGATCCACCAGTCTGGTGAAGAAGCCAAGATGAAGT----------------

dp5 XR_group8:4051270-4051421
+

CCTTCGCCCTGTAACACACCGCCTGTCAGTCC---ACGTCACGGGGTTAGGAGGTCAGTGG-----------TC-------G-ATT-------------CTCTAATCAC--TCTTGCAATCCAC-T---GCTAATCATCAGG-------------------------AG-TCTTC-------TCTTCCTACAGATCCACTAGTCTGGTGAAAAAGCCGAGATGAAG-----------------

droPer2 scaffold_29:283509-283660
+

CCTTCGCCCTGTAACACACCGCCTGTCAGTCC---ACGTCACGGGGTTAGGAGGTCAGTGG-----------TC-------G-ATT-------------CTCTAATCAC--TCTTGCAATCCAC-T---GCTAATCATCAGG-------------------------AG-TCTTC-------TCTTCCTACAGATCCACTAGTCTGGTGAAAAAGCCGAGATGAAG-----------------

droAna3 scaffold_13337:21978023-
21978164 +

CCCTCTCCTTGCCACACACCTCCTTCCAGCCC---ACGACATGGAATAAAGAGGTAAGAAC-----------TTGGTGCCTA-ATG-----------TACTGGCGCGA-----------------------TAATAA---------------------TC-----CAAG-TCCTC--------CCATTAACAGATCCACCAGCATGGCGAAGAAGCCGAGATGAAG-----------------

droBip1 scf7180000396730:444921-
445062 +

CCCTCTCCTTGCAACACACCTCCTTCCAGCCC---ACGACACGGAATAAAGAGGTGAGTCC-----------TTATGGTTTA-ATA-----------TTATGGCGGAA-----------------------TAATAA---------------------TG-----AAAAACCTTC-------A--ATTCACAGATCCACCAGCATGGCGAAGAAGCCGAGATGAAG-----------------

droKik1 scf7180000302808:556932-
557082 +

CCTTCCCCCTGCAATACGCCCCCTGCCAGTCC---ACGTCATGGCGTCAGAAGGTCTGGGA-----------GAGA-----AG-AG-----------T-CTCGA--CAT--TAATGAA-ACTATTTT----TAACGA---------------------AT-----CGCA-TTGAA-------TTCTCCCACAGATCAACCAGCATGGTTAAGAAGTCAAGATGAAG-----------------

droFic1 scf7180000454048:242673-
242826 +

CCTTCACCCTGCCACACTCCACCCGCCAGTCC---GCGTCATGGTGTCAAAAGGTTAGTCT-----------TT-------A-ATTAATATAAAAT-----ATAAAC-----------------------------------------CTTATTTAAACTTATTTA--A---ACC-------TCCCCTTACAGATCCACCAGTCTGGTAAAGAAGCCGAGATGAAGTCCCGAGC---------

droEle1 scf7180000491255:1907033-
1907187 -

CCCTCGCCCTGCCACACGCCCCCCGCCAGTCC---ACGTCATGGCGTGAAAAGGTTACTGACCTGTGGAATCACCA-----GA-AA--TGCC---------------------------------------CAATAA---------------------CC-----AACA-TGCTC----------GTCCACAGATCCACCAGCCTGGTGAAGAAGCCGAGATGAAGTCCCCAGCCAGTCCTC-

droRho1 scf7180000757643:86-230 - CCCTCGCCCTGCCACACGCCCCCAGCCAGTCC---ACGTCATGGCGTGAAAAGGTCAGTCT-----------TT-------G-CAT-----------C-ACATAATCTA--TT------------TGG---T---AA---------------------CT-----CATA-TA-CC-------CTCGTCCACAGGTCCACCAGCCTGGTGAAGAAGCCGAGATGAAGGCCTGAGC---------
droBia1 scf7180000302428:1330433-

1330581 +
CCCTCGCCCTGCCACACTCCCCCCGCCAGTCC---ACGTCATGGCGTGAGAAGGTCAGTCC-----------CT-------G-AGT-----------TCGCCCCCA-----------------------------AA-----CTATAACCTATTACAACC-----CATA-ATCCC-------ATCCATTGCAGATCCACTAGCATGGTGAAGAAGCCGAGATGAAGTTC--------------

droTak1 scf7180000415332:30300-
30455 +

CCCTCGCCCTGTCACACTCCCCCCGCCAGTCC---ACGTCATGGCGTAAAGAGGTGAGTCC-----------TT-------T-AAG-----------TATTTAAACTATT--T------------TGG---T---AA---------------------TC-----TGCA-TTCAA-------GACCATCACAGATCCACCAGCCTGGTGAAGAAGCCGAGATGAAGGCCCGCGACGGACCTCA

droEug1 scf7180000409121:4701-4852
-

CCCTCACCCTGCCACACTCCGCCCGCCAGTCC---ACGTCATGGCGTGAAAAGGTCTGTTC-----------TT-------A-AAT-----------TCTTATAGTCATT---------------AGT---T---AA---------------------AC-----AATA----TC-------CTGCTCCACAGATCCACCAGTCTGGTAAAGAAGCCAAGATGAAGGCCTGAGGATGTCGTCA

dm3 chr3L:13459939-13460093 - CCCTCACCATGCCACACTCCACCCGCCAGTCC---ACGTCATGGCGTTAAAAGGTCAGTGC-----------TC-------A-ATG-----------TCCTGCAGCTATT---------------TGG---A---AA---------------------CC-----AAAA-CTTTC-------TACCACCACAGATCCACCAGTCTGGTAAAGAAGCCGAGATGAAGTCCAGAGCAAGCCGTCA
droSim2 3l:13163433-13163586 - CCCTCACCCTGCCACACTCCTCCCGCCAGTCC---ACGTCATGGTGTAAAAAGGTCAGTGA-----------TC-------A-ATG-----------TCCTGCAGCTATT---------------TGG---T---AA---------------------CC-----A-AA-CTTTC-------TACCACCACAGATCCACCAGTCTGGTGAAGAAGCCGAGATGAAGTCCAGAGCAAGCCGTCA

droSec2 scaffold_0:5635151-5635305
-

CCCTCACCCTGCCACACTCCTCCCGCCAGTCC---ACGTCATGGCGTTAAAAGGTCAGTGC-----------TC-------A-ATG-----------TCCTGCAGCTATT---------------TGG---T---AA---------------------CC-----CAAA-CTTTC-------TACCACCACAGATCCACCAGTCTGGTAAAGAAGCCGAGATGAAGTCCAGAGCAAGCCGTCA

droYak3 3L:13562553-13562708 - CCCTCACCCTGCCACACTCCTCCCGCCAGTCC---ACGACACGGCGTGAAAAGGTGAGTGA-----------TG-------A-AAG-----------TCCTGCAGCCATT--T------------TGG---T---AA---------------------CC-----CACA-TTTTC-------AACCACCACAGATCCACCAGCCTGGTGAAGAAGCCGAGATGAAGTCCAGAGCAAGCCGTCA
droEre2 scaffold_4784:13472121-

13472267 -
CCCTCACCCTGCCACACTCCTCCCGCCAGTCC---ACGTCATGGCGTAAAAAGGTGAGTGG-----------TG-------A-ATG-----------TCCTGCAGCTATT---------------TGCAGCCAATAA---------------------CC-----CACA-TTTCC-------TGCCACCACAGATCCACCAGCCTGGTGAAGAAGCCGAGATGAAGTCC--------------
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..................................................................................................AGCAGTCGAAAAGGGCCTTTCG................................................... 22 0 1 911.00 911 70 55 45 44 47 14 105 67 3 57 2 7 0 46 0 0 22 32 1 6 6 26 13 13 24 9 6 20 13 8 9 2 12 0 7 14 11 12 0 0 0 6 7 6 9 5 9 0 5 3 8 2 7 0 0 0 2 5 1 0 0 3 2 0 2 0 1 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCT................................................................................................ 22 0 1 469.00 469 87 55 65 55 16 48 0 0 15 0 13 7 21 0 15 16 0 0 16 5 6 0 1 1 0 0 1 0 0 0 0 1 0 8 0 0 0 0 0 0 7 0 0 0 0 0 0 1 0 1 0 0 0 0 1 2 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...................................................AAAGGCCCTTTCAGACTGTTAT.................................................................................................. 22 0 1 329.00 329 42 29 32 38 25 21 0 0 10 0 10 5 4 0 5 2 7 0 3 3 1 0 6 2 2 9 6 0 5 4 9 4 1 0 0 0 0 1 5 9 2 4 3 1 0 2 0 1 1 1 0 2 0 1 1 2 1 1 0 1 1 0 1 0 1 1 0 1 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTA................................................................................................... 22 0 1 134.00 134 25 25 17 14 7 9 0 0 4 0 5 0 3 0 4 0 3 0 1 2 4 0 2 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0

..................................................AAAAGGCCCTTTCAGACTGTT.................................................................................................... 21 0 1 125.00 125 12 17 9 9 16 9 0 0 1 0 0 23 0 0 1 2 0 0 2 3 7 0 1 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 1 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 0 1 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTA................................................................................................... 21 0 1 84.00 84 16 12 6 9 9 4 0 0 2 0 2 4 2 0 2 0 2 0 1 0 0 0 0 0 0 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 1 1 0 1 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTT.................................................................................................... 20 0 1 75.00 75 11 13 12 3 6 5 0 0 1 1 1 7 0 0 1 0 0 0 0 1 2 0 0 1 0 0 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATC................................................................................................. 21 0 1 48.00 48 11 3 1 7 0 4 0 0 2 0 1 0 2 0 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 2 2 0 0 0 2 1 0 0 0 0 1 0 0 1 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATC................................................................................................. 23 0 1 30.00 30 6 4 4 3 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGCCCTTTCAGACTGTTATCT................................................................................................ 21 0 1 29.00 29 0 1 1 1 1 0 0 0 1 0 4 0 0 0 4 3 0 0 4 3 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTAA.................................................................................................. 23 1 1 28.00 28 3 3 1 1 1 2 0 0 5 0 3 0 1 0 2 0 0 0 1 0 0 0 0 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTC.................................................... 21 0 1 23.00 23 1 0 1 0 0 0 1 2 0 3 0 0 0 0 1 0 2 1 0 0 0 0 0 3 0 1 0 0 1 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CAAAAGGCCCTTTCAGACTGTT.................................................................................................... 22 0 1 22.00 22 7 4 0 3 1 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCGT.................................................. 23 1 1 19.00 19 0 0 0 0 0 1 1 0 0 0 0 1 0 2 0 0 1 3 0 0 1 1 0 0 0 0 1 0 1 1 0 0 0 0 1 0 1 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTAAA................................................................................................. 24 2 1 17.00 17 1 2 0 2 0 0 0 0 2 0 1 0 1 0 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGCCCTTTCAGACTGTTATC................................................................................................. 20 0 1 10.00 10 0 1 0 1 0 0 0 0 2 0 1 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCAA.................................................. 23 2 1 10.00 10 0 0 0 0 0 0 0 0 1 0 0 0 1 2 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGGCCCTTTCAGACTGTTATC................................................................................................. 22 0 1 9.00 9 5 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATAA................................................................................................ 24 2 1 8.00 8 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTTTCG................................................... 24 0 1 8.00 8 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCC................................................................................................ 24 1 1 7.00 7 2 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTT...................................................... 19 0 1 7.00 7 3 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCT................................................... 22 1 1 7.00 7 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCA................................................... 22 1 1 7.00 7 2 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATA................................................................................................. 23 1 1 6.00 6 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATAGCAGTCGAAAAGGGCCT....................................................... 21 0 1 5.00 5 0 0 0 0 0 2 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTT...................................................... 21 0 1 5.00 5 0 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTAA.................................................................................................. 22 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGGCCCTTTCAGACTGTTATCT................................................................................................ 23 0 1 4.00 4 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCT....................................................... 20 0 1 4.00 4 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTAT.................................................................................................. 23 0 1 4.00 4 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTTTCAA.................................................. 25 2 1 4.00 4 1 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCTA............................................................................................... 23 0 1 3.00 3 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCTA.................................................. 23 2 1 3.00 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCTAAA............................................................................................. 25 2 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCT................................................................................................ 24 0 1 3.00 3 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGCCCTTTCAGACTGTTAT.................................................................................................. 19 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCC................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTAAAA................................................................................................ 25 3 1 3.00 3 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCTC............................................................................................... 23 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATAGCAGTCGAAAAGGGCCTT...................................................... 22 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTG...................................................................................................... 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTTT..................................................... 22 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATTC................................................................................................ 24 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTAC.................................................................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................CTGTGTTTGCATCTGAGCC......................................................................................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GCAGTCGAAAAGGGCCTTTCGC.................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTC.................................................................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TAGCAGTCGAAAAGGGCCTTTCG................................................... 23 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCTAA.............................................................................................. 24 1 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGCCCTTTCAGACTGTTATCA................................................................................................ 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCCC............................................................................................... 25 2 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GCAGTCGAAAAGGGCCTTTCG................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTT..................................................... 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCGC.................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTT................................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCGAAG................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TCGAAAAGGGCCTTTCGT.................................................. 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCGA.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGC......................................................... 16 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCAAA................................................. 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CAAAAGGCCCTTTCAGACTGTTA................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCTC............................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTAA................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGTTAG.................................................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCC................................................................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTG...................................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGGCCCTTTCAGACTGTTAT.................................................................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CAAAAGGCCCTTTCAGACTGT..................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTA.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGGCCCTTTCAGACTGT..................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCT....................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCTATGACTAGTCA..................................................................................... 35 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTTTT.................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGGCCCTTTCAGACTGTTA................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTAT.................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGGCCCTTTCAGACTGTTATCG................................................................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCCA.................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTATCTATGACTAGT....................................................................................... 33 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACATAGCAGTCGAAAAGGGCC........................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGT..................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ATAGCAGTCGAAAAGGGCCTTTC.................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCAGTCGAAAAGGGCCTTTCGAAA................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGGCCCTTTCAGACTGTTAG.................................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CATAGCAGTCGAAAAGGGC......................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................TATCGTTATCGCTGTGTTTGCATC............................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...ATTGTTATCGTTATCGTTATC................................................................................................................................................... 21 0 9 0.11 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............ATCGTTATCGTTATCGCT.......................................................................................................................................... 18 0 10 0.10 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCGTTATCGTTATCGTTATC............................................................................................................................................. 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCGTTATCGTTATCGTTAT.............................................................................................................................................. 20 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCGTTATCGTTATCGTTATCG............................................................................................................................................ 22 0 20 0.05 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCGTTATCGTTATCGTT................................................................................................................................................ 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CAATAACAATAGCAATAGCAATAGCAATAGCGACACAAACGTAGACTCGGTTTTCCGGGAAAGTCTGACAATAGATACTGATCAGTTTTTTACGTGTATCGTCAGCTTTTCCCGGAAAGCGAAGTATACGGTGCACCGTGAGATTTAAAAATTCAAATCCAAAAGAAACCG

************************************.((((.(((((..(((((((((((..(((((((((.(((.............)))...)))))))))..))))))))))).)).))).)))).....**************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060656

9x160_ovaries_total

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

M061

embryo

SRR1106729

mixed
whole
adult body

SRR2096059

Ovary_Min_164

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR060669

160x9_females_carcasses_total

SRR060660

Argentina_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060665

9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

M028

head

SRR060666

160_males_carcasses_total

SRR1106730

embryo_16-
30h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

GSM1528803

follicle
cells

SRR060662

9x160_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head

................................................CCTTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 12016.00 12016 2355 1166 1157 1588 1623 1612 566 1447 365 1 88 4 8 6 5 8 5 2 1 1 0 0 5 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTATCGTCAGCTTTTCCCGGAA...................................................... 23 0 1 11457.00 11457 3387 3235 2323 236 429 245 735 131 357 266 34 14 10 4 1 0 6 0 5 0 5 2 3 3 4 1 1 1 0 1 1 1 1 3 1 0 2 0 2 1 0 0 0 0 0 0 0 0 1 0 1 2 0 1 1 0 0 0 0 0

................................................................................................TATCGTCAGCTTTTCCCGGAA...................................................... 21 0 1 8123.00 8123 2834 2118 1509 264 248 203 670 138 23 31 21 12 9 3 1 1 3 0 5 2 2 0 0 3 2 2 1 0 3 1 2 2 0 1 2 0 0 2 0 0 1 1 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................CTTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 1 1 6414.00 6414 1451 1164 972 723 449 540 330 577 156 0 21 1 1 7 5 3 3 3 2 2 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTATCGTCAGCTTTTCCCGGAA...................................................... 22 0 1 6192.00 6192 1876 1830 1299 143 211 122 423 76 47 59 17 22 15 1 1 1 0 2 3 3 1 6 1 1 3 0 6 7 3 2 0 2 0 0 0 0 1 0 0 2 0 0 1 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0

.................................................CTTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 1 1 5649.00 5649 1235 1211 1010 524 482 370 300 329 142 0 30 2 1 2 1 2 2 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTTTCCGGGAAAGTCTGACAAT................................................................................................... 24 2 1 5585.00 5585 1329 867 725 550 654 469 331 319 203 0 116 5 3 2 3 1 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTTCCGGGAAAGTCTGACAAT................................................................................................... 22 0 1 4717.00 4717 1046 1337 904 347 208 176 242 195 105 130 10 0 3 1 1 1 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0

..............................................................................................TGTATCGTCAGCTTTTCCCGGA....................................................... 22 0 1 4034.00 4034 1208 1194 790 89 129 81 284 52 104 76 6 2 2 2 0 0 1 1 1 2 0 3 0 0 2 0 1 1 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTTCCGGGAAAGTCTGACAATA.................................................................................................. 23 0 1 3743.00 3743 799 1095 787 223 203 149 181 123 60 81 8 0 0 3 0 4 2 3 2 2 2 2 0 2 1 0 0 0 0 2 4 0 0 1 0 1 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 2 1 3693.00 3693 874 535 470 425 405 407 192 208 110 0 59 0 2 0 1 0 1 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTTCCGGGAAAGTCTGACAATA.................................................................................................. 22 0 1 3676.00 3676 741 846 702 373 230 249 135 161 73 125 11 0 1 3 4 4 1 1 2 4 0 0 1 1 2 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 1 1 3261.00 3261 678 749 576 329 304 261 129 138 68 0 15 1 0 0 2 3 1 1 0 1 0 0 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTTCCGGGAAAGTCTGACAA.................................................................................................... 21 0 1 2667.00 2667 591 738 554 173 93 112 116 149 50 82 2 0 1 0 1 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTTCCGGGAAAGTCTGACAAT................................................................................................... 21 0 1 1583.00 1583 277 241 234 336 64 177 81 59 44 55 7 0 0 2 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.............................................................................................CTGTATCGTCAGCTTTTCCCGGAA...................................................... 24 1 1 1412.00 1412 463 344 228 60 91 45 93 26 43 1 9 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATCGTCAGCTTTTCCCGGAA...................................................... 20 0 1 1384.00 1384 425 312 225 69 76 72 102 40 14 16 4 11 3 0 2 1 0 1 1 0 0 1 0 0 0 0 0 0 1 1 0 0 1 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................CTTTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 990.00 990 191 293 240 48 50 48 35 57 28 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TCGTCAGCTTTTCCCGGAA...................................................... 19 0 1 829.00 829 212 121 96 44 70 72 38 56 16 37 3 43 1 0 0 2 1 0 0 0 3 4 0 1 0 1 2 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTATCGTCAGCTTTTCCCGGAA...................................................... 22 1 1 719.00 719 228 137 108 54 52 36 53 24 5 0 2 9 2 0 1 1 1 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTTTCCGGGAAAGTCTGACAATA.................................................................................................. 23 1 1 555.00 555 115 93 67 88 60 56 34 22 11 0 7 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTTTCCGGGAAAGTCTGACAAT................................................................................................... 22 1 1 553.00 553 108 77 72 85 71 53 23 47 11 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTATCGTCAGCTTTTCCCGGA....................................................... 21 0 1 533.00 533 150 135 128 14 22 7 40 6 5 10 2 1 5 0 0 1 0 0 1 0 0 0 0 0 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1

.................................................TTTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 1 1 515.00 515 66 167 113 17 7 9 15 9 12 96 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CCTATCGTCAGCTTTTCCCGGAA...................................................... 23 2 1 435.00 435 197 41 32 30 42 26 49 10 1 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 2 1 432.00 432 91 29 39 63 61 69 25 28 13 1 10 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 2 1 408.00 408 60 25 26 60 69 76 15 57 14 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 2 1 399.00 399 78 38 27 52 65 58 19 31 12 0 14 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 396.00 396 53 59 54 47 46 45 17 42 31 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CTGTATCGTCAGCTTTTCCCGGA....................................................... 23 1 1 379.00 379 121 82 60 11 26 21 38 9 7 0 1 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTTCCGGGAAAGTCTGACAA.................................................................................................... 20 0 1 360.00 360 68 58 71 46 15 32 19 19 10 18 1 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTTTCCGGGAAAGTCTGACAA.................................................................................................... 21 1 1 304.00 304 67 43 45 42 22 33 9 32 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCCGGGAAAGTCTGACAATA.................................................................................................. 21 0 1 284.00 284 59 64 47 34 13 28 9 13 5 11 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCTTTTCCGGGAAAGTCTGACAA.................................................................................................... 24 3 1 190.00 190 34 23 23 21 33 28 8 12 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCCGGGAAAGTCTGACAATA.................................................................................................. 20 0 1 186.00 186 14 18 14 51 18 32 4 6 12 7 2 2 0 0 0 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTTTCCGGGAAAGTCTGACAAT................................................................................................... 24 2 1 159.00 159 14 37 19 21 21 8 9 12 17 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 146.00 146 38 16 20 19 15 17 7 3 7 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTTTCCGGGAAAGTCTGACAAT................................................................................................... 24 2 1 121.00 121 14 35 30 11 16 4 5 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 3 1 107.00 107 28 9 5 14 22 11 3 8 1 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTTTCCGGGAAAGTCTGACA..................................................................................................... 22 2 1 103.00 103 18 3 15 12 11 17 6 19 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 1 1 99.00 99 17 31 16 10 2 3 4 1 4 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 2 1 98.00 98 12 25 14 9 10 11 2 3 10 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 2 1 96.00 96 13 36 23 6 7 2 3 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CTTATCGTCAGCTTTTCCCGGAA...................................................... 23 2 1 96.00 96 31 33 8 2 5 1 8 2 2 0 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 3 1 96.00 96 19 6 4 13 24 15 0 11 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CTCGTCAGCTTTTCCCGGAA...................................................... 20 1 1 90.00 90 17 10 15 6 7 11 5 13 0 1 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTATCGTCAGCTTTTCC........................................................... 18 0 1 89.00 89 3 5 11 8 7 12 3 1 24 14 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTTTTCCGGGAAAGTCTGACAAT................................................................................................... 24 2 1 81.00 81 17 18 9 6 9 10 2 4 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 2 1 81.00 81 13 16 9 14 7 2 1 9 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTGTATCGTCAGCTTTTCCCGGAA...................................................... 25 2 1 80.00 80 36 16 16 1 4 2 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTTCCGGGAAAGTCTGACAAT................................................................................................... 24 3 1 69.00 69 16 5 1 12 10 10 3 5 0 0 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 1 1 67.00 67 6 28 14 3 2 1 4 2 1 4 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTTCCGGGAAAGTCTGACAATA.................................................................................................. 22 1 1 60.00 60 16 7 3 11 5 5 5 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 1 1 59.00 59 12 22 7 2 4 2 1 2 1 2 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCCGGGAAAGTCTGACAAT................................................................................................... 20 0 1 59.00 59 10 5 14 10 2 5 7 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TATCGTCAGCTTTTCCCGGA....................................................... 20 0 1 55.00 55 16 13 12 1 3 4 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTATCGTCAGCTTTTCCCGGAA...................................................... 22 1 1 54.00 54 26 9 12 1 1 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 2 1 53.00 53 14 12 5 5 5 3 3 1 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 26 3 1 46.00 46 8 9 8 3 6 6 2 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCTTTTCCGGGAAAGTCTGACAAT................................................................................................... 25 3 1 43.00 43 8 4 4 8 4 7 1 4 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCTTTTTCCGGGAAAGTCTGACAA.................................................................................................... 24 3 1 39.00 39 5 16 9 2 1 3 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGTATCGTCAGCTTTTCCCGGAA...................................................... 24 1 1 37.00 37 5 12 11 1 2 0 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTATCGTCAGCTTTTCCC.......................................................... 19 0 1 28.00 28 1 2 3 2 4 4 0 2 7 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTTCCGGGAAAGTCTGACA..................................................................................................... 21 1 1 27.00 27 9 3 1 0 2 5 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTCTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 3 1 26.00 26 4 4 3 3 4 3 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................CGTATCGTCAGCTTTTCCCGGAA...................................................... 23 1 1 24.00 24 12 4 2 1 0 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 2 1 24.00 24 1 2 2 5 9 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 0 1 23.00 23 9 7 2 1 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACCTTTTCCGGGAAAGTCTGACAAT................................................................................................... 25 3 1 23.00 23 2 1 5 4 3 2 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTTCCGGGAAAGTCTGACAATA.................................................................................................. 23 1 1 20.00 20 5 3 3 3 4 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACCTTTTCCGGGAAAGTCTGACAA.................................................................................................... 24 3 1 20.00 20 2 1 1 3 3 3 2 1 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 1 1 19.00 19 0 6 4 0 3 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CGGGAAAGTCTGACAATA.................................................................................................. 18 0 1 19.00 19 1 1 0 4 9 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGTATCGTCAGCTTTTCCCGGA....................................................... 23 1 1 17.00 17 7 3 2 0 0 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATATCGTCAGCTTTTCCCGGAA...................................................... 22 1 1 17.00 17 2 8 0 1 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCCGGGAAAGTCTGACAAT................................................................................................... 19 0 1 16.00 16 2 0 1 4 1 2 0 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCCGGGAAAGTCTGACAA.................................................................................................... 19 0 1 15.00 15 1 5 2 1 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CATTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 15.00 15 1 0 0 0 11 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTGTATCGTCAGCTTTTCCCGGA....................................................... 24 2 1 15.00 15 8 2 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 1 1 15.00 15 1 3 7 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 2 1 15.00 15 1 5 0 3 0 1 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTTCCGGGAAAGTCTGACAAT................................................................................................... 21 1 1 15.00 15 5 0 4 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 2 1 14.00 14 2 3 3 0 0 3 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTTTCCGGGAAAGTCTGA....................................................................................................... 20 2 1 14.00 14 2 2 1 3 1 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AGTATCGTCAGCTTTTCCCGGAA...................................................... 23 1 1 14.00 14 3 2 6 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................AGCGAAGTATACGGTGCACC.................................. 20 0 1 13.00 13 0 3 2 0 4 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCTTCCGGGAAAGTCTGACAATA.................................................................................................. 23 2 1 13.00 13 4 0 0 2 2 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTTTTTCCGGGAAAGTCTGACA..................................................................................................... 22 2 1 13.00 13 6 4 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................AGCGAAGTATACGGTGCAC................................... 19 0 1 13.00 13 4 4 0 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCTTCCGGGAAAGTCTGACAAT................................................................................................... 22 2 1 12.00 12 2 1 0 0 7 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 11.00 11 2 0 2 0 0 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGTATCGTCAGCTTTTCCCG......................................................... 20 0 1 11.00 11 0 1 4 1 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTTTCCGGGAAAGTCTGACAA.................................................................................................... 22 2 1 11.00 11 1 1 2 1 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CATCGTCAGCTTTTCCCGGAA...................................................... 21 1 1 11.00 11 2 2 1 0 2 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATGTATCGTCAGCTTTTCCCGGAA...................................................... 24 1 1 10.00 10 2 4 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTTTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 2 1 10.00 10 0 2 2 0 0 0 0 0 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTGTATCGTCAGCTTTTCCCGGAA...................................................... 25 2 1 10.00 10 0 6 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................CCCTATCGTCAGCTTTTCCCGGAA...................................................... 24 3 1 10.00 10 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCTTTTCCGGGAAAGTCTGACA..................................................................................................... 22 2 1 10.00 10 3 3 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCCTTTCCGGGAAAGTCTGACAA.................................................................................................... 23 3 1 9.00 9 5 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CGTCAGCTTTTCCCGGAA...................................................... 18 0 1 9.00 9 1 1 2 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTTCCGGGAAAGTCTGACAAT................................................................................................... 22 1 1 8.00 8 3 1 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCCGGGAAAGTCTGACAA.................................................................................................... 18 0 1 8.00 8 0 0 2 2 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTTTCCGGGAAAGTCTGACAAT................................................................................................... 23 0 1 7.00 7 0 2 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCTTCCGGGAAAGTCTGACAA.................................................................................................... 21 2 1 7.00 7 2 0 0 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTTTCCGGGAAAGTCTGA....................................................................................................... 19 1 1 7.00 7 3 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCTTTTCCGGGAAAGTCTGAC...................................................................................................... 21 2 1 7.00 7 1 0 2 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTTTTCCGGGAAAGTCTGACAATA.................................................................................................. 24 0 1 7.00 7 3 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACTTTTTCCGGGAAAGTCTGACAA.................................................................................................... 24 3 2 7.00 14 2 5 2 0 0 2 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AATTTTCCGGGAAAGTCTGACAATA.................................................................................................. 25 2 1 6.00 6 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0

............................................................................................ACTGTATCGTCAGCTTTTCCCGGAA...................................................... 25 2 1 6.00 6 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:903148-903318

+
dvi_82 GT-------TATTGTTAT-CGTTATCGTTATCGTTATCGCTG----TGTTTG-CATCTGAGCCAAAAGGCCCTTTCAGACTGTTATCTATGACTAGTCAAAAAATGCACATAGCAGTCGAAAAGGG-CCTTTCGCTTCATATGCC--------ACGTGGCACTCTAAATTTTTAAGTTTAGGTTTTCTTTGGC

droMoj3 scaffold_6328:2897755-
2897923 +

dmo_3129 GA-------TATTGCCGATTGTGAGCGGCAGAGATGGCACCG-----------TATATGAACCCGAAGGCCCTTTCAGACTGTTATCTATGGCCAATACGACGAATCACATAGCAATCAAAAAGGG-CCTCTTGCTTCATACGCCTATCCACGGCGTTGCACTC---ACTTCCTAGCTGAGATTCGATGCG--

droGri2 scaffold_15081:2041264-
2041374 +

CGCCACGAATGCTGTTGC-------------------CCGTG--CG------TCATTTGAGAGGATAGGCCC-TCTTAACTGTTAT----GATTAGTCGAAAAATTCACATAGCAGCTAAAAAAGGCCCTTTCATCTCAAATG--------------------------------------------------

droWil2 scf2_1100000004909:7960632-
7960748 -

AA-------CAATTTTAG-CTTGTTCTGCGTTGA---CTCTATTCG------GCACATGAAGTGAAAGCGCCTTTCTGACTGTTATCGGGTATTATGC-ATATAGATACATAACAATCGGAT--GG-CCTTCCACCTC-------------------------------------------------------

dp5 XL_group1e:11562215-11562255
+

GT-------TGTTGTTGT-TGCTATCGTTATTGTTATCGTTG----TGCA-------------------------------------------------------------------------------------------TGC-------------------------------------------------

droAna3 scaffold_13417:2461017-
2461103 +

GG-------ATC----------------------------------------TCACTTGGTGTGAAAGCGCCTTTCTGACTGTTATTCAT-------CCTGAAGTACACATAGCAGTCGATA--GG-CCTTCCATACCATGTGC-------------------------------------------------

droKik1 scf7180000302414:387286-
387324 -

GT-------TATCGTTAT-CGTTATCGTTATCTTTATCGTTC----TCTT---------------------------------------------------------------------------------------T-------------------------------------------------------

droFic1 scf7180000453495:282804-
282838 +

GT-------TATCGTTAT-CATTATCATTATCGTGATCGTTG----T--------------------------------------------------------------------------------------------------------------------------------------------------
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crit.half
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ID:

dvi_4667

Coordinate:

scaffold_12875:127689-127749 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ21190-in]; CDS [Dvir\GJ21190-cds]; CDS [Dvir\GJ21190-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGCTCATACTCAGCGAGGACGAGGGCTTCAACAAGAACGTGCACACGATTGTAAGTGGAATCGTGACTCCCTTTGTCCTTCTGTTTAAGCAAGCCCCTGTTCCATTTGCAGCTGCTGAAGAACATCAGCTGGTATACGGAGCGCACGATATCGGAGATATC

**************************************************((..(((((((.........(((.............))).........)))))))..))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060664

9_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060677

Argx9_ovaries_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

V053

head

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060682

9x140_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060684

140x9_0-
2h_embryos_total

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR060667

160_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060685

9xArg_0-
2h_embryos_total

SRR060665

9_females_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060670

9_testes_total

M061

embryo

SRR060669

160x9_females_carcasses_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

M027

male
body

SRR060656

9x160_ovaries_total

SRR060683

160_testes_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060658

140_ovaries_total

SRR060666

160_males_carcasses_total

V116

male
body

SRR060689

160x9_testes_total

M028

head

SRR060655

9x160_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060659

Argentina_testes_total

SRR060654

160x9_ovaries_total

SRR1106730

embryo_16-
30h

SRR060673

9_ovaries_total

SRR1106722

embryo_10-
12h

V047

embryo

SRR060657

140_testes_total

SRR1106729

mixed
whole
adult body

GSM1528803

follicle
cells

SRR1106721

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR060661

160x9_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR1106717

embryo_6-
8h

SRR1106712

embryo_0-
2h

SRR1106720

embryo_8-
10h

SRR1106714

embryo_2-
4h

SRR1106715

embryo_4-
6h

SRR1106718

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR1106724

embryo_12-
14h

SRR1106728

larvae

.........................................................................................CAAGCCCCTGTTCCATTTGCAG.................................................. 22 0 1 1188.00 1188 166 102 87 63 48 58 41 32 26 14 25 37 22 29 17 40 38 29 20 21 1 8 26 12 20 15 13 20 19 9 24 14 10 19 6 5 10 8 8 1 0 2 4 0 1 0 3 2 0 0 0 2 1 0 0 1 3 1 0 0 0 0 1 2 0 0 0 0 0 0 1 0 0 0 1

.........................................................................................CAAGCCCCTGTTCCATTTGCA................................................... 21 0 1 591.00 591 53 106 73 71 48 21 12 7 4 3 15 8 0 7 3 1 1 7 8 9 4 18 6 4 6 2 6 2 1 9 3 10 7 6 13 4 2 3 1 2 1 3 1 1 5 1 2 1 2 0 0 2 0 0 0 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGC.................................................... 20 0 1 225.00 225 32 15 5 15 7 3 1 1 4 5 13 2 3 2 2 0 0 0 12 0 36 6 1 1 2 3 2 0 0 10 0 1 6 0 5 3 1 9 1 1 0 3 0 0 2 1 1 2 0 0 0 0 0 0 1 1 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAA.................................................. 22 1 1 186.00 186 4 3 4 2 0 3 4 8 24 29 0 0 27 1 26 2 1 0 0 4 0 0 0 14 5 9 6 0 0 0 0 1 0 0 0 0 0 0 3 0 0 0 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTCCCT......................................................................................... 22 0 1 137.00 137 10 2 6 5 2 2 2 1 0 0 1 10 0 3 0 2 5 8 0 2 1 0 4 0 0 1 1 10 7 0 1 0 1 2 1 0 3 1 1 2 5 0 0 5 0 3 2 2 0 0 0 3 3 1 3 0 0 3 0 0 0 0 1 1 0 0 3 0 2 0 0 1 1 1 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAGT................................................. 23 1 1 84.00 84 4 10 2 2 4 9 5 1 0 1 0 0 2 5 0 6 0 1 2 0 0 0 4 1 1 0 1 0 4 0 1 1 2 1 0 2 1 1 0 0 1 0 0 1 0 1 0 0 1 2 0 1 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTG..................................................... 19 0 1 72.00 72 11 15 10 14 4 0 1 0 0 0 1 0 1 0 0 0 0 0 2 1 1 2 1 0 0 0 1 0 0 2 0 0 0 0 0 3 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGGAATCGTGACTCCCT......................................................................................... 21 0 1 52.00 52 2 5 0 3 0 2 0 0 0 0 0 2 0 3 0 4 0 2 1 0 1 1 0 0 1 1 0 1 3 0 0 0 0 0 0 2 1 0 0 5 1 2 0 0 0 1 0 2 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTCCC.......................................................................................... 21 0 1 38.00 38 2 3 2 1 1 0 0 1 0 2 1 0 0 1 0 0 6 0 0 0 0 0 0 0 0 1 0 3 2 0 0 0 0 0 0 1 0 0 0 0 1 1 1 4 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTGCAGT................................................. 22 1 1 38.00 38 0 2 1 3 1 5 0 0 0 1 0 0 0 1 0 0 0 0 1 1 1 0 0 0 1 0 2 0 0 0 2 0 2 0 0 1 0 0 0 0 4 0 0 0 0 3 0 0 0 2 0 0 0 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTGCAG.................................................. 21 0 1 21.00 21 15 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCC................................................... 21 1 1 15.00 15 0 3 3 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAGA................................................. 23 1 1 14.00 14 0 0 0 0 1 1 0 1 1 2 0 0 1 0 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAAA................................................. 23 2 1 13.00 13 1 0 0 0 0 0 0 2 2 3 0 0 1 0 1 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTGCA................................................... 20 0 1 9.00 9 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTCC........................................................................................... 20 0 1 8.00 8 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAT.................................................. 22 1 1 8.00 8 0 1 1 1 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTCCCTT........................................................................................ 23 0 1 8.00 8 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGGAATCGTGACTCCCTT........................................................................................ 22 0 1 7.00 7 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGGAATCGTGACTCCC.......................................................................................... 20 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAC.................................................. 22 1 1 5.00 5 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTGC.................................................... 19 0 1 5.00 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAAGCCCCTGTTCCATTTGCAGTAA............................................... 25 3 1 5.00 5 1 0 0 0 0 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTC............................................................................................ 19 0 1 5.00 5 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTGCAGA................................................. 22 1 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AAGCCCCTGTTCCATTTG..................................................... 18 0 1 3.00 3 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................GCAAGCCCCTGTTCCATTTGCAG.................................................. 23 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGAATCGTGACTCCCA......................................................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TGCTCATACTCAGCGAGGACGAG.......................................................................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCG................................................... 21 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCAGAA................................................ 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............AGGACGAGGGCTTCAACA................................................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCAGAAA............................................... 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCCT.................................................. 22 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACTCCCC......................................................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GCAAGCCCCTGTTCCATTTG..................................................... 20 0 1 2.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................AAGCCCCTGTTCCATTTGCAGTAA............................................... 24 3 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCCA.................................................. 22 2 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCAAAA................................................ 24 3 2 2.00 4 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........CAGCGAGGACGAGGGCTTCAACAAGAACGTGCACACGATT............................................................................................................... 40 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
..............GAGGACGAGGGCTTCAACA................................................................................................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....CATACTCAGCGAGGACGAGGGCT...................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................CTGAAGAACATCAGCTGGT............................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..CTCATACTCAGCGAGGACGAGGGCTTC.................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TGCTCATACTCAGCGAGGAC............................................................................................................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGGAATCGTGACTCCCG......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................TTTGTCCTTCTGTTTAAGCAAGCCCCT............................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACTCCA.......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................TTGTCCTTCTGTTTAAGCAAGCCCCT............................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........AGCGAGGACGAGGGCTTCAACAA............................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCCC.................................................. 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCAGTCA............................................... 25 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................GAGGGCTTCAACAAGAACGTGCA...................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GCAAGCCCCTGTTCCATTTGCA................................................... 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.GCTCATACTCAGCGAGGACGAG.......................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGGAATCGTGACTCCCTTG....................................................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................GCCCCTGTTCCATTTGCAGT................................................. 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGGAATCGTGACTCCCC......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................AGCCCCTGTTCCATTTGCAG.................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............AGGACGAGGGCTTCAACAAGA............................................................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................................................TCAGCTGGTATACGGAGCGCA................ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGGAATCGTGACTCC........................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................AAGCCCCTGTTCCATTTGCAA.................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................ATACGGAGCGCACGATATCGGAGA.... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACTCCCTTTGTCCT.................................................................................. 29 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACT............................................................................................. 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................CGAGGGCTTCAACAAGAACG.......................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TGCTCATACTCAGCGAGGACGAGGGC....................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................CAAGCCCCTGTTCCATTTGCT................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................AACATCAGCTGGTATACGGAG.................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................AAGCCCCTGTTCCATTTGCAGTC................................................ 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................................................GAACATCAGCTGGTATACGGAGCGCAC............... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACTCT........................................................................................... 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GCAAGCCCCTGTTCCATTTGC.................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGGAATCGTGACTCCCTTTGTC.................................................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................AAGCCCCTGTTCCATTTGCC................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................AGAACATCAGCTGGTATACG....................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................CTGCTGAAGAACATCAGC................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................................................TCAGCTGGTATACGGAGCGCACGAT............ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................................ATCAGCTGGTATACGGAG.................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................GGCTTCAACAAGAACGTGCACACGATT............................................................................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................GCCCCTGTTCCATTTGCA................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........AGCGAGGACGAGGGCTTC.................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................CTGAAGAACATCAGCTGGTATACG....................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............GCGAGGACGAGGGCTTCAACAA............................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................AAGCCCCTGTTCCATTTGCAAA................................................. 22 2 2 1.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................CCCTGTTCCATTTGCAGT................................................. 18 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACGAGTATGAGTCGCTCCTGCTCCCGAAGTTGTTCTTGCACGTGTGCTAACATTCACCTTAGCACTGAGGGAAACAGGAAGACAAATTCGTTCGGGGACAAGGTAAACGTCGACGACTTCTTGTAGTCGACCATATGCCTCGCGTGCTATAGCCTCTATAG

**************************************************((..(((((((.........(((.............))).........)))))))..))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060688

160_ovaries_total

SRR060667

160_females_carcasses_total

SRR060659

Argentina_testes_total

SRR060666

160_males_carcasses_total

SRR060664

9_males_carcasses_total

V116

male
body

ACGAGTATGAGTCGCTCCTGC............................................................................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:127639-127799

+
dvi_4667 TGCTCATACTCAGCGAGGACGAGGGCTTCAACAAGAACGTGCACACGATTGTAAGTGGAATC-G--TGAC-TCCCTTTGTCC---TTCT---------------GTTT---------AAGCAAGC-CCCT-GTT--------------------------------------CCATTTGCAGCTGCTGAAGAACATCAGCTGGTATACGGAGCGCACGATATCGGAGATATC

droMoj3 scaffold_6496:5372297-
5372458 -

TGCTCATTCTCAGCGAGGACGAGAGCTTCAACAAGAATGTGCACACAATTGTAAGTGTCTC-TG--AGA-----------TC---TCTCTC-TATCCACGG---ATCT---------CACTAAT--ACCC--CC-TC-----------------------------------TGCTCTGTAGCTGCTGAAGAACATCAGTTGGTATACGGAGCGCACGATATCGGAAATATC

droGri2 scaffold_15245:10823473-
10823641 -

TGCTCATCCTCAGCGAGGACGAGGGCTTCAACAAGAATGTGCACACAATCGTAAGTTCGCT--------------------T---GC-T---------------------------------------ATTCTCATATATAGCATAAATATATATATATCAATAAAATGCTTGCCTTTGCAGCTGCTGAAGAACATCAGTTGGTATACGGAGCGCACGATATCGGAGATATC

droWil2 scf2_1100000004822:2183207-
2183366 -

TTCTCATACTCAGCGAGGATGAGGGCTTCAATAAGAATGTTCACACAATTGTAAGTTGACTTT--------G-------AATCA-TCTTAA-CG--A-------AAAT---------TTCTAAT--CCAAGTTTATA-----------------------------------TCTTCTGCAGATGCTAAAGAACATATCGTGGTATACAGAGCGTACTATATCGGAAATTTC

dp5 3:602521-602691 + TCCTCATTCTGAGCGAAGACGAGGGCTTCAATAAGAACGTGCACACAATTGTATGTTGTACCTGTCACATGCTCTCC-----------TCCCATCCC----ATCTT--ATCCGCGTG---------CTATTTCCATA-----------------------------------CTGTTTCCAGATGCTGAAGAATATCACGTGGTACACGGAGCGCAGCATATCGGAGATATC
droPer2 scaffold_2:769304-769474 + TCCTCATTCTGAGCGAAGACGAGGGCTTCAATAAGAACGTGCACACAATTGTATGTTGTACCTGTCACATGCTCTCC-----------TCCCATCCC----ATCTT--ATCCGCGTG---------CTATTTCCATA-----------------------------------CTGTTTCCAGATGCTGAAGAATATCACGTGGTACACGGAGCGCAGCATATCGGAGATATC
droAna3 scaffold_13266:3661262-

3661420 +
TACTAATTCTCAGTGAGGACGAAGGCTTTAACAAGAACGTGCACACGATCGTAAGTCTCTTCT--------G-------CCT---TTTTGA-CA-CGACT----G------------AATTAAA--TGAGTCTTCCA-----------------------------------ATTTTAACAGATGCTTAAGAACATCACGTGGTATACGGAACGCACCATCTCGGAGATATC

droBip1 scf7180000396427:2126457-
2126618 +

TACTAATTCTCAGTGAGGACGAAGGCTTTAACAAAAACGTGCACACGATTGTAAGTCCCTTAT--------C-------CCGCGTTC-TAA-ACTTT-------ATTT---------CAATAAT--TGAGTTTTACA-----------------------------------TTTTTAACAGATGCTTAAGAACATCACGTGGTATACGGAACGCACCATTTCGGAGATATC

droKik1 scf7180000302682:1401266-
1401430 -

TGCTTATTCTCAGCGAGGACGAGGGCTTCAACAAGAACGTGCACACGATAGTGAGTATTCCC---AACAAGG-------CTT---GC-TGATAACCT-------TAAT---------AACCGAT--TCGTTTCCCCA-----------------------------------TTCCCCACAGATGCTTAAGAACATCACTTGGTACACCGAGCGCACCATTTCGGAGATATC

droFic1 scf7180000453851:1465600-
1465757 +

TGCTGATCCTAAGTGAGGACGAGGGCTTCAATAAGAACGTGCACACAATCGTAAGACCATTAC--------G-------TTC---ACCTAA-AAATT-------TTTT---------ATCTGAC--ACGT--CTTCG-----------------------------------ATTCCTACAGATGCTGAAAAACATCACCTGGTACACGGAGCGCACCATATCGGAGATATC

droEle1 scf7180000490483:20145-20303
+

TGCTCATTTTGAGTGAGGACGAGGGCTTCAACAAGAACGTGCACACCATAGTGAGTCAACTGT--------G-------CCC---ACTTTA-TGTGT-------ACCC---------AACATTAACATTT--AC-CG-----------------------------------ATTCCCACAGGTGCTGAAGAACATCACCTGGTATACGGAGCGCACCATATCGGAGATATC

droRho1 scf7180000780108:197785-
197940 -

TGCTGATATTGAGTGAGGATGAAGGATTTAACAAAAATGTGCACACCATCGTAAGTCCACTG-----------------CCT---ATTTAA-TATTT-------ACCC---------AACTAAA--TAGT--TCTCG-----------------------------------CTTTTCACAGATGCTGAAGAACATCACCTGGTATACGGAGCGCACCATATCGGAGATATC

droBia1 scf7180000302292:1074074-
1074232 -

TGCTTATCTTGAGCGAGGACGAAGGCTTTAACAAGAACGTGCACACCATCGTAAGTTCATTGT--------A-------TCC---ACTTTA-AGTTG-------ACCT---------AACTAAC--CCATTTTT-TC-----------------------------------TTTCTGTCAGATGTTAAAGAACATCACATGGTACACGGAGCGCACCATATCGGAGATATC

droTak1 scf7180000415386:405515-
405666 +

TGCTGATCCTGAGCGAGGACGAGGGCTTCAACAAGAACGTGCACACGATCGTAAGTCAG--------------------TCC---TCTTAA-TATTT-------AGGC---------AACTAAT--CCAT--TC-CT-----------------------------------ATTCCCATAGATGCTGAAAAACATCACTTGGTATACGGAACGCACCATATCGGAGATATC

droEug1 scf7180000409183:486548-
486701 -

TGCTGATCCTAAGTGAAGATGAGGGCTTCAACAAAAACGTGCACACCATCGTAAGGCCAATGT--------T-------TC----AT-TTT-TTTTT-------ACCA---------TCTTAAT--ACAT--TTT-------------------------------------TCATCTTCAGATGCTAAAAAACATCACTTGGTATACAGAACGCACTATATCGGAGATATC

dm3 chr2R:4833263-4833418 - TGCTGATCCTGAGTGAAGACGAGGGCTTCAACAAGAATGTGCACACCATAGTAGGTCATCTGT--------G-------CGT---GC-TAA-TAGTT-------GCAT---------TACTAAT--CCTT--TC-TC-----------------------------------ATCCCTGTAGATGCTAAAAAACATCACATGGTATACGGAACGCACCATATCGGAGATATC
droSim2 2r:5642320-5642475 - TGCTGATCCTGAGTGAAGACGAGGGCTTCAACAAGAACGTGCACACCATAGTAGGTCAACTGT--------G-------CGT---GC-TAA-TAGTT-------GCAT---------TACTAAT--CCTT--TC-TC-----------------------------------ATCCCATTAGATGCTGAAAAACATCACATGGTATACGGAACGCACAATATCGGAGATATC

droSec2 scaffold_1:2471104-2471257 - TGCTGATCCTGAGTGAAGACGAGGGCTTCAACAAGAACATGCACACCATAGTAGGTCAACTGC--------G-------CGT---GC-TAA-TAGTT-------GCAT---------TACTAAT--TCTT-----TC-----------------------------------TTTCCATTAGATGCTGAAAAACATCACATGGTATACGGAACGCACAATATCGGAGATATC
droYak3 2L:17490883-17491040 - TGCTGATACTGAGTGAGGACGAGGGCTTCAACAAGAATGTGCACACCATAGTAGGTCAAAAGT--------G-------CGC---GCTTAA-TAGAT-------GCAT---------TATTAAT--AATT--TTGTC-----------------------------------ATCCCATTAGATGCTAAAAAACATCACATGGTATACGGAACGCACCATATCGGAGATATC
droEre2 scaffold_4929:17816632-

17816788 +
TGCTGATCCTGAGTGAGGACGAGGGCTTCAACAAGAATGTGCACACCATAGTAGGTCAACAGT--------G-------CGC---GCTTAA-TAGTT-------GCAT---------TATTAAT--CCCG--TT-TT-----------------------------------ATCCCATTAGATGCTGAAAAACATCACATGGTATACGGAACGCACCATATCTGAGATATC
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TATAAATCAAGGGAGTGCTGGTTGAGAGACAATGTGTGAGATCTCGGGTTTGTTGCACGACGAGGCAGCTGCTCCAAATGCCAAATATTCAAATACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTTGCGACAACGTGATCCCAACCATCCCGGCCGTGACCCAGT
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Ovary_Min_46
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SRR2096014
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SRR060665
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SRR060667
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SRR060688

160_ovaries_total

SRR060689
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SRR060655
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SRR060673
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SRR060669
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SRR060668

160x9_males_carcasses_total

SRR060657
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SRR060664

9_males_carcasses_total

SRR060666
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SRR060654

160x9_ovaries_total

SRR060671
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SRR060662

9x160_0-
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SRR1106721
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SRR060663
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SRR1106720
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SRR2096026
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..................................................TGTTGCACGACGAGGCAGCTG..................................................................................................... 21 0 1 441.00 441 20 34 37 41 21 26 10 27 23 24 12 13 19 18 14 16 14 8 12 7 6 0 4 5 7 4 1 0 7 0 2 0 0 0 0 1 2 1 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGC.................................................................................................... 22 0 1 180.00 180 0 32 20 18 2 2 0 10 12 9 0 0 4 10 6 3 5 2 0 5 6 8 1 0 1 0 1 4 0 0 2 0 0 0 4 2 0 1 0 0 2 3 2 1 1 0 1 0 0 0 0 0 0

..................................................................................................AGCTGTCTCTCGTTGTTTTCGAT................................................... 23 0 1 143.00 143 43 0 0 0 29 22 18 0 0 0 17 11 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................................................................AGCTGTCTCTCGTTGTTTTCGA.................................................... 22 0 1 88.00 88 22 0 0 1 13 10 21 0 0 0 8 11 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCT...................................................................................................... 20 0 1 78.00 78 0 5 2 4 0 0 0 5 6 4 0 0 5 1 2 3 3 3 2 1 2 0 7 4 0 2 7 0 0 2 1 0 0 0 0 1 1 2 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCT................................................................................................... 23 0 1 37.00 37 0 1 8 3 1 0 0 4 1 2 0 0 3 1 1 0 2 0 0 1 0 1 1 0 2 0 0 1 0 1 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGT.................................................................................................... 22 1 1 15.00 15 0 1 2 2 0 0 0 0 0 1 0 0 3 0 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTA..................................................................................................... 21 1 1 12.00 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 2 1 2 0 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCA................................................................................................... 23 1 1 8.00 8 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGTTGCACGACGAGGCAGCTG..................................................................................................... 22 0 1 8.00 8 0 0 1 0 0 3 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCTGTCTCTCGTTGTTTTCG..................................................... 21 0 1 7.00 7 2 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCAA.................................................................................................. 24 2 1 7.00 7 0 1 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CAGCTGTCTCTCGTTGTTTTCGAT................................................... 24 0 1 7.00 7 3 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGC....................................................................................................... 19 0 1 7.00 7 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TTCGGGATCTTTGCGACAACGTGA........................... 24 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCTGTCTCTCGTTGTTTTCGATA.................................................. 24 1 1 4.00 4 0 0 0 0 1 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCTA.................................................................................................. 24 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CAGCTGTCTCTCGTTGTTTTCG..................................................... 22 0 1 3.00 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................TGGTTGAGAGACAATGTGTGAGATC................................................................................................................................. 25 0 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCTT.................................................................................................. 24 1 1 3.00 3 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTT..................................................................................................... 21 1 1 3.00 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCAAA................................................................................................. 25 3 1 3.00 3 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CAGCTGTCTCTCGTTGTTTTCGA.................................................... 23 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................TGAGAGACAATGTGTGAGATCTCGGG............................................................................................................................ 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTTGCACGACGAGGCAGCTGC.................................................................................................... 21 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCACGACGAGGCAGCTGCTCCAAAT............................................................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTC..................................................................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTTGCACGACGAGGCAGCTG..................................................................................................... 20 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................TTGCGACAACGTGATCCCAACCATC................ 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................TGTGTGAGATCTCGGGTT.......................................................................................................................... 18 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AATGTGTGAGATCTCGGGTT.......................................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................CTGGTTGAGAGACAATGTGTGAGATC................................................................................................................................. 26 0 1 2.00 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................TGCGACAACGTGATCCCAACCATCCCGGC........... 29 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGCTGGTTGAGAGACAATGTGTGAGA................................................................................................................................... 26 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................ATGCCAAATATTCAAATACGCAGCTGTC................................................................... 28 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTTGCACGACGAGGCAGCT...................................................................................................... 19 0 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................GACAATGTGTGAGATCTCGGGTTTGT....................................................................................................................... 26 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGTTGCACGACGAGGCAGCT...................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACGCAGCTGTCTCTCGA............................................................. 18 1 2 1.50 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........AAGGGAGTGCTGGTTGAGAGACAATGT......................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................TGGTTGAGAGACAATGTGTGAGATCT................................................................................................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGTTGCACGACGAGGCAG........................................................................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................GACAATGTGTGAGATCTCGGGT........................................................................................................................... 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGCACGACGAGGCAGCTGC.................................................................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................TTGCGACAACGTGATCCCAAC.................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTAA.................................................................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................ACAATGTGTGAGATCTCGGGTT.......................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGCTGGTTGAGAGACAATGTGTGAGAT.................................................................................................................................. 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGCTGTCTCTCGTTGTTTTCGATT.................................................. 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................TCTTTGCGACAACGTGATCCCAACCATCC............... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCTCT................................................................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGTC................................................................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGCTGGTTGAGAGACAATGTGTGA..................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................TCCCAACCATCCCGGCCGTGACCCAG. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGTTGCACGACGAGGCAGCTGC.................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TGTTTTCGATTTCGGGATCTTTGCGA................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TGCCAAATATTCAAATACGCAGCTGTC................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................ACAATGTGTGAGATCTCGGGT........................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TTCGGGATCTTTGCGACAACGTGAAA......................... 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................GAGAGACAATGTGTGAGATCTCGGGT........................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................TTGCGACAACGTGATCCCAACCAT................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.........................................................................................................TCTCGTTGTTTTCGATTTCGGGATCT......................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................GCACGACGAGGCAGCTGC.................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................TGAGATCTCGGGTTTGTTGCACGACGA............................................................................................................. 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.ATAAATCAAGGGAGTGCTGGTT..................................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAG........................................................................................................ 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCTTT................................................................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAAATACGCAGCTGTCTCTCGTTGTT......................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....AATCAAGGGAGTGCTGGT...................................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TGCCAAATATTCAAATACGCAGCTG..................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTGCACGACGAGGCAGCTGCTTTT................................................................................................ 26 3 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................GACAATGTGTGAGATCTCGGGTT.......................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACGCAGCTGTCTCTCGTTGTTTTCGAT................................................... 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................TGAGAGACAATGTGTGAGATCTCGGGT........................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTGCACGACGAGGCAGCTG..................................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCCAAATGCCAAATATTCAAATACGC.......................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CAATGTGTGAGATCTCGG............................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGCACGACGAGGCAGCTGCAA.................................................................................................. 21 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GCACGACGAGGCAGCTGAAA.................................................................................................. 20 3 14 0.07 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

Anti-sense strand reads

ATATTTAGTTCCCTCACGACCAACTCTCTGTTACACACTCTAGAGCCCAAACAACGTGCTGCTCCGTCGACGAGGTTTACGGTTTATAAGTTTATGCGTCGACAGAGAGCAACAAAAGCTAAAGCCCTAGAAACGCTGTTGCACTAGGGTTGGTAGGGCCGGCACTGGGTCA

************************************..(((((((((((.(((..((((((.(((((((((((........................)))))))))))))).)))...))).)))))))))))....***********************************
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#
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Norm Total
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2h_embryos_total

SRR1106722
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V047
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M047
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V116
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body

SRR060674
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Species Coordinate ID Alignment
droVir3 scaffold_13047:936852-

937023 -
dvi_125 TA-----TAAA---------------TCA-AG---G----------GAG--------------------------------------------TGC-----------T--GGTTGAGA----------------------GACAAT-GTGTGAGATCTCGGGTTTGTTGCACGACGAGGCAGCTGCTCCAAA---------TG-------------------------------------------CCA----------------------------------------------------------------------------------------AATA-TTCA--AATACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTTGCGACAACGTG--ATCC-----------CA-----ACCATCC---------------------------------CGGCCGTGAC--CC--------------------------AGT

droMoj3 scaffold_6540:4939687-
4939853 -

dmo_129 TGTAATATT-----------------CCTGAACAAG----------GAG--------------------------------------------TGT-----------G--GGTTGTGC----------------------AAAAAT-ATGTGAGATCTCGGGTTTGTTGCACGACGAGGCAGCTGCTCCACA---------TA-------------------------------------------CCA----------------------------------------------------------------------------------------A--A-CTCA--AATATGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTTAAGACGACGTG------------------ACCCCAGCC---------------------------------------------------ACTCCC--------------------AGT

droGri2 scaffold_14906:5355377-
5355634 +

dgr_461 TA-----TATATATATATATGTATAT---------ATATTGTTAG-GAG--------------------------------------------TGTGCATGTAATTGGCTGGTTGAGATATATATATATATATATATGTATATATA-TTGTGAGATCTCGGGTTTGTTGCACGACGTGGCAGCTGCTCCAAA---------TG-------------------------------------------CAA----------------------------------------------------------------------------------------A-AA-CTCG--AAAACGCAGCTGTCTCTCGATGTTTTCGATTTCGGGATCTTGTCATCGGCGTG------------------ACCTCAACCAACCAAACTAATCAACTAATCAACCAATCAAACCAATCGGCCATGAC--CC--------------------------AGT

droWil2 scf2_1100000004902:91543-
91758 -

dwi_5414 TA-----TATA---------------TTTGAT---T----------ATT--------------------------------------------CTTTG--------TG--TGTTGC-C----------------------AAGCGTCCTATAAGATCTCGGGTTTGTTGCACGATGAGACAGCCGCTAAACCCCC-CCT--T----GCCACACCCTC--TT---------TG--------CAA-TGGTAAATACCTCCCT--TTC-GAA-AT-----------------------------------------------------------------T--G-TTATTATTTATGCCGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTATTTACGACCC---AGTG-------AACTAT---------------------------------------------TCCGATTAAT--TA--------------------------AAG

dp5 2:7251717-7252022 - dps_3825 TA-----TGTATATATGTGTGT---------------------------------------GTGTGCGAGAGAGTGTACGAGAGTATATCTAATCTAT--------AG--AGTTTT-C----------------C-----ATGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTCCAGACCCACCTC-------------------------------TTT--------------------------CC-CA-GCAGACGCCATTGTGATGATGTTGTTGATGATGATGATGAGGAGGAGGAGAGAAGGAGGAGGAGGGCTTATC--CACTTG--CAAACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGTCAACGACGCC--ATTA-------A-----------CCATTG----------------------------------------GAA--CCACTACGAATACAAATATATATACATTTGT
droPer2 scaffold_0:1112319-

1112616 -
dpe_2479 TA-----TATATATATGTGTGT-----------------------------------------GTGCGAGAGAGTGTACGAGAGTATATCTAATCTAT--------AG--AGTTTT-C----------------C-----ATGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTCCAGACCCACCTC-------------------------------TTT--------------------------CC-CA-GCAGACGCCATTGTGAT------GTTGATGATGATGATGAGGAGGAGGAGAGAAGGAGGAGGAGGGCTTATC--CACTTG--CAAACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGTCAACGACGCC--ATTA-------A-----------CCATTG----------------------------------------GAA--CCACTACGAATACGAATATATATACATTTGT

droAna3 scaffold_13340:938694-
938901 +

dan_4037 TTCAATCTGTA---------------TCC-AC---A----------AGATACAGAT--------------ACAG-------------------TGCCT--------------GTGT-C----------------------CAGCGC-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCCTC--CT----GGGG-GAGCCCGTA--AA---------AA--------CAAAAGACAAACAGCCCACT--CCC-AGA-AA-----------------------------------------------------------------T--A-CTAT--AATACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGTCAACGGCGCATCATCG-------A---------------------------------------------------------------------------------------------

droBip1 scf7180000394085:58804-
59015 -

TG-----TGTA---------------TCC-AC---A--A-----GATAG-------TGCCCG-------------------------------TGTCC--------AG--CG-TGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAGCCTCC--C-----GGGG-G----------AG---GGGAAAAACAAA----CAGCC-----------CACT--CCC-AGA-AA-----------------------------------------------------------------A--G-CTTC--CATACGCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGTCAACGGCGCA---TCC-------A-----------CCATT-----------------------------------ACGAGGGATTACC--------------------------ATC

droKik1 scf7180000302475:1404674-
1404889 +

TG-----TGTA---------------TCC-AG---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAGCCCCT-CCACATG---------------GAAAACAA---AAATAATAAAATATAA-----------TACTCC-CC-CCA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGTCAACGACGCC--TACAGA---CGATCTAA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

droFic1 scf7180000453800:2293369-
2293565 +

TG-----TGTA---------------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCCTC-CC----------------ACAAGAA---------AA--------CAGAA-----------TACAC--CCACAA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAACTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCA--ATCG-------ATTTGA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

droEle1 scf7180000490995:524609-
524802 -

TG-----TGTA---------------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAATCCCC-------------------ACGAGAA---------AA--------CAAAA-----------TACAC--CC-ACA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCA--GTCG-------ATCTGA---------------------------------------------AGACCATGAC--CC--------------------------AGT

droRho1 scf7180000777158:35516-
35705 -

TA------------------------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAATCCCC-------------------ACGAGAA---------AA--------CAAAA-----------TACAC--CC-ACA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------ATCTGA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

droBia1 scf7180000302402:8304633-
8304841 +

TA------------------------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAAGCCCC-CCTCCG-AGGA-C----------AG---AAAAAAAA--------CAAAA-----------GACCCACCC-ACA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--TTCG-A-TTCGATCCGA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

droTak1 scf7180000415380:1425650-
1425847 -

TA------------------------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAAGCCCC--C----------------ACAAGAA---------AA--------CAAAA-------A--CTACAC--CC-ACA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-A-TTTGATGTGA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

droEug1 scf7180000409692:687962-
688180 +

CA-----TGTGTATCTATA-------TCT-AT---C----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAATCCCC-CTT--T----G-T-----ATAAAA---------AAACAA--------AC-------AATCTACAC--CC-ACA-AC-----------------------------------------------------------------C--CCATTT--AATACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGAT--ATCAAACTTTGATCTGA---------------------------------------------AGACCCTGAC--CC--------------------------AGT

dm3 chr3R:6216938-6217134 + dme_373 TA-----TGTA---------------TCT-AT---A----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTAAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCCCC-------------------GCA------------AAATAAT----CAAAA-----------TACACCCCC-ACA-AT-----------------------------------------------------------------C--GCATTT--ACTACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------AATTGA---------------------------------------------AGACATTGAC--CC--------------------------AGT

droSim2 3r:14862280-14862476 - dsi_32455 TA-----TGTA---------------TCT-AT---A----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCCCC-------------------GCA------------AAATAAT----CAAAA-----------TACACCCCC-ACA-AC-----------------------------------------------------------------C--CCATTT--AGTACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------AATTGA---------------------------------------------AGACATTGAC--CC--------------------------AGTdroSec2 scaffold_0:15728324-
15728520 -

dse_1842 TA-----TGTA---------------TCT-AT---A----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGATAAACCCCC-------------------GCA------------AAATAAT----CAAAA-----------TACACCCCC-ACA-AC-----------------------------------------------------------------C--CCATTT--AGTACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------AATTGA---------------------------------------------AGACATTGAC--CC--------------------------AGT

droYak3 3R:10242703-10242900 + dya_1794 TA-----TGTA---------------TCT-AT---A----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCCCC--A----------------GCA------------AAACAAT----CAAAA-----------TACACCCCC-ACA-AC-----------------------------------------------------------------C--CCATTT--AGTACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------AATTGA---------------------------------------------AGACATTGAC--CC--------------------------AGT
droEre2 scaffold_4770:15403316-

15403516 -
der_1519 TCT----TGTA---------------TCT-AT---A----------AAG--------------------------------------------TGTCC--------AG--AGTTGT-C----------------------AAGCGT-CAGTGAGATCTCGGGTTTGTTGCACGACGAGACAGTTGCTAAACCGCC-CC----------------GCA------------AAACAAT----TAAAA-------A--ATACACC-CC-GCA-AC-----------------------------------------------------------------C--CCATTT--AGTACTCAGCTGTCTCTCGTTGTTTTCGATTTCGGGATCTTGACAACGACGCC--ATCG-------AATTGA---------------------------------------------AGACATTGAC--CC--------------------------AGT
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AAACTCTCTTTAAATGTGGCAGGCAGTTGAGTTTATCTGTGTTGGGTGTCCTGAAGTACGCAAGTTGATTAGCATGATTAAAATTTTCCTAATTATTTGCGAACTCAAAGAAACACGACACAGCCACAAAACATTTTGTGTCGGGAAAAAGTGCTTGCAGCA
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SRR060681

Argx9_testes_total
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140x9_testes_total

SRR060678

9x140_testes_total
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SRR060659

Argentina_testes_total
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SRR060688

160_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized
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...................................................TGAAGTACGCAAGTTGATTAGT......................................................................................... 22 1 1 212.00 212 29 16 10 20 16 21 2 1 7 16 0 0 10 12 9 4 6 6 1 0 3 3 0 3 0 0 5 0 1 2 0 0 0 3 4 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGT......................................................................................... 23 1 1 161.00 161 15 9 8 6 2 16 0 3 5 8 0 0 2 1 18 8 15 8 2 0 0 13 8 1 0 1 3 0 1 2 0 0 3 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAG.......................................................................................... 22 0 1 159.00 159 13 13 11 5 7 16 1 5 3 7 2 6 7 6 6 3 5 1 1 6 2 2 7 7 7 2 1 0 0 2 0 1 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCA........................................................................................ 23 0 1 141.00 141 0 22 15 0 10 0 1 13 1 0 11 19 7 8 0 5 0 0 7 7 0 0 0 0 0 0 0 2 2 0 1 4 1 0 0 0 1 0 2 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGC......................................................................................... 23 0 1 92.00 92 0 5 6 0 11 0 0 10 0 0 15 8 3 1 0 1 0 0 2 3 0 0 4 4 4 2 0 3 1 0 0 3 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 1 1 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAG.......................................................................................... 21 0 1 87.00 87 7 8 2 5 3 1 1 2 5 3 5 4 5 3 1 1 4 0 2 5 1 5 2 2 2 1 0 1 0 2 0 1 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGC......................................................................................... 22 0 1 75.00 75 0 7 5 0 4 0 0 3 0 0 7 3 5 4 0 6 0 0 4 2 0 0 1 3 1 1 0 1 3 0 5 1 1 2 1 0 0 0 0 0 0 0 0 0 0 2 0 0 1 1 0 1 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGTC........................................................................................ 23 2 1 61.00 61 18 11 4 8 0 0 1 5 11 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATT............................................................................................ 20 0 1 35.00 35 2 2 0 1 4 1 0 0 1 4 0 0 3 4 0 1 0 0 0 2 0 0 0 0 4 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGTC........................................................................................ 24 2 1 35.00 35 9 2 6 4 1 0 0 0 4 1 0 0 1 0 3 0 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGCA........................................................................................ 24 0 1 25.00 25 0 3 1 0 2 0 0 2 0 0 6 3 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTA........................................................................................... 21 0 1 18.00 18 2 1 3 2 1 0 0 0 0 0 1 1 1 0 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGCC........................................................................................ 24 1 1 14.00 14 0 4 3 0 1 0 0 0 0 0 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCAA....................................................................................... 24 1 1 9.00 9 0 1 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGTCC....................................................................................... 25 3 1 9.00 9 4 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCC........................................................................................ 23 1 1 7.00 7 0 2 0 0 0 0 0 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTA........................................................................................... 20 0 1 6.00 6 1 1 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGAT............................................................................................. 19 0 1 6.00 6 0 0 0 1 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAT.......................................................................................... 22 1 1 4.00 4 0 0 0 0 0 0 0 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGTCA....................................................................................... 24 3 1 4.00 4 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGTCC....................................................................................... 24 3 1 4.00 4 1 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGTT........................................................................................ 24 2 1 3.00 3 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTGAAGTACGCAAGTTGATTAG.......................................................................................... 23 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCCA....................................................................................... 24 2 1 3.00 3 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAAA......................................................................................... 22 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAATTATTTGCGAACTCAAAG.................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAATTATTTGCGAACTCAAAGA................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCAAA...................................................................................... 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGAT............................................................................................. 18 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.................................................CCTGAAGTACGCAAGTTGATTA........................................................................................... 22 0 1 2.00 2 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGA.............................................................................................. 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GAAGTACGCAAGTTGATTAGC......................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTATT......................................................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTGAAGTACGCAAGTTGATT............................................................................................ 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGCCC....................................................................................... 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTATTC........................................................................................ 23 3 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTT........................................................................................... 21 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TAATTATTTGCGAACTCAAAA.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGAAGTACGCAAGTTGATTAGCT........................................................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATT............................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAAGTACGCAAGTTGATTAGTG........................................................................................ 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CCTAATTATTTGCGAACTCAA...................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTTGAGAGAAATTTACACCGTCCGTCAACTCAAATAGACACAACCCACAGGACTTCATGCGTTCAACTAATCGTACTAATTTTAAAAGGATTAATAAACGCTTGAGTTTCTTTGTGCTGTGTCGGTGTTTTGTAAAACACAGCCCTTTTTCACGAACGTCGT

*************************************.((((((((.((.((.(((.((.(((((((.((((((...(((....)))...))))))))))))).)))))..)).)).))))))))..***********************************
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size

#
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Total
Norm Total

V116

male
body

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060676

9xArg_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096060

Ovary_Min_193

M047

female
body

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

SRR060687

9_0-
2h_embryos_total

V047

embryo

M027

male
body

SRR060661

160x9_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

..............................................ACAGGACTTCATGCGTTCAACT.............................................................................................. 22 0 1 7.00 7 0 2 2 0 1 1 1 0 0 0 0 0 0 0 0 0

..............................................ACAGGACTTCATGCGTTCAACTA............................................................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_13049:14475496-

14475657 -
dvi_111 AAAC-TCTCT---------TTAAATGTGGCA---------GGCA-----GTTGAGTT-TATCTGTGTTGGGTGTCCT---GAAGTACGCAAGTTGATTAGCATGATTAAAATTTTC-CTAATTATTTGCGAACTCAAAGAAACACGACACAG--CCACAAAACATTTTGTGTCGG------------------GAAAAAGTGCTTGCA--GCA

droMoj3 scaffold_6680:12820673-
12820863 +

AAAA-CTCAA---------GCAAACTTGGAAGAGGTTGAGTTGAGTTTGGTTGGGTTGGGTCTGTGTT---TGTCCTGAGAAAGTACCTGAGTTGATTAGCATGATTAAAATTTTC-CTAATTATTTGCGCACTCAAAGAAAAACGAAACAG--CCACAAAACTTTGTTGTGAGTCGC----GGGGGGATGGGTAAAAAGTGCTTGTA--GCA

droGri2 scaffold_15110:15747027-
15747216 +

AAACAGAAAAACCGACGAGTG-----------AGCTTGTGCTGTCTCCGGTTGAGTT------GTCTTGAGGGCCAT---CAAGTGCCCAAGTTGATTAGCATGATTAAAATTTTC-CTAATTATTTGCGCACTCAAAGAAATACAAAATACGGCCACAAAAC--TTTTTGTCGTCGTTTATGCTGTAAAAGGGAAAAACCGTTTGTAGAGCA

droWil2 scf2_1100000004540:225565-
225579 -

GAAA-T---------------------------------------------------------------------------------------------------------------------------------------------------------------CCCTTTACAT--------------------------------------

dp5 XR_group6:2708163-2708324 - AGAC--------AGACGAATGAAAGGCAAAG---------AAGA-----GTAAGAGG-TGGCAATGTTGAAG---GT---GAAGTAAAAGACTTGATTAGCGTAATTAAAATTTTCTGTAACTATTCTCGCGCTCAAAGGAGTCGGGAACAAGC--GCAGAGACTCCTTTCACCTGGCCCGTG------------------TCTTGTG--GCA
droPer2 scaffold_9:1004402-1004571

-
ACCAAGACAGGCAGACGAATGAAAGGCAAAG---------AAGA-----GTAAGAGG-TGGCAATGTTGAAG---GT---GAAGTAAAAGACTTGATTAGCGTAATTAAAATTTTCTGTAACTATTCTCGCGCTCAAAGGAGTCGGGAACAAGA--GCAGAGACTCCTTTCACCTGGCCCGTG------------------TCTTGTG--GCA
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TAGTGCTCGACATTCGGACCCCTTCTGGCTCGCCCGTTATTTCGAATGCCCAGGAATTCACCAGGACTCACGTTCTCATGTGTCACTGTGCTCTTGGCGAATTCTTAGGCATTCGAAATAAATATGGGAGACGGGATCGGTCGGTTTGTTCTGTTATTTTT
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M028

head

V053

head

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total
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female
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160x9_males_carcasses_total
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160_males_carcasses_total
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SRR060656
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SRR060675
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SRR060686
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SRR060688
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........................................................................................TGCTCTTGGCGAATTCTTAGGCT.................................................. 23 1 1 372.00 372 52 89 43 31 27 16 20 12 16 3 13 14 4 5 2 2 5 1 1 3 2 4 0 0 2 0 2 0 1 0 0 1 1 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGG.................................................... 21 0 1 173.00 173 2 77 5 3 7 2 2 4 0 28 0 1 1 1 6 4 0 6 2 0 3 0 6 5 0 3 0 0 1 2 1 0 0 0 0 0 0 0 1 0

........................................................................................TGCTCTTGGCGAATTCTTAGGC................................................... 22 0 1 68.00 68 12 13 3 4 1 5 3 4 0 1 1 0 2 2 2 0 4 1 1 1 0 3 0 0 2 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCT.................................................. 22 1 1 49.00 49 23 6 1 0 1 5 2 2 0 0 3 1 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCA.................................................. 23 0 1 29.00 29 0 5 5 4 1 1 1 2 0 1 0 0 1 3 1 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAG..................................................... 20 0 1 26.00 26 0 4 1 0 0 1 2 1 3 2 0 0 0 1 3 2 1 1 1 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGC................................................... 21 0 1 23.00 23 18 1 0 0 0 0 1 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCA.................................................. 22 0 1 19.00 19 7 4 1 1 1 0 1 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTCAC.......................................................................................... 21 0 1 14.00 14 9 0 1 0 0 1 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTCACGT........................................................................................ 23 0 1 14.00 14 0 0 2 1 1 1 0 0 1 0 1 0 0 1 1 1 0 0 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTTAGG.................................................... 23 0 1 13.00 13 1 2 1 1 2 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCC.................................................. 23 1 1 13.00 13 10 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTCACG......................................................................................... 22 0 1 13.00 13 2 1 1 0 0 1 2 0 1 3 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTT....................................................... 20 0 1 10.00 10 0 3 1 0 0 3 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACTCAC.......................................................................................... 22 0 1 10.00 10 6 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACTCACG......................................................................................... 23 0 1 10.00 10 3 1 2 0 0 0 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTTAG..................................................... 22 0 1 8.00 8 0 0 2 3 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCAGGAATTCACCAGGACTCA........................................................................................... 22 0 1 7.00 7 5 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCTC................................................. 24 2 1 6.00 6 0 0 0 0 0 0 0 0 0 1 0 0 1 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.................................................CCAGGAATTCACCAGGACTCA........................................................................................... 21 0 1 6.00 6 3 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACT............................................................................................. 19 0 1 5.00 5 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCTA................................................. 24 2 1 5.00 5 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTCA........................................................................................... 20 0 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCAGGAATTCACCAGGACT............................................................................................. 20 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCTA................................................. 23 2 1 4.00 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCAGGAATTCACCAGGAC.............................................................................................. 19 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTTG...................................................... 21 1 1 3.00 3 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGG.................................................... 20 0 1 3.00 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCC.................................................. 22 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTG...................................................... 19 1 1 3.00 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCT........................................................ 19 0 1 3.00 3 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGA................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTCACGTT....................................................................................... 24 0 1 3.00 3 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGTT.................................................. 23 2 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCAGGAATTCACCAGGACTC............................................................................................ 21 0 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCAA................................................. 24 1 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCG.................................................. 23 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACTCACGTTCTCATGTGTCACT.......................................................................... 38 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACTC............................................................................................ 20 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGT................................................... 22 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCTCATGTGTCACTGTGCTCT................................................................... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGT................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGTT................................................... 22 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCTCATGTGTCACTGTGCTCTTG................................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCTCA................................................ 24 3 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTC......................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATTCGAAATAAATATGGGAGACGGGA......................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCAGGAATTCACCAGGACTCACGT........................................................................................ 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGGACTCACGTTCTCATGTGTC............................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TCTCATGTGTCACTGTGCTCTTGGCGAATTCTTAGG.................................................... 36 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................CTCATGTGTCACTGTGCTCTTGGCGAATTCTTAAA.................................................... 35 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TCACTGTGCTCTTGGCGAAT........................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................CATGTGTCACTGTGCTCTTGGCGAAT........................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TGTGTCACTGTGCTCTTGGCGAAT........................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCCA................................................. 23 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCG.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GTGCTCTTGGCGAATTCTTAGG.................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTTAT..................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CGAATTCTTAGGCATTCG.............................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGT.................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTCTTGGCGAATTCTTAGGCAA................................................. 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAG..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTT............................................................................................ 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGGCAAA................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAGGAATTCACCAGGACTC............................................................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGCTCTTGGCGAATTCTTA...................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTCTTGGCGAATTCTTAGT.................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GTGCTCTTGGCGAATTCTT....................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGCTCTTGGCGAATTCTTAGGCTCA................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ATCACGAGCTGTAAGCCTGGGGAAGACCGAGCGGGCAATAAAGCTTACGGGTCCTTAAGTGGTCCTGAGTGCAAGAGTACACAGTGACACGAGAACCGCTTAAGAATCCGTAAGCTTTATTTATACCCTCTGCCCTAGCCAGCCAAACAAGACAATAAAAA

*************************************.((((((((((((((.((((((((.((((((..((((..............)))).)))))).)))))))).))))))))))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060667

160_females_carcasses_total

V053

head

SRR1106729

mixed
whole
adult body

SRR060688

160_ovaries_total

M028

head

SRR1106727

larvae

V047

embryo
SRR2096014

Ovary_Strain_160_oxidized

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:3340018-

3340178 -
dvi_55 TAGTGCTCGACATTCGGA---------------------------CCCCTTCTGGCTCGCCCGTTATTTCGAATGCCCAGGAATTCACCAGGACTCACGTTCTCATGTGTCACTGTGCTCTTGGCGAATTCTTAGGCATTCGAAATAAATATGGGA--------GACGGGATCGGTCGGTTTGTTCTGTTATTTTT

droMoj3 scaffold_6473:7786778-
7786944 -

TAGCGTCAACATT-CGGAGCATCGCAGCCGTACCAGCTGTACGTATTTG-----------------TTTCGCATAGCCAAGAATT-----GGATCTATGTACCCCAGTGCCCCAGCAT------CGAATACTTGGCTATTCGAAACGAGTATGGACGTTGGATGGGTGAAATAGGTCCGTTTGTTCTGTTATTTTT

droGri2 scaffold_15252:6809131-
6809175 +

CAGTGCGGGAATTTTGTA---------------------------CCCTTTTTGCCTTGACATGCATTTGGA----------------------------------------------------------------------------------------------------------------------------

droWil2 scf2_1100000004963:1722358-
1722369 -

TGCTTGGTATTC----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000395450:60117-60154
-

TGGTGGGCACCTTTCGGG---------------------------CCATTTTTTGTCCGCCCGTT-----------------------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000453829:199431-
199442 +

CAGTATTTGATA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:06 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:3340018-3340178
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:3340018-3340178
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_55.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6473:7786778-7786944
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15252:6809131-6809175
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004963:1722358-1722369
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000395450:60117-60154
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453829:199431-199442


ID:

dvi_358

Coordinate:

scaffold_12963:14650719-14650783 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ17554-in]; CDS [Dvir\GJ17554-cds]; CDS [Dvir\GJ17554-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AACTCTATGAGAAGGCCAAGCTGCAGGAGCAGGTTAGCTCTCTGGAGAAGGTGAGGCAAAGGAAAAATATATAGAAAGTTAATACTAACATTATATTTCTTTATGCATCACACAGGATTTGGATAATGCCGCCGAAGCGGGCTTGGAGCTGAACAAAATGCTGTC

**************************************************((((.(((((((((..(((((.....(((....))).....))))))))))).))).))))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060664

9_males_carcasses_total

V053

head

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060668

160x9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060689

160x9_testes_total

SRR060675

140x9_ovaries_total

V047

embryo

V116

male
body

M061

embryo

SRR060683

160_testes_total
SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

SRR2096014

Ovary_Strain_160_oxidized

SRR060673

9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

SRR060666

160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096060

Ovary_Min_193

SRR2096058

Ovary_Min_98

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060655

9x160_testes_total

SRR060687

9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060656

9x160_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total

M028

head

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

M027

male
body

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060661

160x9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR1106726

embryo_14-
16h

SRR1106723

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR1106727

larvae

SRR060659

Argentina_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

.............................................................................................TATTTCTTTATGCATCACACAG.................................................. 22 0 1 856.00 856 80 79 74 66 50 33 52 40 37 20 31 21 17 16 16 18 10 7 10 7 13 13 12 7 10 8 10 8 9 7 10 6 6 6 4 8 3 5 6 1 2 5 3 3 3 0 0 0 2 0 0 1 0 0 1 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACA................................................... 21 0 1 190.00 190 85 11 6 5 9 24 5 5 5 4 4 1 2 1 1 0 1 0 6 3 1 1 2 1 0 1 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACAC.................................................... 20 0 1 138.00 138 23 4 12 2 12 11 2 2 4 10 1 10 2 11 6 4 5 0 2 0 3 0 0 1 1 0 0 3 0 0 0 2 1 0 0 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAGT................................................. 23 1 1 60.00 60 3 4 4 1 3 2 5 4 4 0 0 1 1 2 0 2 1 1 3 3 2 0 0 0 2 1 1 2 1 1 0 0 0 0 1 0 1 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATATTTCTTTATGCATCACACA................................................... 22 0 1 41.00 41 6 2 3 3 0 1 5 2 0 2 0 0 1 0 0 2 2 5 0 3 0 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAA.................................................. 22 1 1 31.00 31 1 5 1 3 0 0 0 1 0 0 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 2 4 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCTTTATGCATCACACA................................................... 20 0 1 19.00 19 19 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAGA................................................. 23 1 1 13.00 13 1 1 0 3 0 0 2 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAT.................................................. 22 1 1 11.00 11 1 1 2 0 0 2 0 0 0 1 1 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCTTTATGCATCACACAG.................................................. 21 0 1 10.00 10 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTCTTTATGCATCACACAGT................................................. 21 1 1 8.00 8 1 0 0 2 0 0 1 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAAT................................................................................................. 18 0 1 7.00 7 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACT................................................... 21 1 1 6.00 6 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATATTTCTTTATGCATCACAC.................................................... 21 0 1 5.00 5 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATATTTCTTTATGCATCACA..................................................... 20 0 1 5.00 5 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACACA................................................... 23 0 1 5.00 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACA..................................................... 19 0 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACC................................................... 21 1 1 4.00 4 0 0 0 0 0 0 1 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACAA.................................................... 20 1 1 4.00 4 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACA..................................................... 21 0 1 3.00 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACCT.................................................. 22 2 1 3.00 3 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TCTTTATGCATCACACAG.................................................. 18 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAATATAT............................................................................................. 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCTTTATGCATCACAC.................................................... 19 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACAT.................................................... 20 1 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAATATATAG........................................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAATATA.............................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAGTC................................................ 24 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACTT.................................................. 22 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACACAG.................................................. 24 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................GGATAATGCCGCCGAAGCGGG........................ 21 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAATATATC............................................................................................ 23 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTCTTTATGCATCACACC................................................... 20 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACACAA.................................................. 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAAAC................................................ 24 3 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TTGGATAATGCCGCCGAAGC........................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGGCAAAGGAAAAATAT............................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ATAATGCCGCCGAAGCGGGCTTGGA.................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATATTTCTTTATGCATCACACAG.................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTCTTTATGCATCACACC................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACAGC................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATATTTCTTTATGCATCA....................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................GCTGCAGGAGCAGGTTAGCTCTCTGGG....................................................................................................................... 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TATAGAAAGTTAATACTAACATTATAT..................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TATAGAAAGTTAATACTAACATTATAA..................................................................... 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........AGAAGGCCAAGCTGCAGGAGC....................................................................................................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACC..................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................GCCGAAGCGGGCTTGGAGCT............... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAGGTGAGGCAAAGGAAAAAT................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTCTTTATGCATCACACAG.................................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATATTTCTTTATGCATCAC...................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATATTTCTTTATGCATCACAC.................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTCTTTATGCATCACAC.................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........GAAGGCCAAGCTGCAGGAGCAGG.................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................GATAATGCCGCCGAAGCGGGC....................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................TATAGAAAGTTAATACTAACATTAT....................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GGCAAAGGAAAAATATATAG........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACAC.................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATATTTCTTTATGCATCACACT................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TTAATACTAACATTATATTTCTTTATG............................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATATTTCTTTATGCATCACACAA.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....CTATGAGAAGGCCAAGCTGCAGGAGC....................................................................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACACCA.................................................. 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TGGATAATGCCGCCGAAGCGGGCT...................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCAC...................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TATTTCTTTATGCATCACAG.................................................... 20 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................AAATATATAGAAAGTTAATACT............................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTCTTTATGCATCACACAGTT................................................ 22 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
AACTCTATGAGAAGGCCAAGCTGCA............................................................................................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
............................................................................................ATATTTCTTTATGCATCACACAT.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................ACATTATATTTCTTTATGCATCACACAG.................................................. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTGAGGCAAAGGAAAAATATATAGAAA........................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................ATTTCTTTATGCATCACACAGT................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................TATAGAAAGTTAATACTAACATTATATA.................................................................... 28 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................AACATTATATTTCTTTATGCATCACAC.................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTGAGGCAAAGGAAAAATATATAGAAAGTTAATACTAACATT......................................................................... 42 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
.............................................................................................TATTTCTTTATGCATCACACAAA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TATTTCTTTATGCATCACACATT................................................. 23 2 2 0.50 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TATTTCTTTATGCATCACACTTT................................................. 23 3 4 0.25 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTGAGATACTCTTCCGGTTCGACGTCCTCGTCCAATCGAGAGACCTCTTCCACTCCGTTTCCTTTTTATATATCTTTCAATTATGATTGTAATATAAAGAAATACGTAGTGTGTCCTAAACCTATTACGGCGGCTTCGCCCGAACCTCGACTTGTTTTACGACAG

**************************************************((((.(((((((((..(((((.....(((....))).....))))))))))).))).))))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096014

Ovary_Strain_160_oxidized

M047

female
body

M061

embryo

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:14650669-

14650833 +
dvi_358 AACTCTATGAGAAGGCCAAGCTGCAGGAGCAGGTTAGCTCTCTGGAGAAGGTGAGGCAAAG-----------GAAAAATATA-------------------TAGAAAGTTAAT---------ACT---AACAT-T--ATAT-TTCTTTATGC-ATCACACAGGATTTGGATAATGCCGCCGAAGCGGGCTTGGAGCTGAACAAAATGCTGTC

droMoj3 scaffold_6500:17580865-
17581025 +

AACTCTATGAGAAAGCGCAGCTGCAGGAGCAGGTTAGCTCCCTGGAGAAGGTAAGTTTCTC-------AAAATATAAATATC-------------------TATAAA-TAATA---------ATA---AAATA----TAAA----TA--T-G-CTTAACTAGGATTTGGATAATGCAGCCGAAGCTGGCTTGGAGCTGAATAAAATGCTGTC

droGri2 scaffold_15126:1912861-
1913023 -

AACTCTATGAGAAGGCCAAGCTGCAGGAGCAGGTTAGCTCCCTGGAGAAGGTGAGCTGAGGATTTCTGTTA------AATCA-----AAT-----------------------ATATATTC--------ATAATGTAA---TTGTAT--A-C-CTTGCACAGGACTTGGACAATGCTGCGGAAGCGGGCTTGGAGCTAAATAAAATGTTGTC

droWil2 scf2_1100000004585:6602794-
6602951 -

AACTCTATGAAAAGGCCAAACTGCAGGAGCAAGTGGGCTCGCTGGAAAAGGTAAGACGACA----TC--TT-----AAATAA-------------------ATAGAAGATTAT---------TAT---AATAA----GTAA----TT--T-C-AACATTAAGGATCTGGATAATGCTGCTGAAGCTGGCTTAGAATTGAACAAAATGTTGTC

dp5 4_group5:507328-507497 - AGTTGTACGAGAAGGGAAAGCTACAGGAGCAGGTTGTCTCCCTGGAAAGGGTATGCCACAT-CCG-----------A----AAAGAG---TTTATTTCTAATTGGAAGGCTTA----------------ACCATTTGG---TTTTTT--T-G-CCTTTAAAGGATGTGGACAATGCCGCGGAGGCTGGTCTAGAGCTGAACAAAATGCTTTC
droPer2 scaffold_5:5011325-5011494 - AGTTGTACGAGAAGGGAAAGCTACAGGAGCAGGTTGTCTCCCTGGAAAGGGTATGCCACAT-CCG-----------A----AAAGAG---TTTATTTCTAATTGGAAGGCTTA----------------ACCATTTGG---TTTTTT--T-G-CCTTTAAAGGATGTGGACAATGCCGCGGAGGCTGGTCTAGAGCTGAACAAAATGCTTTC
droAna3 scaffold_12916:8590474-

8590625 -
AACTCTATGAGAAGGCAAAGTTGCAGGAACAGGTCGTCTCACTGGAAAGGGTATGTTGTAA-------TTG------GAAGA-----AGT-----------------------GGAC----ACCC---AATAA----GAGT----CT--T-T-CCATTCCAGGATCTTGATAATGCTGCCGAAGCTGGTCTTGAGCTGAATAAAATGCTGTC

droBip1 scf7180000396535:1107173-
1107335 -

AGCTGTACGAGAAGGCAAAGTTGCAGGAGCAGGTCGTCTCACTAGAGAGGGTATGTTAAAA-TCGTTGTTA------AATAA-----AAG-----------------------AAGTGATAACTT---TATAA----GAAA----CT--T-GACAATTTCAGGATCTTGATAATGCTGCCGAAGCTGGTCTTGAGCTGAATAAAATGCTATC

droKik1 scf7180000302473:506196-
506351 -

AGGTCTTTGAGAAAGCCAAGCTGCAAGAGCAGGTTGGCTCACTAGAAAGGGTAAGGG---------------------------------TTTTTCCAAAATTGCATCAATAT----------------AATATTAAC---TCCTTC--C-C-TGTTGCCAGGATCTGGATAATGCGGCTGAGGCTGGACTGGAACTGAACAAGATGCTGTC

droFic1 scf7180000453815:380498-
380655 -

AACTATACGAGAAGGCGAAGCTGCAGGAGCAGGTTGGCTCGCTGGAAAGGGTAGGGCTAAG-----------GAACATCCTA-------------------TTCAGATCGGAT---------TTT---AACTA----GTCT----TT--T-C-CCTTGCTAGGATCTGGATAATGCGGCTGAGGCTGGACTAGAGCTGAATAAAATGCTATC

droEle1 scf7180000490970:265205-
265364 -

AGCTTTACGAGAAGGCCAAGCTGCAGGAGCAGGTGGGCTCGCTAGAAAGGGTAGGTCCAGG-----------CGGCAATTTA-------------------AA----------TAGCGCTCTATTGTTAAAAC----ATGT----TT--G-A-CGTTTCAAGGATCTGGACAATGCGGCCGAGGCTGGATTGGAGCTGAACAAAATGTTGTC

droRho1 scf7180000780014:212263-
212419 -

AGCTTTACGAGAAGGCCAAGCTGCAAGAGCAGGTTGGATCGCTAGAAAGGGTAGGTCCACG-----------CAAAAAATTA-------------------TTTAGATTTTT----------GTT---AAAAA----GTGT----TT--C-T-CGTTTCAAGGATCTGGATAATGCGGCAGAGGCTGGATTGGAGCTGAATAAAATGTTATC

droBia1 scf7180000302422:2793286-
2793443 -

AGCTTTATGAGAAGGCCAAGCTGCAGGAGCAAGTTAGCTCGCTGGAAAGGGTAGGTCCAAG-----------AAATCAATCA-------------------TTTGAGGTGCTA---------TTA---TACAA----GTCC----TT--T-T-CGTTACAAGGATCTGGATAACGCCGCTGAGGCTGGCTTGGAGCTGAATAAAATGCTGTC

droTak1 scf7180000415660:73315-73472
+

AGCTTTACGAGAAGGCCAAGCTGCAGGAGCAGGTTGGCTCGCTAGAAAGGGTAGGTCGAGA-----------CATTTTATTT-------------------TATAAAGCGGTA---------ATT---ATCAA----GTCT----GT--T-T-TGTGTCAAGGATCTGGATAACGCGGCTGAAGCTGGCCTGGAGCTGAATAAAATGCTGTC

droEug1 scf7180000409463:2099927-
2100084 +

AGCTTTACGAGAAGGCCAAGCTGCAGGAGCAAGTTAGCTCACTGGAAAGGGTAGGCTTACA-----------AGTTCGTTTG-------------------CTTAGAGCTGTA---------TCT---AACAC----ATAT----TT--T-T-CGTTAAAAGGATTTGGACAATGCGGCTGAGGCTGGCCTGGAACTGAATAAAATGCTGTC

dm3 chr2L:6652395-6652546 + AGCTGTACGAGAAGGCTAAGCTGCAGGAACAGGTTGGCTCATTAGAAAGGGTAGGTCCATA----TTATTT------AATCA-----AAT-----------------------AAACGCTT--------ACAA----GGAT--------C-T-CTTTACAAGGATCTGGATAACGCGGCTGAGGCTGGCCTGGAGCTCAACAAGATGCTGTC
droSim2 2l:6426094-6426250 + AGCTGTACGAGAAGGCCAAGCTGCAGGAGCAGGTTGGCTCATTAGAAAGGGTAGGTCCACG----CCATTT------AATCA-----AAT-----------------------AAACGCTTAATT---AACAA----ATCA--------C-T-CTTTACAAGGATCTGGATAACGCGGCTGAGGCTGGCCTGGAGCTCAACAAGATGCTGTC
droSec2 scaffold_3:2191481-2191637 + AGCTGTACGAGAAGGCCAAACTGCAGGAGCAGGTTGGCTCATTAGAAAGGGTAGGTCAACG----CCATTT------AATCA-----AAT-----------------------AAACGCTTAATT---AACAA----ATCA--------C-T-CTTTACAAGGATCTGGATAACGCGGCTGAGGCTGGCCTGGAGCTCAACAAGATGCTGTC
droYak3 2L:6261070-6261232 - AGCTATACGAGAAGGCTAAGCTGCAGGAGCAGGTTGGCTCACTAGAAAGGGTAGGTCCACA----TCATAT------AAATA-----AAG-----------------------AAACCCTTACTT---AACAA----ATCACTCTTT--T-T-TTTTAACAGGATCTGGATAACGCGGCTGAGGCTGGCCTGGAGCTCAACAAGATGCTGTC
droEre2 scaffold_4929:15562327-

15562485 +
AGCTATACGAGAAGGCTAAGCTGCAGGAGCAGGTTGGCTCATTAGAAAGGGTAGGTCCACA----TTATAT------AATCA-----AAT-----------------------AAACCCTCACTT---AACAA----GTCA----CT--C-T-TTTTCAAAGGATCTGGATAACGCCGCTGAGGCTGGCCTGGAGCTCAACAAGATGCTGTC
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ID:

dvi_83

Coordinate:

scaffold_13049:10305341-10305406 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ13348-in]; CDS [Dvir\GJ13348-cds]; CDS [Dvir\GJ13348-cds]; utr5 [utr5_minus_6204]; utr5 [utr5_minus_6203]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CCCATTTGCTACGCACGCCTCAATGCGCTCTATAGCGTCATAGATCCCACGTAAGTTGAGTTAGATTAAGTTTAAATGACGCTACAGATATTTAATCTATGTCTCTCAATTTACAGTCCCGTCAGCGATAATCGCGCCTCGCTGCTGCGCGGCTCTGCGCCGACCA

**************************************************((((((((((.((((((((((.....((......))...)))))))))).....)))))))))).***************************************************
Read
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#
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Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

V053

head

SRR060667

160_females_carcasses_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060672

9x160_females_carcasses_total

V116

male
body

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060670

9_testes_total

M028

head
SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46

SRR2096013

Ovary_Strain_9_oxidized

SRR060665

9_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

SRR060666

160_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total
SRR2096058

Ovary_Min_98

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060673

9_ovaries_total

SRR060655

9x160_testes_total
SRR2096060

Ovary_Min_193

SRR060657

140_testes_total

M027

male
body

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106730

embryo_16-
30h

SRR2096057

Ovary_Min_50

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060654

160x9_ovaries_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060656

9x160_ovaries_total

SRR060659

Argentina_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

GSM1528803

follicle
cells

SRR060658

140_ovaries_total

SRR1106722

embryo_10-
12h

SRR1106727

larvae

SRR060663

160_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR1106723

embryo_12-
14h

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR1106712

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR1106718

embryo_6-
8h

SRR1106721

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR1106726

embryo_14-
16h

SRR1106728

larvae

..............................................................................................ATCTATGTCTCTCAATTTACAGT................................................. 23 0 1 618.00 618 44 73 32 47 31 31 36 23 16 8 9 35 25 10 21 9 8 15 16 4 6 10 8 7 3 3 5 5 7 12 2 5 3 2 5 3 2 2 8 2 0 0 1 0 1 0 2 0 3 3 3 1 0 1 0 2 0 0 1 2 0 1 0 1 0 1 0 1 1 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACA................................................... 21 0 1 494.00 494 61 44 36 42 29 9 7 24 6 24 25 1 5 17 4 24 19 5 9 19 4 7 0 8 2 0 9 1 3 0 0 2 2 2 2 5 4 3 2 4 7 3 1 2 0 1 0 2 2 0 0 0 1 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAG.................................................. 22 0 1 484.00 484 79 36 79 49 19 32 29 15 14 10 9 2 1 2 7 6 4 10 1 6 14 0 0 8 4 3 2 3 4 0 5 2 4 2 3 1 0 3 0 0 0 3 0 2 2 1 1 1 0 0 1 0 0 2 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGT................................................. 22 0 1 116.00 116 3 12 7 9 7 6 5 2 5 1 2 3 5 0 8 0 0 0 4 0 0 0 3 0 3 0 1 0 3 7 0 2 3 0 1 0 1 1 2 1 0 0 1 1 1 1 0 1 0 0 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTAC.................................................... 20 0 1 81.00 81 15 7 7 4 5 4 0 5 2 5 2 1 1 3 0 4 5 2 0 2 0 0 0 1 0 1 3 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAGT................................................. 26 0 1 81.00 81 2 8 3 9 8 6 1 0 6 1 0 2 7 3 2 1 0 4 1 0 2 0 0 0 0 3 0 0 1 1 0 0 1 0 0 0 0 1 0 1 0 0 0 0 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0

...............................................................................................TCTATGTCTCTCAATTTACAG.................................................. 21 0 1 47.00 47 11 7 2 3 2 2 1 2 1 1 1 0 0 1 1 2 0 1 0 0 0 0 0 0 1 1 0 0 0 0 5 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACA................................................... 22 0 1 47.00 47 5 4 3 5 2 0 1 1 1 1 0 0 0 3 0 2 3 0 0 2 1 1 4 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACA................................................... 24 0 1 46.00 46 4 4 0 2 2 1 3 3 0 2 0 0 0 0 0 1 0 6 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 1 1 0 0 0 3 0 3 1 0 1 0 0 0 0 0 0 1 1 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGA................................................. 23 1 1 39.00 39 1 3 1 2 0 3 2 0 2 1 0 0 0 1 0 0 0 0 0 0 1 2 4 0 0 7 0 2 0 0 2 0 0 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTC................................................ 24 0 1 31.00 31 1 4 7 4 0 0 0 0 0 0 0 5 2 0 0 0 0 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACAG.................................................. 23 0 1 26.00 26 4 4 3 1 0 0 2 1 2 0 1 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTTA............................................................................................ 24 0 1 24.00 24 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 6 0 0 0 5 0 1 0 0 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAG.................................................. 25 0 1 22.00 22 4 1 3 3 0 1 2 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTAC.................................................... 23 0 1 21.00 21 2 3 3 3 1 0 0 1 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACA................................................... 20 0 1 20.00 20 8 2 1 2 0 0 0 1 0 2 0 0 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGT............................................................................................... 21 0 1 16.00 16 0 0 0 0 0 0 1 0 0 0 0 0 0 0 3 0 0 0 0 1 0 1 0 0 0 1 0 8 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTT................................................ 24 1 1 15.00 15 1 2 1 1 0 2 3 0 1 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGTC................................................ 23 0 1 13.00 13 0 0 4 2 1 1 0 0 0 0 0 2 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTAA............................................... 25 2 1 12.00 12 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTTAAA.......................................................................................... 26 0 1 12.00 12 1 2 2 0 0 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTAAA.............................................. 26 3 1 11.00 11 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 2 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAG................................................................................................ 20 0 1 11.00 11 0 0 0 0 0 1 0 0 0 0 1 0 0 0 5 0 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACC................................................... 21 1 1 11.00 11 1 3 2 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTA..................................................... 19 0 1 11.00 11 2 1 0 1 1 0 0 2 0 0 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTTAAAT......................................................................................... 27 0 1 10.00 10 0 1 1 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAA.................................................. 22 1 1 10.00 10 3 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGAA................................................ 24 2 1 10.00 10 0 0 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTCC............................................... 25 0 1 9.00 9 0 3 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAC.................................................. 22 1 1 9.00 9 1 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTTAA........................................................................................... 25 0 1 9.00 9 1 1 0 2 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAT.................................................. 22 1 1 8.00 8 1 0 0 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTA..................................................... 22 0 1 7.00 7 0 2 0 0 3 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTAC.................................................... 19 0 1 7.00 7 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACC................................................... 24 1 1 6.00 6 0 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAGTC................................................ 27 0 1 6.00 6 0 2 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTT...................................................... 21 0 1 6.00 6 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACAG.................................................. 19 0 1 5.00 5 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................ATGTCTCTCAATTTACAG.................................................. 18 0 1 5.00 5 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAAA................................................. 23 2 1 4.00 4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAAAA................................................ 24 3 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATCTATGTCTCTCAATTTACAG.................................................. 24 0 1 4.00 4 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAGTAAA.............................................. 29 3 1 4.00 4 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGTCC............................................... 24 0 1 4.00 4 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGAAA............................................... 25 3 1 4.00 4 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATCTATGTCTCTCAATTTACA................................................... 23 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAAA................................................. 26 2 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACAGT................................................. 20 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTA................................................ 24 1 1 3.00 3 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAA................................................................................................. 19 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTT............................................................................................. 23 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAA.................................................. 25 1 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTCA............................................... 25 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTAC.................................................... 21 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACCCC................................................. 23 3 1 3.00 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTA.................................................................................................. 18 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTATGTCTCTCAATTTACAGT................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACACC................................................. 23 2 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTAT............................................... 25 2 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACAAA................................................. 24 2 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAGTCC............................................... 28 0 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTT...................................................... 18 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACC................................................... 22 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGC................................................. 23 1 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTATGTCTCTCAATTTACA................................................... 19 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................ATGTCTCTCAATTTACAGT................................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACCC.................................................. 22 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACA................................................... 18 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTATGTCTCTCAATTTACAG.................................................. 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATCTATGTCTCTCAATTTAC.................................................... 22 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTATGTCTCTCAATTTAC.................................................... 18 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTT.............................................................................................. 22 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATGACGCTACAGATATTTAATCT.................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGTA................................................ 23 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................AATGCGCTCTATAGCGTCATAGATCCCAC.................................................................................................................... 29 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTTGAGTTAGATTAAGT............................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTAA.................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TGTCTCTCAATTTACAGTT................................................ 19 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................AATGACGCTACAGATATTTA........................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................CGATAATCGCGCCTCGCTGC..................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................CGCCTCGCTGCTGCGCGGCTCTGCGCC..... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTTGAGTTAGATTAAGTTTAAATG........................................................................................ 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATCTATGTCTCTCAATTTACAGTC................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTAATCTATGTCTCTCAATTTACAG.................................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATT....................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTGAGTTAGATTAAGTTTAAATG........................................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGG................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAGATTAAGTTTAAATGAC...................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAA.................................................. 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTAATCTATGTCTCTCAATTTAC.................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTAACC.................................................. 22 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATTTAATCTATGTCTCTCAATTTACAG.................................................. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGAAA............................................... 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACAGT................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GACGCTACAGATATTTAATCT.................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACCC.................................................. 25 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTATGTCTCTCAATTTACAGAA................................................ 22 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACAGA................................................. 20 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTTGAGTTAGATTAAGTTTAAAT......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACC................................................... 18 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTCCA.............................................. 26 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTTACACA................................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTAA.................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTAATCTATGTCTCTCAATTTACAGTAA............................................... 28 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATCTATGTCTCTCAATTTACAT.................................................. 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................GTTAGATTAAGTTTAAATGAC...................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AATCTATGTCTCTCAATTT...................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATTTAATCTATGTCTCTCAATTTACAGT................................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCTATGTCTCTCAATTTACAGA................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...........................................................................................TTAATCTATGTCTCTCAATTTACAGTT................................................ 27 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACAGTCC............................................... 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTA...................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATCTATGTCTCTCAATTTACAGTCT............................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................ATGTCTCTCAATTTACAGTT................................................ 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TATGTCTCTCAATTTACAGTAA............................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGGTAAACGATGCGTGCGGAGTTACGCGAGATATCGCAGTATCTAGGGTGCATTCAACTCAATCTAATTCAAATTTACTGCGATGTCTATAAATTAGATACAGAGAGTTAAATGTCAGGGCAGTCGCTATTAGCGCGGAGCGACGACGCGCCGAGACGCGGCTGGT

***************************************************((((((((((.((((((((((.....((......))...)))))))))).....)))))))))).**************************************************
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SRR2096056

Ovary_Min_46

SRR060685
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SRR060684

140x9_0-
2h_embryos_total

SRR060686
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:10305291-

10305456 +
dvi_83 CCCATTTGCTACGCACGCCTCAATGCGCTCTATAGCGTCATAGATCCCACGTAAGTTGAGTTAGATTA-A---------GT---TTAAATGACGCTAC------------------------AGAT-A--T--------------TTA-A----TC-----TATGTCT---------------CT-C-------AATTTACAGTCCCGTCAGCGATAATCGCGCCTCGCTGCTGCGCGGCTCTGCGCCGACCA

droMoj3 scaffold_6680:10480158-
10480331 -

CCAATTTGCTATGCACGTCTCACTGCGCTCTATAGCGTCATAGATCCCACGTAAGCTGAACAG-------CCCTG--------TAGG--------GAC------------------------AGAA-AA-TTTG-----------TTCAA---------CTA--ACTTTCTATTTATGTTCTCTC-C-------CAACTGCAGACCTGTTAGTGATAACCGCGCCTCCTTGCTACGCGGCTCGGCGCCCACAA

droGri2 scaffold_15110:8940441-
8940609 -

CCCATTTGCTATGCGCGCCTCAATGCGCTCTACAGTGTCATAGATCCCACGTAAGTGTCGG---GTGT-------TATTCGAATAT---------------------------------------------TTGTTTAAGCAGTTGT------------TGAATG---------CATTTTTCGTT-T-------CACTTGCAGCCCCGTCAGCGATAATCGCGCCTCATTGCTGCGCGGCTCGGCGCCGACTA

droWil2 scf2_1100000004511:9891225-
9891385 +

CCTATTTGTTATGCTCGCTTAAATGCTTTATATAGTGTGATAGATCCCACGTAAGTTTAACCATTGTTAGCCATT---------------CATATTGC------------------------AAAG-T-A---------------TTG-A----TT--------CATC---------------TC-T-------TGTTTGCAGCCCCGTTAGCGATAATCGCGCCTCATTGTTACGCAGTTCAGCACCCACCA

dp5 XR_group8:8560758-8560916 + CCCATTTGCTTTACCCGACTCAATGCCCTCTACAGTGTCATAGATCCCACGTAAGTTCCAGCATGACTTT---------AGACTCTGG----------------------------------AAA-----ATCA-----------TTCAA----TG--------CTGG---------------CC-T-------TCTTTGCAGCCCCGTTAGCGACAATCGTGCCTCATTGCTTCGCAGCTCGGCGCCCACCA
droPer2 scaffold_40:769521-769679 + CCCATTTGCTTTACCCGACTCAATGCCCTCTACAGTGTCATAGATCCCACGTAAGTCCCAGTATGACTTT---------ACACTCTGG----------------------------------AAA-----ATCA-----------TTCAA----TG--------CTGG---------------CC-T-------TCTTTGCAGCCCCGTTAGCGACAATCGCGCCTCATTGCTGCGCAGCTCGGCGCCCACCA
droAna3 scaffold_13337:3914151-

3914320 -
CCCATTTGCTTCACACGCTTAAACGCGCTCTTCAGCGTCATAGATCCCACGTATGTTGAAGTTAATTA-A---------ATTTTAAAAATAAAATTGT------------------------AAA--T-A---------------TTG-ACCCT------------------------------TTTAATCTGATTTCTGCAGCCCTGTCAGTGACAATCGAGCTTCATTGCTGCGCAGTTCGGCGCCCACCA

droBip1 scf7180000395450:49572-49742
-

CCCATTTGCTTCACACGCTTAAACGCGCTCTTCAGCGTCATAGATCCCACGTATGTTGAGCTTGATTG-A---------ATTATTTGAATGAAATTAC------------------------AAAA-T-A---------------ATA-ACCCA------------------------------CTTAATCTGATTTTTGCAGCCCTGTCAGCGACAATCGAGCTTCATTGCTGCGCAGTTCGGCGCCCACCA

droKik1 scf7180000302486:2008504-
2008664 +

CCTATATGTTTCACTCGCCTAAATGCGCTCTTCAGTGTCATTGATCCCACGTAAGTTATTTTAAGTTC-T---------ATTTTCTAATA--------------------------------AAAATA-----------------TTA-A----TT--------ATTT------------CCTTT-T-------TAAATAAAGCCCCGTGAGTGATAATCGAGCTTCATTGCTACGCAGCTCGGCGCCCACCA

droFic1 scf7180000453807:802487-
802647 -

CCAATTTGCTTTACGCGCCTCAATGCACTCTACAGTGTCATAGATCCCACGTAAGTTGAAACGAACTCATCCATG--------ATGC--------TAA------------------------ATAAAA-----------------TTAAA----TT--------ATTC---------------CC-T-------ATTATGCAGCCCCGTGAGCGACAATCGAGCTTCGTTGCTGAGGAGCTCGGCGCCCACCA

droEle1 scf7180000490564:432744-
432909 -

CCAATTTGTTTCACGCGCCTGAATGCGTTGTACAGTGTCATAGATCCCACGTAAGTTTCAATTAGCTTAAACCTG--------TCTT--------GAC------------------------ATCA-AA----------------TTG-A----TTGTTTGA--ACTT---------------CC-T-------GCTGGGCAGCCCCGTGAGCGACAATCGGGCTTCATTGCTGCGAAGCTCGGCGCCCACCA

droRho1 scf7180000777879:25945-26104
+

CCAATTTGTTTCACGCGGCTCAATGCGCTTTATAGTGTCATAGATCCCACGTAAGTTTCAAAGAGCTTAGCCCTG--------TCTC--------CAC------------------------ATAA-AA----------------TTA-A----TT--------ATTT---------------CC-T-------GTTAATCAGCCCCGTGAGCGACAATCGAGCTTCATTGCTACGAAGCTCGGCGCCCACCA

droBia1 scf7180000302428:8124285-
8124447 +

CCCATTTGTTTCACTCGCCTGAATGCGCTCTACAGCGTCATAGATCCCACGTAGGTTGAAGGAGGCTTACAAATG------CATCTC--------TAT------------------------ATAACA-----------------ATGAA----TT--------ATTA---------------TC-T-------ATCTTGCAGCCCCGTGAGCGACAACCGAGCTTCGTTGCTTAGGAGTTCGGCGCCCACCA

droTak1 scf7180000415809:1133590-
1133749 +

CCGATTTGTTTCACGCGCCTAAATGCGCTCTACAGTGTCATAGATCCCACGTAAGTGGAAAGTAGCTTAACCATA--------TCTA--------AAT------------------------ATAACAA----------------TCA-A----TT--------ACT----------------TT-A-------CTACTGCAGCCCCGTGAGCGACAATCGAGCTTCGTTGCTCAGGAGTTCGGCGCCCACCA

droEug1 scf7180000409711:1516811-
1516979 -

CCAATTTGTTTCACCCGTCTGAATGCACTGCACAGCGTCATAGATCCCACGTAAGTTAAAAGGAGATTAAACATG--------TTGC--------AAT------------------------ATTTTAC----------------TTA-A----TTAATTAAATATTT---------------TC-A-------ATTATGCAGCCCCGTGAGTGACAATCGAGCTTCATTGCTGCGAAGCTCGGCGCCCACCA

dm3 chr3L:9660935-9661098 - CCAATTTGCTTCACGCGCCTGAATGCGTTGTACAGTGTCATTGATCCCACGTAAGTTTAATGGGGTTT-------CACCAGAATCTAT--------A----------------------TTAATAATA-----------------TT------------TAAATATTT---------------CC-T-------GTAATGCAGCCCCGTGAGCGACAATCGAGCTTCGTTGCTGCGAAGTTCGGCGCCCACCA
droSim2 3l:9418864-9419030 - CCAATTTGTTTCACGCGCCTGAATGCGCTGTACAGTGTCATTGATCCCACGTAAGTTGCATAGGATTT-------CACTAGAATCTAT--------A-TT------------------ATTTATCATA-----------------TT------------TAAATATTA---------------CC-C-------GTAATGCAGCCCCGTGAGCGACAATCGAGCTTCGTTGCTGCGAAGTTCGGCGCCAACGA
droSec2 scaffold_0:1894677-1894843 - CCAATTTGCTTCACGCGCCTGAATGCGCTGTACAGTGTCATTGATCCCACGTAAGTTCCATGGGGTTT-------CACTAGAATCTAT--------A-TT------------------ATTAATCATA-----------------TT------------TAAATATAT---------------CC-C-------GTAATGCAGCCCCGTGAGTGACAATCGAGCTTCGTTGCTGCGAAGTTCGGCGCCAACGA
droYak3 3L:2272076-2272242 + CCCATTTGCTTCACGCGTCTGAACGCGCTGTACAGTGTCATTGATCCCACGTACGTTTCAATAGATTT-------TACCATAATCTAC--------A-CT------------------ATTAATTATA-----------------TT------------GAAATGTTT---------------CC-G-------GCAATACAGCCCCGTGAGTGACAATCGAGCTTCATTGCTGCGAAGTTCGGCGCCCACCA
droEre2 scaffold_4784:9644670-

9644854 -
CCAATTTGCTTCACGCGCCTGAATGCGCTGTACAGTGTCATTGATCCCACGTGCGTTAATACAGTTTT-------TACCATAATCTAC--------A-TTACATTACACTTAACCTACATTAATCATA-----------------CT------------TAAATATTT---------------CC-G-------GTAATGCAGCCCCGTGAGCGACAATCGAGCTTCATTGCTGCGAAGTTCGGCGCCCACCA
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TAAATTTGAAGGAATATCAATGCATCGACTGACAATAGCTTGCTTCATTAGAGTCATTAGACTGCTTGGCTGATGAGTCTAATGAAACCGCTATGCAGTCTAATGAGTCTAATGAAGCATAGCTCAATCAATAGAATCGGGCAAAACATTTACCCATATGT
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SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR060671

9x160_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR060677

Argx9_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060676

9xArg_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096057

Ovary_Min_50

SRR060656

9x160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060681

Argx9_testes_total

SRR060666

160_males_carcasses_total

SRR060670

9_testes_total

SRR060675

140x9_ovaries_total

SRR060683

160_testes_total

SRR060674

9x140_ovaries_total

SRR060673

9_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

V116

male
body

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

M047

female
body

SRR060654

160x9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060679

140x9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060660

Argentina_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060659

Argentina_testes_total

SRR060664

9_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060655

9x160_testes_total

SRR060665

9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

V053

head

SRR060680

Â 9xArg_testes_total

SRR060658

140_ovaries_total

SRR060667

160_females_carcasses_total

V047

embryo

M061

embryo

SRR060662

9x160_0-
2h_embryos_total

M028

head

SRR1106720

embryo_8-
10h

SRR060661

160x9_0-
2h_embryos_total

SRR1106719

embryo_8-
10h

SRR1106722

embryo_10-
12h

SRR1106725

embryo_14-
16h

SRR1106730

embryo_16-
30h

M027

male
body

SRR060657

140_testes_total

SRR060663

160_0-
2h_embryos_total

SRR1106716

embryo_4-
6h

SRR1106721

embryo_10-
12h

SRR1106727

larvae

SRR1106729

mixed
whole
adult body

..................................................GAGTCATTAGACTGCTTGGCTG......................................................................................... 22 0 1 407.00 407 90 92 75 0 58 46 0 4 0 3 2 29 0 2 1 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAA................................................. 22 0 1 239.00 239 9 3 1 0 1 2 31 0 20 0 0 4 24 0 0 0 0 16 0 10 9 8 11 7 7 1 8 3 1 7 3 8 0 2 6 6 3 1 0 2 5 1 1 5 1 1 0 1 5 2 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTA.................................................. 21 0 1 142.00 142 2 2 2 2 3 0 10 0 10 0 1 0 6 0 0 0 0 13 0 5 7 8 7 8 2 1 5 4 1 5 3 7 0 3 5 3 0 0 0 2 0 3 3 1 0 1 0 1 2 0 1 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCT.......................................................................................... 22 0 1 108.00 108 0 0 1 0 1 2 0 15 1 14 16 2 0 10 15 9 7 0 0 0 1 0 0 0 1 0 0 0 0 0 2 0 6 0 0 0 0 0 2 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCT................................................... 20 0 1 86.00 86 2 2 2 0 2 3 1 0 4 0 1 2 0 1 0 0 1 3 1 7 4 3 0 4 2 1 2 5 1 1 3 0 2 1 3 2 1 1 0 0 2 4 1 1 3 0 1 2 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGC........................................................................................... 21 0 1 32.00 32 0 1 0 0 0 0 1 6 0 6 2 0 0 2 3 6 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAAA................................................ 23 1 1 26.00 26 1 1 0 0 0 0 0 0 4 2 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 4 0 0 4 0 0 0 0 0 1 0 0 1 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCTG......................................................................................... 21 0 1 17.00 17 1 3 8 0 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAAAA............................................... 24 2 1 15.00 15 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 0 1 0 0 3 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTCATTAGACTGCTTGGCTGT........................................................................................ 23 1 1 13.00 13 2 0 0 0 6 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCA.......................................................................................... 22 1 1 10.00 10 0 0 0 0 0 0 0 1 0 1 1 0 0 1 1 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCTT......................................................................................... 23 1 1 10.00 10 1 0 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTCATTAGACTGCTTGGCT.......................................................................................... 21 0 1 9.00 9 0 0 0 0 0 0 1 2 0 1 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTATGCAGTCTAATGAGTCTA.................................................. 22 0 1 9.00 9 0 0 0 0 0 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCTAA................................................. 21 0 1 8.00 8 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCTGA........................................................................................ 22 0 1 8.00 8 3 0 0 0 0 0 0 0 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCTA......................................................................................... 23 1 1 7.00 7 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTC.................................................... 19 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAT................................................. 22 1 1 5.00 5 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TATCAATGCATCGACTGACAATAGCT......................................................................................................................... 26 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TGAGTCTAATGAAGCATAGCTC.................................... 22 0 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTCATTAGACTGCTTGGCTGA........................................................................................ 23 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGG............................................................................................ 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTCATTAGACTGCTTGGCTGAA....................................................................................... 24 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCTAAT................................................ 22 0 1 2.00 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCAA......................................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCTATA....................................................................................... 25 3 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGCAGTCTAATGAGTCTAATGAAA............................................ 25 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCT................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCTGAA....................................................................................... 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTT.................................................. 21 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCA................................................... 20 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTATGCAGTCTAATGAGTCTT.................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CGCTATGCAGTCTAATGAGTCT................................................... 22 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCTA.................................................. 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCTGAAA...................................................................................... 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCTAAA................................................ 22 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................TCAATGCATCGACTGACAATAGCTT........................................................................................................................ 25 0 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TCATTAGAGTCATTAGACTGCTC.............................................................................................. 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCAC......................................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................GATGAGTCTAATGAAACCG....................................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TAGACTGCTTGGCTGATGAGT................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAAT................................................ 23 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAC................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................CTTCATTAGAGTCATTAGACTGTC............................................................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GCAGTCTAATGAGTCTAA................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CGCTATGCAGTCTAATGAGTC.................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................GACAATAGCTTGCTTCATTAG.............................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATGCAGTCTAATGAGTCTAATG............................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTC.................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCT.......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCTATGCAGTCTAATGAGTCT................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TCATTAGAGTCATTAGACTGCT............................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTCATTAGACTGCTTGGCTGAAA...................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCATTAGACTGCTTGGCTA......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGAGTCATTAGACTGCTTGGCTAT........................................................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TCTAATGAGTCTAATGAAGCAT......................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAGA................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TGATGAGTCTAATGAAACCGCT..................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTT.................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGCAGTCTAATGAGTCTAAAA............................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................TCAATCAATAGAATCGGGCAAAA............... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAAC................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CTATGCAGTCTAATGAGTCTAG................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................AGTCTAATGAAGCATAGCTCT................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................TTCATTAGAGTCATTAGACTGC................................................................................................ 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATTAGAGTCATTAGACTGCTTGGC........................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ATTTAAACTTCCTTATAGTTACGTAGCTGACTGTTATCGAACGAAGTAATCTCAGTAATCTGACGAACCGACTACTCAGATTACTTTGGCGATACGTCAGATTACTCAGATTACTTCGTATCGAGTTAGTTATCTTAGCCCGTTTTGTAAATGGGTATACA

***********************************.((((((((((((((((.((((((((((((.((((.......((....))....)))).)))))))))))).)))))))))))).))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060682

9x140_0-
2h_embryos_total

.................GTTACGTAGCTGACTGTTATC........................................................................................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0

...............................................AATCTCAGTAATCTGACGAACC............................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0

................................................................GAACCGACTACTCAGATTAC............................................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12932:878243-

878403 +
dvi_118 TAAATTTGAAGGAATATCAATGCATCGACTGACAATAGCTTGCTTCATTAGAGTCATTAGACTGCTTGGC----------------------------------TGATGAGTCTAATGAAACCGCTATGCAGTCTAATGAG-------TCTAATGAAGCATAGCTCAATCAATAGAATCGGGCAAAACATTTACCCATATGT

droGri2 scaffold_14853:2045322-
2045491 +

TATATTTTATCTAA-------------------------CTGTTTAAATAGGATTCTTATACGATATACCAGAACCTGGTTGCTACACTAAGAAAAGAAGAAGGTCCTAAATTTGAATAAATCTCCCTAAAATAAAGACAGTTTTTCTATTAGTCAGAAATAATTTATTTAAAAGATTT-------ACATTTTTCTACATTT
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12932:878243-878403
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12932:878243-878403
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_118.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14853:2045322-2045491


ID:

dvi_250

Coordinate:

scaffold_12875:2195341-2195396 -

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ21029-in]; CDS [Dvir\GJ21029-cds]; utr5 [utr5_plus_6078]

No Repeatable elements found

mature star

1. scaffold_12875:2195375-2195394 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATCAGATACCATTTGACAACACAAGAAAAAAATAATCAATATAACAGAATGTAATAAAATGCATTTTATTACTTAAAAAGTCTAATAAAGTGTATTTCAATTGCAGGGGCAAGCACAGGACAGCACAACAGGATGCCATTTTCGTGGCATTTATGG

**************************************************(((((.((((((((((((((((((...))))..))))))))))))))..)))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

M047

female
body

SRR060673

9_ovaries_total

SRR060678

9x140_testes_total

SRR060674

9x140_ovaries_total

SRR060681

Argx9_testes_total

SRR060656

9x160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060664

9_males_carcasses_total

V053

head

SRR060654

160x9_ovaries_total

SRR060679

140x9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060667

160_females_carcasses_total

SRR060688

160_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

M061

embryo

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060689

160x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total

SRR060669

160x9_females_carcasses_total
SRR2096059

Ovary_Min_164

V116

male
body

SRR060670

9_testes_total

SRR060666

160_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR060683

160_testes_total
SRR2096060

Ovary_Min_193

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060655

9x160_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060660

Argentina_ovaries_total
SRR2096056

Ovary_Min_46

SRR060663

160_0-
2h_embryos_total

V047

embryo

SRR060658

140_ovaries_total

SRR1106723

embryo_12-
14h

SRR1106730

embryo_16-
30h

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M028

head

SRR060661

160x9_0-
2h_embryos_total

SRR1106712

embryo_0-
2h

SRR1106713

embryo_0-
2h

SRR1106719

embryo_8-
10h

SRR1106720

embryo_8-
10h

SRR1106724

embryo_12-
14h

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106729

mixed
whole
adult body

.....................................................................................TAAAGTGTATTTCAATTGCAGT................................................. 22 1 1 390.00 390 23 46 14 37 12 17 9 25 13 6 1 16 5 11 14 8 3 14 7 2 9 8 1 3 6 3 9 8 2 1 7 4 4 0 5 1 4 5 3 1 1 3 1 3 1 4 1 2 1 0 0 0 0 0 1 1 1 1 1 0 1 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGT................................................. 23 1 1 341.00 341 39 30 13 23 7 17 5 16 14 10 2 18 4 7 7 17 5 12 3 3 3 2 4 9 3 4 5 2 3 4 9 5 1 1 3 9 2 2 2 3 1 0 3 2 0 0 3 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAG.................................................. 22 0 1 268.00 268 29 11 16 4 18 10 18 1 7 19 12 2 9 8 4 7 12 2 4 10 5 7 7 1 6 5 1 2 11 2 0 2 0 6 2 0 1 2 1 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0

.....................................................................................TAAAGTGTATTTCAATTGCAG.................................................. 21 0 1 163.00 163 13 12 11 5 13 8 12 1 8 2 3 2 12 4 7 1 5 2 5 4 2 5 1 0 2 4 1 0 0 4 0 1 5 1 1 0 2 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCA................................................... 21 0 1 39.00 39 0 0 6 0 2 1 0 0 0 4 2 0 2 0 0 0 5 0 1 3 1 0 0 0 2 5 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTAA............................................... 24 3 1 26.00 26 7 3 0 0 0 3 0 0 0 0 0 1 0 3 1 0 0 1 0 0 2 2 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGC.................................................... 20 0 1 23.00 23 1 1 5 1 1 0 1 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTC................................................ 23 2 1 23.00 23 0 0 1 0 3 0 2 1 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0 3 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTT................................................ 23 2 1 13.00 13 0 3 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 1 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTAA............................................... 25 3 1 13.00 13 0 1 0 1 0 3 0 0 0 0 0 0 0 4 1 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTC................................................ 24 2 1 10.00 10 0 0 0 0 5 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTG..................................................... 19 0 1 9.00 9 0 0 1 0 1 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGA................................................. 22 1 1 9.00 9 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCA................................................... 20 0 1 8.00 8 0 1 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGA................................................. 23 1 1 8.00 8 1 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTA................................................ 24 2 1 8.00 8 1 3 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAA.................................................. 22 1 1 7.00 7 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTA................................................ 23 2 1 6.00 6 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGC................................................. 22 1 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGC.................................................... 19 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAA.................................................. 21 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTT................................................ 24 2 1 4.00 4 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAAGTGTATTTCAATTGCAGT................................................. 21 1 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAT.................................................. 22 1 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATAAAATGCATTTTATT...................................................................................... 20 0 2 3.00 6 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTTA............................................... 25 3 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTCC............................................... 25 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTCA............................................... 25 3 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTCT............................................... 24 3 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTTT............................................... 25 3 2 1.50 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AATAAAGTGTATTTCAATTG..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAAGTGTATTTCAATTGCAG.................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTTA............................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAAA................................................. 22 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGAAA............................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TCTAATAAAGTGTATTTCAAT....................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGTCT............................................... 25 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGC................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGAAA............................................... 24 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATAAAGTGTATTTCAATTGCAGG................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

........................................................................................AGTGTATTTCAATTGCAGT................................................. 19 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTCC............................................... 24 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAAGTGTATTTCAATTGC.................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATAAAATGCATTTTAT....................................................................................... 19 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAATAAAATGCATTTTATTA..................................................................................... 21 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTTC............................................... 24 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTCA............................................... 24 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCCC.................................................. 21 2 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCATT................................................. 22 2 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TAAAGTGTATTTCAATTGCAGTTT............................................... 24 3 11 0.09 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAGTCTATGGTAAACTGTTGTGTTCTTTTTTTATTAGTTATATTGTCTTACATTATTTTACGTAAAATAATGAATTTTTCAGATTATTTCACATAAAGTTAACGTCCCCGTTCGTGTCCTGTCGTGTTGTCCTACGGTAAAAGCACCGTAAATACC

**************************************************(((((.((((((((((((((((((...))))..))))))))))))))..)))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

M047

female
body

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060655

9x160_testes_total

....................................................TTATTTTACGTAAAATAATG.................................................................................... 20 0 2 3.00 6 2 0 1 1 1 1 0 0

.....................................................TATTTTACGTAAAATAATG.................................................................................... 19 0 2 0.50 1 0 1 0 0 0 0 0 0

...................................................ATTATTTTACGTAAAATAATG.................................................................................... 21 0 2 0.50 1 0 1 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:2195289-

2195446 -
dvi_250 ATCAGATACCAT--TT-GAC----AACACAAGAAAAAAATAATCAATA------TAACAGAATGTAAT-A--AAA-TGCA----------------------------------------TTTTATTAC--TTAAAAAGT-CTAATAA---AG-------------------------------TGTATTTCAA-T----TGCAGGGGCAAGCACAGGACAGCACAACAGGATGCCATTTTCGTGGCATTTATGGAA

droMoj3 scaffold_6496:23057541-
23057697 +

TTTAGATACCAT--TT-GAC----AGTGCAAG---AAAATAATCAATA------TTGCAAAATGTAAATA--AAA-TTGA----------------------------------------GTAAATTAT--TAAACAAAA-TCACAAA---AT-------------------------------TATGTTTAACAT----TGCAGGGGAAAACACAGGACGGCACAGCAGGATGCTATCTTCGTTGCATTCATGGAA

droGri2 scaffold_15112:4316295-
4316472 -

ATCAGATACCAAACTTAAAGAAGAAGCAGAAGCAAAAAATAATCAATAAATAGCGAGCGAAATGTAAATAGAAAATTGCA----------------------------------------TT-AAATATTTTCAACAAAATATAAAACAAAGCA---------------------------------ATGGATA-T----TGCAGGGGCAAACACAGGACGGCGCAACAGGATGCGATATTCGTGGCCTTCATGGAG

droWil2 scf2_1100000004513:1266707-
1266853 -

AACAAAAA-----------------------------AGTAAACAAAC------CATCAAAATGTAAGAA---TA-AG------------------------------------------------------------------AAAAATAACTATGAATAATTCTGTGATTCTTATTTTTATGTTTTTTTTTA-T----TCCAGGGGCAAGCACAGAACAGCTCAACAAGACGCTATTATTGTCGCATTTATGGAA

dp5 3:10176896-10176952 + T--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ACAGGGGCAAACACAGAACTGCGCAGCAAGATGCCATATTCATCGCATTTATGGAG
droPer2 scaffold_229:8461-8575 - CA---------------------------------------------------------AAATGTAAGTG--CAG-CAAATTCATTT-TTTATTTCAAAA-----------------------------------------TTACCGC---TT-------------------------------TGTTCTTTAT-A----TCCAGGGTAAAGCATAAATCATCACTTCAAGATGAAATCCTGGTGGGTTTTATGAA-
droAna3 scaffold_13266:12370510-

12370582 +
TATT----------------------------------------------------------------------------------------------------------------------------------------------------T-----------------------------------TGATTG-TCGAGAGCATGGGCAAGCACAGAAACGCGGCCCAAGATGCAGTTTTTGTCGCGTTCATGGAG

droBip1 scf7180000391832:12443-12574
+

AAAATTCAAC----------------------------------------------------------------------TT------------TAAAATGAATTGCAATGACGTTTTTCATTTTGCAA--AGAATTAG--TTAACAC---AC-------------------------------TGTATATTGT-T----TGCAGGGGAAAACACAAATCATCATATCAGGATGAAGTTTTTCTGAATTTTATGCAG

droKik1 scf7180000299962:4089-4180 + ATTAATTGCTTA--------------------------------------------------------------------------------TTTTCAATTAA------------------------------------------------A--------------------------------CAGCTTTTAA-T----TTCAGGGGAAAGCACAAATCAACTTTCCAGAATGAGATTATCCTGGGGTTTATGAAG
droFic1 scf7180000454172:8505-8609 + GTAAGACAAC----------------------------------------------------------------------TTAATTTGTGTACTTAAAACTAA-----------------------------------------ATGC---AA-------------------------------AG-CTATTGT-A----TTTAGGGGGAAGCATAAGTAGTCGCTCCAGGACGAAATTATTCTGGATTTCATGAA-
droEle1 scf7180000491271:79294-79357

-
TAT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTC-G----GACAGGGGTAAGCACAGAACTGCCCAGCAGGATGCAATATTCGTTGCCTTTATGGAG

droRho1 scf7180000777827:21616-21679
-

TAT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTC-T----GACAGGGGTAAGCACAGAACCGCCCAGCAGGATGCAATATTCGTCGCGTTTATGGAG

droBia1 scf7180000301754:6124359-
6124413 +

----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CAGGGGTAAGCACAGAACTGCACAACAGGATGCAATTTTCGTCGCCTTCATGGAG

droTak1 scf7180000412551:10194-10325
+

AAGAAGAAGA----------------------------------------------------------------------TA------------TGTAAGTAAACAAGTACAAAATTTTTGTTTATTAT--TAATTTAAA-CTAATAA---A--------------------------------CGTTGCTAAT-T----TTCAGGGGTAAACATAGGTCACCAGCGCAAGACGCTATATTCTTGCGATTCATTCGC

droEug1 scf7180000409464:1179700-
1179754 -

----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CAGGGGTAAGCACAGAACCGCCCAACAGGATGCAATATTTGTCGCTTTCATGGAG

dm3 chr2R:21141084-21141155 + GTGGT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTTGATTG-T----TTCAGGGGTAAGCACAGAACAGCCCAACAGGATGCAATCTTCGTAGCATTCATGGAA

droSim2 2r:21588449-21588506 + ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T----TTCAGGGGTAAGCACAGAACAGCCCAACAGGATGCAATCTTCGTAGCATTCATGGAAdroSec2 scaffold_23:980989-981055 + TTT-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGATTG-T----TTCAGGGGTAAGCACAGAACAGCCCAACAGGATGCAATCTTCGTAGCATTCATGGAA
droYak3 2R:21099313-21099370 + ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T----TTCAGGGGTAAGCACAGAACAGCGCAACAGGATGCAATCTTCGTAGCATTCATGGAA
droEre2 scaffold_4845:22544880-

22544937 +
---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T----TTCAGGGGTAAACACAGAACAGCCCAACAGGATGCAATCTTCGTAGCATTCATGGAA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12875:2195291-2195446
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12875:2195289-2195446
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_250.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6496:23057541-23057697
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15112:4316295-4316472
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004513:1266707-1266853
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=3:10176896-10176952
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_229:8461-8575
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13266:12370510-12370582
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000391832:12443-12574
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000299962:4089-4180
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454172:8505-8609
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491271:79294-79357
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000777827:21616-21679
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301754:6124359-6124413
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000412551:10194-10325
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409464:1179700-1179754
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2R:21141084-21141155
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2r:21588449-21588506
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_23:980989-981055
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2R:21099313-21099370
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4845:22544880-22544937


ID:

dvi_354

Coordinate:

scaffold_12875:6613588-6613647 +

Confidence:

confident-exception

Class:

Canonical miRNA

Genomic Locale:

antisense_to_CDS
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to CDS [Dvir\GJ20789-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGCGTTTTTCTCGATCTATGTCTCACTTGTTTGCTGTTTATATCTATCGGTGGGCAGTTGCTAGATGCATCTGACGGTGAAAATTCAGATGTTCTGGTACTGCTCGTCTCTGCTGAACTGGGTACTGAGATTTTTCTTTGTTTTTCTGGAGTATGCTCGT
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.........................................................................................TGTTCTGGTACTGCTCGTCTCT................................................. 22 0 1 293.00 293 28 34 16 11 8 4 17 10 3 11 14 4 6 4 3 5 4 4 10 9 6 4 4 3 7 1 8 7 5 4 5 2 1 1 2 5 1 0 4 4 3 2 1 0 2 0 1 0 1 0 1 1 1 0 0 0 0 1 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCT................................................... 21 0 1 171.00 171 43 9 17 18 16 8 5 4 7 4 5 4 2 1 9 1 0 3 2 0 1 1 0 2 0 0 2 0 0 0 1 0 0 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTC.................................................. 21 0 1 167.00 167 34 13 16 8 12 17 4 2 2 3 3 1 5 0 6 5 4 3 3 0 1 1 4 0 0 2 0 1 3 3 0 1 2 1 0 1 1 1 0 0 1 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCT................................................. 23 0 1 161.00 161 17 15 12 13 6 10 6 7 18 0 2 5 1 4 5 2 3 2 0 5 1 2 1 1 3 1 1 2 2 1 2 2 1 1 0 0 2 2 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCT................................................... 20 0 1 136.00 136 25 7 2 2 3 3 6 4 5 6 3 6 5 3 1 7 4 6 1 0 2 3 3 3 1 5 0 2 1 0 1 0 1 2 2 1 2 0 0 0 0 0 0 2 1 0 2 0 1 1 0 0 0 0 0 1 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTC.................................................. 22 0 1 33.00 33 7 1 0 7 0 1 0 2 3 2 1 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTG................................................ 23 0 1 17.00 17 1 5 0 1 0 0 0 1 0 0 0 1 1 3 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTT.................................................. 21 1 1 16.00 16 0 1 0 0 0 0 2 3 0 0 0 2 1 4 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCC................................................. 22 1 1 14.00 14 5 0 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTA.................................................. 21 1 1 12.00 12 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCC................................................... 21 1 1 11.00 11 6 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTA................................................ 23 1 1 9.00 9 0 0 0 0 0 0 1 1 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCA................................................. 22 1 1 8.00 8 2 1 1 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTC.................................................... 20 0 1 7.00 7 0 1 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCC................................................... 20 1 1 7.00 7 3 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCC................................................. 23 1 1 5.00 5 0 0 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................GATGTTCTGGTACTGCTCGTCT................................................... 22 0 1 4.00 4 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTT................................................ 23 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCA................................................. 23 1 1 3.00 3 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................GATGTTCTGGTACTGCTCGTCTCT................................................. 24 0 1 3.00 3 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTT.................................................... 19 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GTTCTGGTACTGCTCGTCTCT................................................. 21 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCAA.................................................. 21 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTT.................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCAA................................................ 23 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCG................................................. 23 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTC.................................................... 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCA................................................... 20 1 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTTC................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................GATGTTCTGGTACTGCTCGTCTC.................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTA.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTTA............................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCG................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTC................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTAA............................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................TCGGTGGGCAGTTGCTAGATG............................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTA.................................................... 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTAAA................................................ 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGGGCAGTTGCTAGATGCATCTGA...................................................................................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCAA................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................GATGTTCTGGTACTGCTCGTCTCTG................................................ 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTGA............................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTAAA.............................................. 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................TCGGTGGGCAGTTGCTAGATGC............................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCTTT............................................... 24 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTT................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................AGATGTTCTGGTACTGCTCGTCT................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTG................................................ 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................GATGTTCTGGTACTGCTCGTC.................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGT..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCAAA............................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTCCAA............................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
.......................................................................TGACGGTGAAAATTCAGA....................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGTCTAAA................................................ 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................TCGGTGGGCAGTTGCTAGAT.............................................................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGTTCTGGTACTGCTCGT..................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................ATGTTCTGGTACTGCTCGTCTCTAAA.............................................. 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................GTTCTGGTACTGCTCGTCTCTG................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACGCAAAAAGAGCTAGATACAGAGTGAACAAACGACAAATATAGATAGCCACCCGTCAACGATCTACGTAGACTGCCACTTTTAAGTCTACAAGACCATGACGAGCAGAGACGACTTGACCCATGACTCTAAAAAGAAACAAAAAGACCTCATACGAGCA
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....................................................................................AGTCTACAAGACCATGACGAGCA..................................................... 23 0 1 4.00 4 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................CCACCCGTCAACGATCTACGTAGAC....................................................................................... 25 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................CACTTTTAAGTCTACAAGACCATGACGA........................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................CCACCCGTCAACGATCTACGTAGA........................................................................................ 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................GTCTACAAGACCATGACGAGC...................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................CCATGACGAGCAGAGACGACT............................................ 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................CTACAAGACCATGACGAGCA..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
...............................................................................TTTTAAGTCTACAAGACCATGACGAGC...................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................GATCTACGTAGACTGCCACT................................................................................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................GTACAGAGTGAACAAACGACAA.......................................................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
........AGAGCTAGATACAGAGTGAACAA................................................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................GTCTACAAGACCATGACGA........................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................ACGAGCAGAGACGACTTGACCCA..................................... 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................CTACAAGACCATGACGAGC...................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................AAGACCATGACGAGCAGAG.................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:6613538-

6613697 +
dvi_354 TGCGTTTTTCTCGATCTATGTCTCACTTGTT---------------------------------TGCTGTT---------TATATCTATCGG------TGGGCAGTTGCTAGATGCATCTGACGGTGAAAATT-----------CAGATGTTCTGGTACTGCTCGTCTCTGCTGAACTGGGTA------------------------------------------------CTGAGATTTTTCTTTGTTTTTCTGGAGTATGCTCGT

droMoj3 scaffold_6496:23396047-
23396218 -

TGTGCTTTTCGAGACCTATGGCGAACTTGATGCGTTG---------T---------ATTG---------CTGTCTTTGT---TACTGTTTAG------AGGAGAGCTGTTAGTTGTTTCGGATGATGTAGATC-----------CTGGTGTTGTGGCTGTATTGGTCTCAGCTGCACTTGAAA------------------------------------------------CCGAAATCTTTCTTTGTTTTTTGGGTGTGTGCTCAT

droGri2 scaffold_15112:1500489-
1500681 +

TGAGTTTTTCGTGGCCTGTGGCGTACTTGGGTTGCTGTTAAATTTGCATTCGCATTACTG---------CTGCTGCTGCTCACATTTGCTGG------GGAACTGTTCACAGCTGCATC---GGAA------T-----------CAGATGTT---------------------------------------GTTGCGGTGGCTACTGCTGCTGCTTTTTCGTCCACTTCTGCTGAAAGTTTGCGTTTTTTTTCTGGTGTGTGTTCGT

droWil2 scf2_1100000004558:462630-
462689 +

TGTGTTGTCATTGGATTCTGTCCCATTTGCTG-----------------------------------------------------------------------------------------------TGGTGGGCGAAGTTGTG-----------GTTGCATC-----------------------------------------------------------------------------------------------------GGA

dp5 3:2798720-2798882 - TGGCTCTTTCGAGACCTTTGTCGTCCTGGGCCTTTGG---------C---------ATTGGATTTATCGTT---------GACGTCTGTTCCTGTGCCAGTGGATGTGCCTGTTTTAT---CCGAGGAAGATGGCGACGTTGAT-----------GCGCCCTTTGC------------CAAAAACGCCGGT---------------------------------------------------TTTGCTTTTTTTGGAGTAATTTCAA
droPer2 scaffold_2:2988721-2988883

-
TGGCTCTTTCGAGACCTTTGTCGTCCTGGGCCTTTGG---------C---------ATTGGATTTATCGTT---------GACGTCTGTTCCTGTGCCAGTGGATGTGGTTGTTTTCT---CCGAGGAAGATGGCGACGTTGAT-----------GCGCCCTTTGC------------CAAAAACGCCGGT---------------------------------------------------TTTGCTTTTTTTGGAGTAATTTCAA

droKik1 scf7180000302682:2167729-
2167870 +

TGGCTTTTTCTGGACCTGTGGCGACC---------------------------------------------GCTCTTGC---CATCAGTCGA------GG---------------------------AGGAGGGTGAGGTAGAG-----------TCGCT------------------CAAAAGCGAGGGTTTCCCGCTGGTCGCCGAATCCGGTTCCTTAGCGGTC---------------TTTGTTGTTTTAGGGGTGTGTTCGT

Generated: 09/08/2015 at 08:15 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
0
1
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302682:2167729-2167870


ID:

dvi_240

Coordinate:

scaffold_12970:3041391-3041449 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

Repeatable elements

Name Class Family Strand

(TATATG)n Simple_repeat Simple_repeat +

mature

1. dvi_240  scaffold_12970:3041391-3041413 +
2. scaffold_13049:22344669-22344691 +

star

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGTATATTTATATGTATATGCTAATATACATATATATTTATATATGCATATGTATGTATGTATATTTGTGTATATAATATCTATGTATGCACATATGTACACGCGTATAATGTATTGTAATCAAATCGGCTAAACAACAAAAATCTTGACGTAATCGCA

***********************************..(((((.((((((.(((((((.(((((((.((((((((((.......)))))))))).))))))).))))))))))))))))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

V116

male
body

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

V053

head

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060654

160x9_ovaries_total

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

V047

embryo

SRR060688

160_ovaries_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060673

9_ovaries_total

SRR060656

9x160_ovaries_total
SRR2096057

Ovary_Min_50

SRR060671

9x160_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR060670

9_testes_total

M061

embryo
SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096055

Ovary_Min_43

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060657

140_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060659

Argentina_testes_total

SRR1106730

embryo_16-
30h

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060663

160_0-
2h_embryos_total

SRR1106728

larvae

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M028

head

SRR1106724

embryo_12-
14h

SRR2096058

Ovary_Min_98

SRR060684

140x9_0-
2h_embryos_total

..................................................TGTATGTATGTATATTTGTGTAT...................................................................................... 23 0 2 241.00 482 45 87 72 14 38 25 31 15 27 17 3 12 17 0 9 13 2 4 3 7 0 3 2 2 8 5 3 2 3 0 2 4 0 1 0 0 0 1 1 0 0 0 1 0 1 0 1 1 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTAT................................................... 21 0 1 192.00 192 9 31 36 18 9 2 7 10 3 9 0 8 0 14 9 0 0 4 2 1 5 6 0 5 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTGT........................................................................................ 21 0 4 157.00 628 74 55 67 79 32 28 22 65 21 32 10 12 23 1 12 12 0 5 1 10 2 0 5 7 10 13 9 9 0 1 0 5 0 0 0 0 2 0 0 1 0 1 0 0 1 1 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTAT...................................................................................... 22 0 3 53.33 160 52 21 15 4 8 12 12 1 4 1 4 1 3 3 3 0 3 0 2 0 0 0 1 0 0 2 1 3 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTATA.................................................. 22 0 1 51.00 51 0 3 10 3 6 6 3 2 0 2 1 0 0 1 1 0 0 0 2 1 0 1 4 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTATATA................................................................................... 22 0 2 51.00 102 34 9 5 0 3 3 3 1 7 0 8 4 1 0 3 0 4 3 6 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTATA..................................................................................... 22 0 3 43.67 131 30 13 9 7 3 6 4 3 3 0 11 2 3 0 1 3 11 1 2 0 2 1 0 1 0 0 0 0 4 0 1 0 1 2 0 3 0 0 0 0 0 0 2 0 0 0 0 0 1 1 0 0

....................................................TATGTATGTATATTTGTGTAT...................................................................................... 21 0 4 39.00 156 38 19 15 7 6 10 6 9 4 5 2 6 2 3 2 4 0 1 3 1 1 1 1 0 0 0 0 4 0 0 0 0 0 0 2 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTATAA................................................. 23 0 1 26.00 26 0 4 3 0 2 3 2 0 1 0 0 2 2 2 1 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................TATGCTAATATACATATATATT......................................................................................................................... 22 0 1 20.00 20 2 1 1 0 0 3 0 0 0 0 5 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 1 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTATAT.................................................................................... 23 0 2 15.50 31 7 6 1 0 3 3 1 0 1 1 2 1 0 0 0 1 0 1 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTA....................................................................................... 21 0 3 15.33 46 7 1 7 4 0 2 4 0 2 1 7 0 0 0 1 0 0 1 1 0 1 0 1 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..................................................TGTATGTATGTATATTTGTGTA....................................................................................... 22 0 2 8.50 17 0 3 0 1 0 4 3 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTATAT.................................................................................... 21 0 2 6.00 12 5 1 0 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGT........................................................................................ 20 0 5 6.00 30 11 3 0 8 1 0 3 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGTATGTATATTTGTGTATA..................................................................................... 21 0 3 5.67 17 14 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTG......................................................................................... 20 0 4 4.75 19 5 1 2 0 1 1 2 2 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.......................................................................................TGCACATATGTACACGCGTA.................................................... 20 0 1 4.00 4 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATGCTAATATACATATATATTT........................................................................................................................ 22 0 1 3.00 3 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTATT.................................................. 22 1 1 3.00 3 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATGCTAATATACATATATATT......................................................................................................................... 21 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTGTC....................................................................................... 22 1 6 2.67 16 2 4 1 2 0 0 1 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGTATGTATATTTGTGTATAT.................................................................................... 22 0 2 2.50 5 3 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTATATT................................................................................... 22 1 3 2.33 7 1 1 0 0 0 0 0 0 0 0 2 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGT..................................................... 19 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................GCACATATGTACACGCGTAT................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATGCTAATATACATATATATTTA....................................................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................TATGCTAATATACATATATATTC........................................................................................................................ 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTATAT................................................. 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGCACATATGTACACGCGTAT................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGTATGTATATTTGTGTAT...................................................................................... 20 0 4 1.50 6 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTATA..................................................................................... 20 0 4 1.25 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGCACATATGTACACGCGT..................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTATATAA.................................................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........TATATGTATATGCTAATAT.................................................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATGCACATATGTACACGCGTAT................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGCACATATGTACACGCGTATAAA................................................ 24 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................TATGCTAATATACATATATAT.......................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTATC..................................................................................... 23 1 3 1.00 3 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTGTAA...................................................................................... 23 1 4 1.00 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGT.......................................................................................... 19 0 9 0.78 7 0 2 0 0 1 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTA....................................................................................... 20 0 4 0.75 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTAA...................................................................................... 22 1 5 0.60 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTG......................................................................................... 19 0 5 0.60 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTGTATC..................................................................................... 24 1 2 0.50 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTATGTATATTTGTGTATATA................................................................................... 21 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTATGTATATTTGTGTATA..................................................................................... 19 0 4 0.50 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTATGTATATTTGTGTAT...................................................................................... 18 0 5 0.40 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTGTCC...................................................................................... 23 2 13 0.38 5 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGTATGTATGTATATTTGTGT........................................................................................ 22 0 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................TGTATATTTGTGTATATA................................................................................... 18 0 3 0.33 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTATCC.................................................................................... 24 2 4 0.25 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTATT..................................................................................... 23 1 4 0.25 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTATATC................................................................................... 24 1 4 0.25 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................TTATATATGCATATGTATGTA..................................................................................................... 21 0 4 0.25 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTATAG.................................................................................... 23 1 5 0.20 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGTA....................................................................................... 18 0 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................TATGTATATTTGTGTATA..................................................................................... 18 0 6 0.17 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTC....................................................................................... 21 1 7 0.14 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGTATT..................................................................................... 22 1 9 0.11 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGT.......................................................................................... 18 0 11 0.09 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTG......................................................................................... 18 0 12 0.08 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TATGTATGTATATTTGTGT........................................................................................ 19 0 12 0.08 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATGTATGTATATTTGTGT........................................................................................ 18 0 13 0.08 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTG........................................................................................... 18 0 14 0.07 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTATGTATGTATATTTGTGTCC...................................................................................... 22 2 15 0.07 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTATGTATATTTGTGT........................................................................................ 17 0 16 0.06 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTATGTATGTATATTTGTC......................................................................................... 20 1 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACATATAAATATACATATACGATTATATGTATATATAAATATATACGTATACATACATACATATAAACACATATATTATAGATACATACGTGTATACATGTGCGCATATTACATAACATTAGTTTAGCCGATTTGTTGTTTTTAGAACTGCATTAGCGT

************************************..(((((.((((((.(((((((.(((((((.((((((((((.......)))))))))).))))))).))))))))))))))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060682

9x140_0-
2h_embryos_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:3041341-

3041499 +
dvi_240 TGTATATTT----ATATGTATAT--GCTAATATACATATATATTTATATATGCATATGTATGTATGTATAT-----------TTGTGTATATAATATCTATGTATG------------CACATAT------------------------------GTA------CACGCGT---------------------------------ATA---------------------AT--------GTATTGTAA--------------TCAAAT------------CGGC----TA--AAC-----------------AACAAAAATC------TTGACG-TAATCGCA

droMoj3 scaffold_6473:3877939-
3878090 +

TGCACGT-T----GTATACATGCAAACATATGTACATACATACGCATGAACATGCATACATATACATCTAT-----------ATT-------------CATATATG------------TATATA--ATT-----------------T--------GT----------AC---------------------------------ATATA---------------------AT--------GTATTGTAATC----A----------------AATACAAATCGGC----GA--AAC-----------------AACAAAAATC------TTGACG-TAATCGCA

droGri2 scaffold_15081:810806-
810961 -

CATACATAC----ACACATACAA--ACAAATATATATATAAATGTATATATATATTTATGCATATATATTT-----------AAATATA-------CACAC-TATA-------------------------------TTATATAGCT--------GA----------AC---------------------------------ATATA---------------------AT--------GTATTGTAATC----A----------------AATACAAATCGGC----AA--TAC-----------------AACAAAAATC------TTGACG-TAATCGCA

droWil2 scf2_1100000004963:4200365-
4200497 +

AGTAGATAT----ATATGTACAT--ATATATATATATATATATATATATATATGTATATATATACATATAT-----------ATATATG-------CATGTATGTA------------CATAT--------------------------------ATAGGTGA---------------------------------------------------------------------------------CA----------AGTGATTGAAT-------------------------CT-----------------CACGAAAAAC------GTGACG--AATCGAA

dp5 XL_group3a:2042952-2043120
-

TGTATATGT----ATATGTATAT--GTATATGTATATGTATATGTATATGTATATGTATATGTATATGTAT-----------ATGTATA-------TGTATATGTATATGTATATGTATATGTA------------------------------TG--------TGTATATGTATATGTAAGCCATATC--TCT--------------------------------------------GTATTGTC------------------TAACTAGG--------AAG----CC---------------------------AAATT-------CCAAA-AAAAAACA

droPer2 scaffold_28:377675-377853 + TGTGTATAT----AAATGAATTT--GTATACATACATATATATATATATATATATATATGTATATATAAAT-----------ACATATT-------GATGTATATA------------TACATAT------------------------------GAA------CATACAT---------------------------------ATATTGAGAAGGTCCTTGATTTTAAT--------GCA--GTCCTT----G----------------CATGGAAATTGAC----GA--AACACACA------------CACA---ACA------GGGAAA-TCATCGGA
droAna3 scaffold_12169:11186-11345

+
TGTATATGT----ATATGTATAT--GTATATGTATATGTATATGTATATGTATATGTATATGTATATGTAT-----------ATGTATA-------TGTATATGTATATGTATATGTATATGTA------------------------------TA--------TGTATATGTATATGTA-----TATGTATAT--------------------------------------------GTAT-------------ATGTAGCATGC----------------C-----GAGG-------------------AAAAA------------------AAATCCTG

droBip1 scf7180000396575:235856-
236012 -

TGTATACATAGTTATATATATAT--ATATATATATATATATATATATATATATATATATATATATATATAT-----------ATATA-----------TATATATATATATATATATATATATATAT--------------------------------------ATATATAT-----------------------------------------------------------------ATAT-----AT----ATATA----TAGAT------------CAATATATAT--CAA-----------------AAAAC---AC------ATTA---TCA--TCA

droKik1 scf7180000302808:57575-
57724 -

TATATAAAT----ATATATATAT--ATAAATATATATATAAATATATATATAAATATATATATATATATAT-----------ATATATA-------TTTATATATA------------TATATATAAAT--------------------------------TA-------------------------------------------------------G---------GTATTTTTAAGTGTTATAG--------------TTTAAT------------CAGT----AT--AGA-----------------AATAGTAGGT------TTAG---TAAT--CG

droFic1 scf7180000454077:2065150-
2065301 +

ACTTTATAT----ATATATATAT--ATAAATATATATATATCTATATATATATATACATCTAGGTCTA----GTATAAACTTAATTA---------------TATAT----------ACACACCC------------------------------ACA--------CACAC-----------------------AAAAAC----------------------------AT--------ATATCATATTT----A----------------AGCATTTGTAGGT----AT--TAA-----------------ACGAA--------------TTG-TATTTGTA

droEle1 scf7180000491261:1453805-
1453947 +

TGTATATAT----ACATATATAT--AAATCTATATATATATATATATATATATATATATATATATATATAT-----------ATATATA-------TATATATATA------------TATACATT--------------------T--------GAA------C---C---------------------------------ATATA--------------------------------AATTGTG------------------AAACTAAA--------GAA----GA--ACC-----------------CACAAAC-AC------TTAGCG-TAAT----

droRho1 scf7180000770833:770-908 + TATACATAT----ATACATATAT--ACATATATACATATATACATATATACATATATACATATATACATAT-----------ATACATA-------TATATGTATA------------TACATAT------------------------------ATAG------ATATAT---------------------------------ACA---------------------AA--------AAATTTT----------------TCGAAT------------TGAC----T-----------------------------------TACAGTGACA--AACTTAA
droBia1 scf7180000302258:26500-

26653 +
TATATATAT----ACATATATAT--ATACATATATATATACATATATATATACATATATATATACATATAT-----------ATATACA-------TATATATATA------------TACATATATATATA--------------------T---------------------------------------------------ATA---------------------AG-----------TTTT---CATATACATGTAACCTAC----------------CACGCTT--CAA-----------------AATAAAAACT------TTCAAA-TAAT----

droTak1 scf7180000415789:772903-
773050 -

TACTTATTT----ACATACGTAT--ATACATATATATGTATATATATGTATGTATATACGTATATACGTAT-----------ATATTTA-------TGCTAACGCA--------------------------------------------------------------ATT-----------------------TATATTATGTGTA---------------------GT--------ATATAGTA----------AA----TAGCT--GAATATGAACC---------------------------------TAATTATT------TTCAGT-TTACCGCT

droEug1 scf7180000407462:614-778 + TATATGTAT----ATATGTATAT--ATGTATATATGTATATATGTATATATGTATATATGTATATATGTAT-----------ATATGTA-------TATATGTATATATGTATATATGTATATA------------------------------TGT--------ATATATGTATATATG-----TATA--TAT--------------------------------------------GTA-------------------------------TATATAGTGAC----AT--ATC-----------------TACAATAACC------T---CG-TCACCTCC
dm3 chrUextra:23596309-23596461

+
TATGTATAT----ATGTATATAT--GTATATATGTATATATGTATATATGTATATATGTATATATGTATAT-----------ATGTATA-------TATGTATATA------------TGTATATATGTATA--------------------TATGTA------TATATGT---------------------------------ATA---------------------TA--------GTGACATATTC----A----------------CATACAAAACC--------------------------------------AC------ATAACG-TAGAGTAA

droSim2 x:15055835-15055981 + TGAATAATT----ATATATACAT--ACATATATATATATATATATATATATATATATCTATATATATATTC-----------TTGTATA-------TTTATATATA------------TACATATATATATA--------------------TATATT------TATTT---------------------------------------------------------------------GTATTGTAA--------------ATTTAC------------CAGT----TT---------------------------AAGTC------TTTAGG-AAATGGCA
droSec2 scaffold_15:1926325-1926482

+
TTTATATAT----GTATGTATAT--ACATATATACATATATACATATATACATATATATATATATATATCTCGTATATTCTAAACAG---------------CGGAC----------GGACATAC------------------------------ATAA------ATACAG-----------------------------------------GAAGCAG---------ATGTATCTATGTAATATAA--------------ACTAAACTAAA-------------------G---------------------------AA------AACAGT-TAATCGTA

droYak3 X:4189662-4189817 + TATATATAT----ACATATATAT--ATATATATATATATATATATATATATATATATATAAATATATATGT------------TG-----------TGTGTATATA------------T------------------------------------ATGGATGAAGAAAGAG---------------------------------AGA---------------------GT--------AGACAATCGT-------------------------AAAGGACAAC----------GACATAAACAACAACGACAATAATAACA-----------A-TAACAATA
droEre2 scaffold_4845:361065-361231

+
TGTATATGT----ATATGTATAT--GTATATGTATATGTATATGTATATGTATATGTATATGTATATGTAT-----------ATGTATA-------TGTAAATGTG------------AAAGTATGTATGTATCACATCATATACATATACTTATATG------TATAT---------------------------------------------------------------------GTATTCT----------------------------------CGAC----AG--A-------------------AAAAA---AAATTGTCCTGACAGCAAT--CG
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ID:

dvi_22389

Coordinate:

scaffold_13324:2748217-2748276 +

Confidence:
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Mirtron
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Flybase annnotation

intron [Dvir\GJ19771-in]; CDS [Dvir\GJ19771-cds]; CDS [Dvir\GJ19771-cds]
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

GTCGCGCACGCGCAGCCTCAGCGACGGCGGTGCCCAGGACGATGACGAGGGTGAGTGGGAATTGGTGGTCAGATTAGTCCAGCTAAAATAATCCCCATTTCCCGTTGCAGTCGAGAAAGAGGCGCAGCCGGATCTGCTGAATAATACGCCACCTGTGCCG

**************************************************((((.((((((.(((.((.....(((((...)))))......))))).))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR060670

9_testes_total

M028

head

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060667

160_females_carcasses_total

SRR060681

Argx9_testes_total

SRR060664

9_males_carcasses_total

M047

female
body

V053

head

V116

male
body

SRR1106730

embryo_16-
30h

SRR060672

9x160_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060666

160_males_carcasses_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

SRR060671

9x160_males_carcasses_total

V047

embryo
SRR2096014

Ovary_Strain_160_oxidized

SRR060657

140_testes_total

SRR060655

9x160_testes_total

SRR060688

160_ovaries_total

SRR060658

140_ovaries_total

M027

male
body

M061

embryo

SRR060659

Argentina_testes_total

SRR060669

160x9_females_carcasses_total

SRR1106725

embryo_14-
16h

SRR060662

9x160_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106728

larvae

SRR060663

160_0-
2h_embryos_total

SRR1106713

embryo_0-
2h

SRR1106720

embryo_8-
10h

SRR060660

Argentina_ovaries_total

SRR060656

9x160_ovaries_total

SRR060673

9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106715

embryo_4-
6h

SRR1106721

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106729

mixed
whole
adult body

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060661

160x9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR1106712

embryo_0-
2h

SRR1106717

embryo_6-
8h

SRR1106718

embryo_6-
8h

SRR1106722

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

........................................................................................TAATCCCCATTTCCCGTTGCAG.................................................. 22 0 1 1176.00 1176 201 184 155 120 99 97 22 31 24 25 17 13 15 6 10 4 16 10 15 11 4 11 8 4 3 4 3 4 2 1 2 2 4 4 2 4 4 2 3 3 0 3 3 1 0 1 1 2 1 0 2 1 0 1 0 0 1 0 0 0 1 1 1 1 1 1 0 1 1 1 1

........................................................................................TAATCCCCATTTCCCGTTGCAGT................................................. 23 0 1 157.00 157 41 24 32 23 13 10 0 1 2 1 1 0 2 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCA................................................... 21 0 1 79.00 79 0 0 0 0 0 1 10 0 7 3 6 5 1 4 2 0 0 4 0 4 8 1 2 2 4 3 1 3 1 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGC.................................................... 20 0 1 25.00 25 0 2 0 3 1 0 0 1 0 0 2 1 1 0 3 0 0 0 0 0 2 0 2 0 2 2 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATAATCCCCATTTCCCGTTGCAG.................................................. 23 0 1 19.00 19 8 2 2 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTG..................................................... 19 0 1 10.00 10 0 0 0 0 0 0 0 0 0 1 0 1 0 4 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGAT...................................................................................... 24 0 1 10.00 10 0 1 2 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGA....................................................................................... 23 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATT..................................................................................... 25 0 1 6.00 6 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGGTCAGATTAGTCCAGC............................................................................. 18 0 1 5.00 5 0 0 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAG........................................................................................ 22 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCA......................................................................................... 21 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAA.................................................. 22 1 1 5.00 5 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAT.................................................. 22 1 1 4.00 4 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGG............................................................................................ 18 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATC..................................................................................... 25 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATTA.................................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAC.................................................. 22 1 1 2.00 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TAGTCCAGCTAAAATAATCCCCATT............................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTC.......................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGT........................................................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGT........................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CTCAGCGACGGCGGTGCCCA............................................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGTCAGA....................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGTCA......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................AGAGGCGCAGCCGGATCTGC....................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGTCAGATT..................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATTAG................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGTCT......................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATAATCCCCATTTCCCGTTG..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGGTGGTCAGATTAGTCCAGC............................................................................. 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TAGTCCAGCTAAAATAATCCCCATTT............................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCC................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................GAGGCGCAGCCGGATCTG........................ 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................TCTGCTGAATAATACGCCACCTGT.... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGTGGGAATTGGTGGTCAGATT..................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........GCAGCCTCAGCGACGGCGGTGCCC............................................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TAGTCCAGCTAAAATAATCCCCA............................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................TCTGCTGAATAATACGCCACCT...... 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGT....................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............AGCCTCAGCGACGGCGGTGCCCAGGAC........................................................................................................................ 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAGA................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGGGAATTGGTGGTCAG........................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATCC.................................................................................... 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATCCCCATTTCCCGTTGCAG.................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAAA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGGGAATTGGTGGTCAGATTC.................................................................................... 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATCCCCATTTCCCGTTGCAGTT................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CAGCGCGTGCGCGTCGGAGTCGCTGCCGCCACGGGTCCTGCTACTGCTCCCACTCACCCTTAACCACCAGTCTAATCAGGTCGATTTTATTAGGGGTAAAGGGCAACGTCAGCTCTTTCTCCGCGTCGGCCTAGACGACTTATTATGCGGTGGACACGGC

**************************************************((((.((((((.(((.((.....(((((...)))))......))))).))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V116

male
body

SRR060683

160_testes_total

V053

head

SRR060661

160x9_0-
2h_embryos_total

SRR060659

Argentina_testes_total

SRR060666

160_males_carcasses_total

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060657

140_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

V047

embryo

M061

embryo

SRR060660

Argentina_ovaries_total

SRR060670

9_testes_total

SRR060679

140x9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M028

head

SRR060689

160x9_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13324:2748167-

2748326 +
dvi_22389 GTCGCGCACGCGCAGCCTCAGCGACGGCGGTGCCCAGGACGATGACGAGGGTGAGTGGGA---------------------ATTGGTGGTC-AGATTAGTCCAGCTAA------------AATAATCCCCATT----TC----C-CGTTGCAGTCGAGAAAGAGGCGCAGCCGGATCTGCTGAATAATACGCCACCTGTGCCG

droMoj3 scaffold_6496:14030470-
14030625 -

GTCGCGCACGCGCAGCCTCAGCGATGGCGGCACCCAGGACGATGATGAAGGTAGCTATT--GCCTATATAACTGTGTATATCTATATCCCTAAC----------TAAA----------------------------------TA-CCTAACAGTTGAAAAGGAAGCGCAACCGGATCTGTTGAACAATACGCCACCTGTGCCG

droGri2 scaffold_15112:3586080-
3586135 +

GTCGCGGACGCGCAGCCTCAGCGACGGCGGTGCCCAGGACGACGATGAGGGTGAGT---------------------------------------------------------------------------------------------------------------------------------------------------

droWil2 scf2_1100000004510:3017061-
3017225 -

--------CGCGTAGCCTAAGCGATGGTGGCACCCAAGACGATGATGATGGTTAGTTAGCA---GAGAC------------AGAAAGTCTCCTTT---------AACAA-ACGTTCCCCCGTTAATTGATATTTC--G--TCTC-TCTTGCAGTTGAGAAGGAGGCCCAACCGGATCTCTTGAATAATACGCCACCGGTTCCC

dp5 3:9946402-9946562 + TTCGCGGACACGCAGCCTCAGCGATGGTGGCACCCAGGACGACGAAGAAGGTGAGTGCACA--------------------GGGTAATCTCCAGA---------GGAGTC------CAGTACTAATTCCCAACCA--TCC-----CATTGCAGTGGAGAAGGAGGCGCAACCCGATCTGCTGAACAACACACCTCCTGTGCCG
droPer2 scaffold_4:5264660-5264820 + TTCGCGGACACGCAGCCTCAGTGATGGTGGCACCCAGGACGACGAAGAAGGTGAGTGCACA--------------------GGGTAATCTCCAGA---------GGAGTC------CAGTACTAATTCCCAACCA--TCC-----CATTGCAGTGGAGAAGGAGGCGCAACCAGATCTGCTGAACAACACACCTCCTGTGCCG
droAna3 scaffold_13266:11450004-

11450162 -
CTCGAGGACACGCAGCCTCAGCGATGGTGGTACTCAGGACGATGACGAAGGTAGGCCAATC---AAGAGTAGTGTGTCCAAGTATAAGCTCCAAA---------AAAAA----------A---------------------ACT-ACTTACAGTGGAGAAGGAGGCGCAACCGGATCTACTGAACAACACTCCGCCGGTGCCG

droBip1 scf7180000396547:1012700-
1012857 +

CTCACGGACACGCAGCCTCAGCGATGGCGGCACTCAGGACGATGACGAAGGTAAGCCAACG---G--AG-------------TAGTGTCTCCAA------------------------AGATTGGTCCCTAATCT--ATTAACT-ACCCACAGTGGAGAAGGAGGCGCAACCGGATCTGCTGAATAATACACCGCCGGTGCCT

droKik1 scf7180000302682:932759-
932916 +

GTCGCGGACACGCAGCTTGAGCGATGGCGGCACCCAGGATGATGATGAAGGTGAGTCTTT-GCTT----------------G-GAAGTACTCCAG---------AAATGT------ATAAA----TTT-----CC--TTATCTC-TTAAGCAGTGGAGAAGGAGGCCCAACCGGATCTGTTGAATAACACGCCTCCAGTTCCT

droFic1 scf7180000454044:941339-
941500 +

CTCGAGGACACGCAGTCTCAGTGATGGCGGAACTCAGGACGATGACGAAGGTAAGTACAC---------------------GTAAAATACCCTGA---------AAAAA----------AATTAATTTATATTCTTTGTCTACA-ACAAACAGCAGAGAAGGAAGCGCAACCCGATTTGCTGAACAACACACCACCGGTGCCA

droEle1 scf7180000491009:10020-10183
-

TTCGAGGACGCGCAGCCTCAGCGATGGCGGCACTCAGGATGACGACGAAGGTGGGTGCAT---------------------GTAAAATACCCCAA---------GTAAAC-------TCAACCAGCTTATATTCT--TCTTATGGTATTACAGCGGAGAAGGAGGCGCAACCGGACCTGCTGAACAACACCCCACCGGTGCCA

droRho1 scf7180000780106:128338-
128500 -

TTCGAGGACGCGCAGCCTCAGTGATGGCGGCACTCAGGACGATGACGAAGGTGGGTACAT---------------------GTAGAATACCAAA----------AAAATA------GCTAATTAACTTAAATTCT--TCATATG-GAAAACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCGCCGGTGCCA

droBia1 scf7180000302292:1220989-
1221152 -

TTCGAGGACACGCAGCCTGAGCGATGGCGGCACTCAGGACGATGACGAAGGTATGTGCTA---------------------GGAAAATATCTAGT---------TTGAAT------AACCATTTATTTATATTTT--GGGTATC-CCTTACAGCAGAGAAGGAGGCGCAACCTGATCTGCTGAACAACACCCCACCGGTGCCA

droTak1 scf7180000415386:242224-
242283 +

TTC-----------------------------------------------------------------------------------------------------------------------------------------------CCTACAGCAGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCGCCGGTGCCA

droEug1 scf7180000409663:185429-
185589 -

CTCGAGGACACGCAGCCTCAGCGATGGCGGAACTCAAGACGACGACGAAGGTGAGTACAA---------------------GTAAAACACCAAAC---------AAAATA------G---AAAAATTAATATCTT--TCCTATA-AAATACAGCAGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTGCCA

dm3 chr2R:15112032-15112195 + TCCGAGGACACGCAGCCTGAGCGATGGTGGCACCCAGGACGATGACGAAGGTGAGTGCAT---------------------GTGAAATGCCCAAT---------ATAAAC------GTAAATTAATTATAATTCT--CTCTATA-AAAAACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTACCA
droSim2 2r:15764291-15764454 + TTCGAGGACACGCAGCCTGAGCGATGGTGGCACCCAGGACGATGACGAAGGTCAGTGCAT---------------------GTGCAATACCCAAT---------AAAAAC------GTAAATTAATTAGTATTCT--CTCTATA-TAAAACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTACCA
droSec2 scaffold_1:12626721-12626884

+
TTCGAGGACACGCAGCCTGAGCGATGGTGGCACCCAGGACGATGACGAAGGTGAGTGCAT---------------------GTGCAATACCCAAT---------AAAAAC------GTAAATTAATTAGTATTCT--CTCTATA-TAAAACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTACCA

droYak3 2R:14066631-14066794 - TTCGAGGACACGCAGCCTGAGCGATGGCGGCACCCAAGACGACGACGAAGGTGAGTGCAT---------------------GTGCAATACCCACT---------GAAAAC------CTAAATTAACTATTATCCA--TTCCATA-AAACACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTGCCA
droEre2 scaffold_4845:9311633-

9311796 +
TTCGAGGACACGCAGCCTGAGCGATGGTGGCACCCAGGACGACGACGAAGGTAAGTGCAT---------------------GTGCAATACCCACT---------GAAAGC------GTAAATTAATGATTTTCCT--CTCTATA-AAACACAGCGGAGAAGGAGGCGCAACCGGATCTGCTGAACAACACCCCACCGGTGCCA
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crit.star
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crit.top3
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rescue.total
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1
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0
1
1
1
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ID:

dvi_116

Coordinate:

scaffold_13042:4657659-4657747 +

Confidence:

confident

Class:

3p_tailed_mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16022-in]; CDS [Dvir\GJ16022-cds]

Repeatable elements

Name Class Family Strand

CT-rich Low_complexity Low_complexity +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGGCCGGCATCGCGTTCATCATATCGGGCATTGTGGAGCTCAATCTTGAGGTGAGTTTCAGTTGTTGTCGTCGTTGTCGCTGTTGGCTTCTTTTTTTTACTTTAATTGCACCAAATTGCACCAACTGTTTCTCTACCTTTCGCTCTCTCCCCCGCTCTCTTTCCCGCTGCCTCCTTCCCACCCACCCTC

**************************************************(((((...((((((.(((.....(((..((.(((((...............))))).))..)))...))).))))))...))).)).****************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M027

male
body

M047

female
body

SRR2096057

Ovary_Min_50

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V116

male
body

M028

head

M061

embryo

V047

embryo

SRR1106721

embryo_10-
12h

SRR060679

140x9_testes_total

SRR1106713

embryo_0-
2h

SRR060672

9x160_females_carcasses_total

SRR060681

Argx9_testes_total

SRR060683

160_testes_total

SRR1106720

embryo_8-
10h

SRR1106729

mixed
whole
adult body

SRR060654

160x9_ovaries_total

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060670

9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106717

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR1106726

embryo_14-
16h

SRR1106730

embryo_16-
30h

GSM1528803

follicle
cells

V053

head

...................................................................................................................TTGCACCAACTGTTTCTCTACC.................................................... 22 0 1 377.00 377 57 65 51 43 29 26 21 13 19 12 9 7 2 4 8 3 0 1 0 0 1 1 0 0 0 0 1 0 0 0 0 0 1 0 0 1 0 1 1 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCT................................................... 23 0 1 303.00 303 56 39 41 25 31 21 8 11 10 21 2 8 9 6 4 4 0 4 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTAC..................................................... 21 0 1 44.00 44 0 0 0 2 0 8 8 8 3 5 1 0 2 1 4 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCTT.................................................. 24 0 1 33.00 33 9 4 2 3 6 2 0 1 1 0 0 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCA................................................... 23 1 1 30.00 30 0 1 2 0 0 7 10 4 4 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACA.................................................... 22 1 1 20.00 20 0 0 1 0 0 3 4 5 3 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTACCT................................................... 22 0 1 11.00 11 2 2 1 0 0 2 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACT.................................................... 22 1 1 9.00 9 2 2 0 0 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................ATTGTGGAGCTCAATCTTGA............................................................................................................................................ 20 0 1 7.00 7 1 0 0 0 0 0 0 0 0 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTACC.................................................... 21 0 1 6.00 6 0 1 0 0 0 1 1 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTACCTT.................................................. 23 0 1 4.00 4 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..........................GGCATTGTGGAGCTCAATCTTGA............................................................................................................................................ 23 0 1 4.00 4 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........ATCGCGTTCATCATATCGGGC................................................................................................................................................................ 21 0 1 4.00 4 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTACCA................................................... 22 1 1 4.00 4 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................ATCGGGCATTGTGGAGCTC.................................................................................................................................................... 19 0 1 3.00 3 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTTCAGTTGTTGTCGT...................................................................................................................... 21 0 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCC................................................... 23 1 1 2.00 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATCATATCGGGCATTGTGGAGCTCAAT................................................................................................................................................. 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GTTCATCATATCGGGCATT............................................................................................................................................................. 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTAC..................................................... 20 0 1 2.00 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCAAA................................................. 25 3 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATCATATCGGGCATTGTGGAGCT..................................................................................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................ATCGGGCATTGTGGAGCT..................................................................................................................................................... 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTTCAGTTGTTGTCGTCGTTGTC............................................................................................................... 28 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................GTGGAGCTCAATCTTGAGA.......................................................................................................................................... 19 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................CATATCGGGCATTGTGGAGCT..................................................................................................................................................... 21 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........ATCGCGTTCATCATATCG................................................................................................................................................................... 18 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....CGGCATCGCGTTCATCATATCGGGC................................................................................................................................................................ 25 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATCATATCGGGCATTGTGGA........................................................................................................................................................ 20 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TTCATCATATCGGGCATT............................................................................................................................................................. 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACCAA.................................................. 24 2 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................TGGAGCTCAATCTTGAGA.......................................................................................................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CATCATATCGGGCATTGTG.......................................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................GGGCATTGTGGAGCTCAATCTTGAGA.......................................................................................................................................... 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................ATCATATCGGGCATTGTGGAG....................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACAA................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................CATATCGGGCATTGTGGAG....................................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................CATATCGGGCATTGTGGAGCTCAAT................................................................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............CGTTCATCATATCGGGCA............................................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CATCATATCGGGCATTGTGGA........................................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TCATCATATCGGGCATTGTGGAGCTCA................................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTAAAA................................................... 23 3 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........CGCGTTCATCATATCGGGC................................................................................................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.........................................................................................CTTTTTTTTACTTTAATTGCACC............................................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCACCAACTGTTTCTCTACA.................................................... 21 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CATCATATCGGGCATT............................................................................................................................................................. 16 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CCAACTGTTTCTCTACCTT.................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTA...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACTA................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTTCAGTTGTTGTCGTCGT................................................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................ATTGTGGAGCTCAATCTTGAG........................................................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................GCATTGTGGAGCTCAATCTTGA............................................................................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........ATCGCGTTCATCATATCGGGCA............................................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................TGTGGAGCTCAATCTTGAGAA......................................................................................................................................... 21 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.......CATCGCGTTCATCATATC.................................................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GTTCATCATATCGGGCAT.............................................................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GTTCATCATATCGGGCATTGTGGAGCT..................................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................ATCGGGCATTGTGGAGCTCAATCTTGA............................................................................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTACAAA.................................................. 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................CATATCGGGCATTGTGGA........................................................................................................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CATCATATCGGGCATTGTGGAGCT..................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTTCAGTTGTTGTCG....................................................................................................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................ATTGTGGAGCTCAATCTTGAGA.......................................................................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GTTCATCATATCGGGCATTGTGGAG....................................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................GTTGTCGCTGTTGGCTTC................................................................................................... 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................AATTGCACCAAATTGCACCAACTGTTTCT......................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................CATATCGGGCATTGTGGAGCTC.................................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....GGCATCGCGTTCATCATATCGGGC................................................................................................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................CATCATATCGGGCATTGTGGAGCTC.................................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTTCAGTTGTTGTCGTCGTT.................................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................AATTGCACCAACTGTTTCTCTAC..................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................TATCGGGCATTGTGGAGCTC.................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......GCATCGCGTTCATCATATCGGGCATT............................................................................................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CACCAACTGTTTCTCTAC..................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........ATCGCGTTCATCATATCGGGCATT............................................................................................................................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................ATATCGGGCATTGTGGAGCTCAATCTTGA............................................................................................................................................ 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTGCACCAACTGTTTCTCTAAA.................................................... 22 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................ATATCGGGCATTGTGGAGCT..................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........ATCGCGTTCATCATATCGGGCAT.............................................................................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TGTTGTCGTCGTTGTCGCT............................................................................................................ 19 0 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACCGGCCGTAGCGCAAGTAGTATAGCCCGTAACACCTCGAGTTAGAACTCCACTCAAAGTCAACAACAGCAGCAACAGCGACAACCGAAGAAAAAAAATGAAATTAACGTGGTTTAACGTGGTTGACAAAGAGATGGAAAGCGAGAGAGGGGGCGAGAGAAAGGGCGACGGAGGAAGGGTGGGTGGGAG

****************************************************(((((...((((((.(((.....(((..((.(((((...............))))).))..)))...))).))))))...))).)).**************************************************
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.........................................GTAGAACTCCACTCAAAG.................................................................................................................................. 18 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CAACAGCAGCAACAGCGA............................................................................................................ 18 0 4 0.25 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:4657609-

4657797 +
dvi_116 TGGCCG-GCATCGCGTTCATCATATCGG-GCAT-TGTGGAGCTCAATCTTGAGGTGAGTTTCAGTTGTTGTCGTCGTTGTCG-----------------CT---------------GTTGG-----------------------------------------CTTC--------------------------------------------------------------TTTTTTT------TACTTTAATTGCACC------------AAATTGCACCAACTGTTTC--TCTACCTTTCGCTCTCTCCCC------CGCTCTCT-TTCCCGCTGCCTCCTT-----------------------CCCA------CCCACCC-TC

droMoj3 scaffold_6328:3921973-
3922137 +

TAGCTG-GCATTGCCTTTATCATTTCTG-GCAT-TGTCGAGCTCAATCTGGAGGTAAGTTTCCCTC-TACCACACT----------------------------------------GATAGTTG-----TTGCACCCA-----CCTTACTCTA---------------TT--------------------------------------------------------------CA-----------CA--------------------------------ACTCT--CTCTTTCTCCCTCTCC------CT------CTCTTGGT-GTCTCTCTGTCCG--------------TCTCTA---------------TTGTGCTC-TC

droGri2 scaffold_15081:2843584-
2843806 -

TGGCTG-GCATTGCTTTCATCATTTCCG-GCAT-TGTCGAACTCAACTTGGAGGTGAGTTGCAACCGGAGAGTGTCGCCCG-----------------------------CCCCCGATTGTCTT--------------------------GTTTTGTGTTGTCTTTGCTTGTCTTGTCTCAACTCGT------------------------CCCTTTGTTGCACACAATGCACCGCTTTTTTACTGCAATATTA-----------------------------TTTTTATTTGTTTTTCTTCTCTCTCTT------CTTGCTCT-CGT------------------------------------CCCT------CTTTCTC-TC

droWil2 scf2_1100000004909:11864843-
11865004 +

TGGCTG-GCGTGGCTTTTATTATTTCCG-GCGT-GGTCGAGTTAAGTCTTGAGGTAAGTCCGG-----------------------------------------------TACTCTCTTAACTC-----CTGCACTCTCACACCTTTTCACTT---------------TT--------------------------------------------------------------CC-----------GA--------------------------------A--TTTTCTGTTTCTCTTGCACACTTTTGC---------------TTACACGCTCTTTC--------------TCTTTC---------------TTGATTTC-TC

dp5 XL_group1e:6916874-6917035 + TTGCCG-GCATCGCCTTCATCATATCCG-GCGT-GGTGGAGCTCAATCTGGAGGTAAGTGCGA-----------------------------------------------TCCCCGATCGATCT--------------------------CTGTTATG---------------------------------------------------------------------------------------GCACCTGCACC----------TGCACCTGTACCAACACCTTCTATCTATCTATCACCGCTCTCTC------CACCTTCT-CTT------------------------------------------TCGTTGCACGCTTC
droPer2 scaffold_25:253476-253640 + TTGCCGAGCATCGCCTTCATCATATCCGGGCGTAGGTGGAGCTCAATGTGGAGGTAAGTTCGA-----------------------------------------------TCCCCGATCGATCT--------------------------CTGTTATGGCAC---------------------------------------------------------------------------------CTGCACC----------------TGCACCTGCACCAACACCTTCTATCTATCTATCACTGCTCTCTC------CACCTTCT-CTT------------------------------------------TCGTTGCACGCTTC
droAna3 scaffold_13117:710270-710428

+
TGGCCG-GCATCGCCTTCATCATCTCCG-GCGT-GGTGGAGCTCAACCTGGAGGTGAGTAGTTAGCCCGCCATACC--------------------------------------------------------------------------CTGTCTCTGCAC---------------------------------------------------------------------------------CGGCTCT----------------AGCCCCAGCCCCAGCACCTGCACTCACTCCTGCACCTGCCTCGC------TTCCCTCA-CTC-------------------------------------TCA------CACACTC-TC

droBip1 scf7180000396412:629330-
629488 +

TGGCCG-GCATCGCCTTCATAATCTCCG-GCGT-GGTTGAGCTGAACCTGGAGGTGAGTAGTTAGTCCAACCTACCCTGTGT---------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGCA--CCTGCACCTG--------------------------------CACCTGCCTCGCTTTCGC--------TCACACA----------CTCTCTCCTTCTCTTTCTCGAAT----TCTCGTTGCACGC-CC

droKik1 scf7180000302517:59008-59157
-

TGGCCG-GCGTGGCCTTCATCATTTCCG-GAGT-GGTGGAGCTTAATTTGGAGGTGAGTTGAGAGAG-------------------------------------------------------AGAGAGGGAGT-TCTA-----CCGTATTTTG-----------------------------------------------------------------------------TTTT-----------GTATTTGCT--TTTGCACCTG--------------------------------CACCTTTTTCCC------CAC-----------------------TCTTTTC--------------T----TCTCGTTGCACGC-TT

droFic1 scf7180000453901:697920-
698091 -

TGGCCG-GCATCGCCTTCATCATTTCCG-GTGT-GGTGGAGCTGAACCTGGAGGTGAGTGGTCCTTCGAGGGCATT----------------------------------------GGTAA------------------------------------------CTTCACTCTGAAGTTCGCCCTGCTTCCCAGCTTCCT-CCT------------TG--TATATATACTGTAGTG------TAGTGTTCC--------------------------------------------------------------------------GTGCTCGCTCGTTC----------------CGTA---------------CTTCACCT-GC

droEle1 scf7180000491018:209573-
209632 -

TGGCCG-GCATTGCCTTCATTATTTCCG-GTGT-GGTGGAGGTCAATCTGGAGGTGAGTGTCA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000779334:963594-
963649 -

TGGCCG-GCATTGCATTCATTATCTCCG-GCGT-GGTGGAGCTCAATCTGGAGGTGAGT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000302421:2543533-
2543699 +

TGGCCG-GCATTGCCTTCATCATATCCG-GCGT-GGTGGAGCTCAATCTGGAGGTGAGTTGCCGCTG-------------AGTCTGGGGCCTAAG------------ATAG---------AGTT--------------------------AGTTGGG------GTTCACTGGGTGGGCT-----------------CGGTGCTCCACCCGCCC----GAAGGACATCGTGTACTG------TACCGTATTTGCA--CCTGCACCT-----------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415248:570039-
570206 -

TGGCCG-GCGTTGCCTTCATCATTTCCG-GCGT-GGTGGAGCTCAATCTGGAGGTGAGTTGAATTTG--------------------AATTTTAGGCCCTCTATCAAATAG---------------------------------------------------CTTT----------------------------------GCT------------TAGTAAGACATACTGTATTG------TACTGTATTTTCA--CCTGCACCTG--------------------------------CACCCG-------------------------CA----------CTTTCCCCTTCT----------T----TCTCGTTGC-------

droEug1 scf7180000409553:21928-22084
+

TGGCCG-GCATTGCCTTTATCATTTCTG-GCGT-GGTAGAGCTTAATCTGGAGGTGAGTGGTCCTA---------------------------AG---------------G---------------------------------------------------A----GTAGGGTTGTTTATTAGT----------ATT--GCT------------TA--TATATATATTGTATTG------TACTGTATTTGCA--CCTGCACCTG--------------------------------CACTTT-----C------CCCTTTTT-T------------------------------------------TCTCGTTGC-------

dm3 chrX:3771442-3771619 + TTGCGG-GCATTGCTTTCATCATTTCCG-GAGT-GGTGGAGCTTAGCTTGGAGGTGAGTAATTGTTCGAAAATGCTTGTTGGCTTGGGACTTAAAGCTCTGAAA-----GT---------------------------------------------------ATTTAATTGGGAAGTTTTAAAGTATTTTTAACTGCTGTGCT----------------TATATATATTGTATTG------TACTGTACC----------------TG------------------------------C------------------------------------------------------------------------------ACCT-GC
droSim2 x:3469321-3469498 + TTGCGG-GCATTGCTTTCATCATTTCCG-GAGT-GGTGGAGCTTAGCTTGGAGGTGAGTAATTGTTCGAAAATGCTTGTTGGCTTGGGACTTAAAGCTCTGAAA-----GG---------------------------------------------------ATTTAATTGGGAAGTTTTAAAGTATTTTTAACTACTGTGCT----------------TATATATATTGTATTG------TACTGTACC----------------TG------------------------------C------------------------------------------------------------------------------ACCT-GC

droSec2 scaffold_4:2935925-2936102 - TTGCGG-GAATTGCTTTCATCATTTCCG-GAGT-GGTGGAGCTTAACTTGGAGGTGAGTAACTGTTCGAAAATGCTTGTTGGCTTGGGACTTAAAGCTCTGAAA-----GG---------------------------------------------------ATTTAATTGGGAAGTTTTAAAGTATTTTTAACTACTGTGCT----------------TATATATATTGTATTG------TACTGTACC----------------TG------------------------------C------------------------------------------------------------------------------ACCT-GC
droYak3 X:4643494-4643654 - TTGCGG-GCATTGCTTTCATAATTTCCG-GAGT-GGTGGAGCTTAACTTGGAGGTGAGTATTTGTACAACAATTCCTGCTCT-----------------TTAAA-----GG---------------------------------------------------ATTTAATTAGAGAATCGTAAAATAATATAAACTGGTGTGCT----------------TATAAATATTGTATTG------TACTGTACC----------------TG------------------------------C------------------------------------------------------------------------------ACCT-GC
droEre2 scaffold_4690:1155442-

1155598 +
TTGCTG-GCATTGCCTTTATAATTTCCG-GAGT-GGTGGAGCTCAAATTGGAAGTGAGTAATTGTACAAAAATTCTTGTTCTCTTGGGGCT-------TTGAAA-----GG---------------------------------------------------GTT--------------TAAAATATTTTTAACTGCTGTGCT----------------TATATATATTGTATTG------TACTGTACC----------------TG------------------------------C------------------------------------------------------------------------------ACCT-GC
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ID:

dvi_2375

Coordinate:

scaffold_12822:820594-820654 -

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ14321-in]; CDS [Dvir\GJ14321-cds]; CDS [Dvir\GJ14321-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATGCGCGGCCAGGCCAAGCTGGACTACAAGCTGATGCAGATACACAAGCGGTAGGTGGACTTTCGGCTTGGGATTAGGTCGAGCATATTCAGAGAAGATTGTCCGTTGCAGCTTCTACACGGCGCTGGCACTGCAGGAGCTGGTCAACGAAACGCCCATCA

***************************************************....(((((..((..(((.((((............)))).)))..))..)))))......**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR2096057

Ovary_Min_50

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060679

140x9_testes_total

SRR1106720

embryo_8-
10h

SRR1106717

embryo_6-
8h

SRR1106723

embryo_12-
14h

V047

embryo

SRR060675

140x9_ovaries_total

SRR1106721

embryo_10-
12h

SRR1106722

embryo_10-
12h

M047

female
body

M061

embryo

SRR060676

9xArg_ovaries_total

SRR1106716

embryo_4-
6h

SRR1106718

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR1106725

embryo_14-
16h

SRR1106726

embryo_14-
16h

SRR060686

Argx9_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR1106713

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR1106715

embryo_4-
6h

SRR1106724

embryo_12-
14h

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

V116

male
body

V053

head

........................................................................................TCAGAGAAGATTGTCCGTTGCAG.................................................. 23 0 1 788.00 788 190 163 90 91 54 39 37 24 18 17 14 12 10 5 1 2 2 0 2 2 1 1 1 1 2 2 0 0 0 1 1 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 1 1 0

........................................................................................TCAGAGAAGATTGTCCGTTGCA................................................... 22 0 1 92.00 92 19 14 13 9 11 5 3 0 1 0 2 0 1 0 0 1 0 2 1 0 1 2 0 1 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0

.........................................................................................CAGAGAAGATTGTCCGTTGCAG.................................................. 22 0 1 88.00 88 12 29 19 2 11 4 3 2 0 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGC.................................................... 21 0 1 32.00 32 8 3 4 4 1 3 2 1 1 0 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGT................................................. 24 1 1 30.00 30 3 4 6 4 1 2 1 0 0 0 0 0 0 1 1 0 2 0 0 0 1 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGA................................................. 24 1 1 19.00 19 1 3 0 0 0 0 3 1 2 2 2 3 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAA.................................................. 23 1 1 13.00 13 0 4 0 0 2 1 0 1 0 1 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGT....................................................... 18 0 1 10.00 10 3 5 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGAGAAGATTGTCCGTTGCAG.................................................. 21 0 1 9.00 9 4 0 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGAGAAGATTGTCCGTTGCAGT................................................. 22 1 1 8.00 8 0 0 1 2 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAAAA................................................ 25 3 1 5.00 5 0 0 0 0 0 0 0 1 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAAA................................................. 24 2 1 5.00 5 0 1 0 0 0 0 1 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CAGAGAAGATTGTCCGTTGCA................................................... 21 0 1 5.00 5 1 1 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGAAA............................................... 26 3 1 5.00 5 0 0 0 0 0 0 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTCAGAGAAGATTGTCCGTTGCAG.................................................. 25 0 1 4.00 4 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAT.................................................. 23 1 1 3.00 3 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GAGAAGATTGTCCGTTGCAG.................................................. 20 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGTAA............................................... 26 3 1 2.00 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTG..................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCC......................................................... 16 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCC................................................... 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................CGGCGCTGGCACTGCAGGAGCT.................... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCCC.................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.............................................................................................GAAGATTGTCCGTTGCAG.................................................. 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................GAGCATATTCAGAGAAGA............................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGG................................................. 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGAGAAGATTGTCCGTTG..................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGGTGGACTTTCGGCTTGGGAAA...................................................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCAGAA................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCAGAGAAGATTGTCCGTTGCT................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TACGCGCCGGTCCGGTTCGACCTGATGTTCGACTACGTCTATGTGTTCGCCATCCACCTGAAAGCCGAACCCTAATCCAGCTCGTATAAGTCTCTTCTAACAGGCAACGTCGAAGATGTGCCGCGACCGTGACGTCCTCGACCAGTTGCTTTGCGGGTAGT

**************************************************....(((((..((..(((.((((............)))).)))..))..)))))......***************************************************
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SRR1106724

embryo_12-
14h

SRR2096014

Ovary_Strain_160_oxidized

M047

female
body

SRR060667

160_females_carcasses_total

V047

embryo

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12822:820544-820704

-
dvi_2375 ATGCGCGGCCAGGCCAAGCTGGACTACAAGCTGATGCAGATACACAAGCGGTAGGTGGACT-TTCGGCTTGG---GATTAGGTCGAGCATATTC----AGAGA-AGATT------------------------------------------GTCC--------------GTTGCAGCTTCTACACGGCGCTGGCACTGCAGGAGCTGGTCAACGAAACGCCCATCA

droMoj3 scaffold_6540:33481419-
33481571 -

ATGCGCGGCCAAGCCAAGCTGGACTACAAGCTAATGCAGATCCACAAACGGTAGGCGGAGC----------------------------------------AA-AAACCCAAAGAGA---ATCAT----T-----C-ACTCAA----T-TGTTCC--------------ATTGCAGCTTCTATACGGCTCTGGCTTTGCAGGAACTGGTCAACGAGACGCCCATCA

droGri2 scaffold_15074:2972938-
2973099 +

ATGCGTGGCCAGACGAAACTTGACTACAAACTCATGCAGATACACAAGCGGTAAGTGGTGG---------------------------------------------GGTAGAGAATA---AGCCC----AAA---T----GCC----G-TCATTAGTTATGTCCTTCTCTATGCAGCTTCTACACAGCGCTGGCGCTGCAGGAGCTGGTCAACGAGACACCCATCA

droWil2 scf2_1100000004943:2461617-
2461669 -

ATGCGAGGTCAAACCAAGTTAGACTACAAGCAAATGCAGATACACAAGCGGTA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------

dp5 2:10641606-10641768 + ATGCGGGGCCAAAGCAAGCTCGACTACAAGCAGATGCAGATACACAAGCGGTGGGGCAGCT--AGATATTC-----------------------GTTTCGGAG-A-GCCAATTAACT---AACCATATT---CAATAT----------------T--------------CATGCAGCTTCTACACGGCTCTGGCCCTGAAAGAGCTGATCAACGAGACGCCCATTC
droPer2 scaffold_0:9838577-9838739 - ATGCGGGGCCAAAGCAAGCTCGACTACAAGCAGATGCAGATACACAAGCGGTGGGCCAGCT--AGATATTC-----------------------GTTTCGGAG-A-GCCAATTAACT---AACCATATT---CAATAT----------------T--------------CATGCAGCTTCTACACGGCTCTGGCCCTGAAAGAGCTGATCAACGAGACACCCATTA
droAna3 scaffold_13340:6639068-

6639228 +
ATGCGAGGCCAAACCAATCTGGACTACAAACAAATGCAGGTGCACAAGCGGTGGGTGTAAT-ACTATATTCT---TAT--------------------TATAA-----TAAACAC-A---CACTT----A-----T-ATT-CT----T---CTAT--------------TTCCTAGCTTCTATACCGCCCTGGCCCTGCAGGAGCTAGTTAACGAAACTCCTATCA

droBip1 scf7180000396708:2200505-
2200670 -

ATGCGAGGTCAAACCAATCTGGACTACAAGCAAATGCAAATCCATAAGAGGTGAGTGTTTATTTTATATTTTTGGTATTATAATAATCACATAC----T-------------TATGT---ACT---------TAAT-----------------AA--------------TCCCTAGGTTCTATACCGCCCTGGCTCTTCAGGAGTTGGTCAACGAAACGCCCATCA

droKik1 scf7180000302256:520677-
520842 +

ATGAGGGGGCAAACGAAGCTGGACTACAAGCAAATGCAGGTGCACAAGCGGTGAGTTGA------------------------------------------TG-GGATTGGATCTCATCTAGCTA----G-----T-CCCGCC----TAGAATAC---ATTTCTTCTTTTGTTTAGTTTCTACACAGCTCTGGCCCTGCAGGAGCTGGTCAACGAGACTCCCATCA

droFic1 scf7180000453812:564130-
564289 +

ATGCGAGGACAAACCAAGCTGGACTATAAGCAGATGCAGATTCATAAGCGGTAAGTTATTT-TTC---------------------------------T-AAA-AAATTATATAATA---GACCCTA--A-----T-GGTTTT----T-GTATGT--------------CATCCAGTTTTTACACTGCTCTGGCGCTGCAGGAACTTGTTAACGAAACTCCCATTA

droEle1 scf7180000490994:229227-
229391 -

ATGCGTGGCCAAACGAAACTGGACTACAAGCAGATGCAGGTTCACAAGCGGTAAGTTCTT--TTT---------------------------------CGAAA-TTGTTAAAAAAAT---AACTATAAT---TAAT----GCTCTCAT-ACTTAC--------------CACCCAGTTTCTACACAGCTCTAGCCCTGCAGGAGCTGGTAAACGAGACGCCCATCA

droRho1 scf7180000779900:121567-
121727 -

ATGCGTGGTCAAACGAAACTAGACTACAAGCAGATGCAGGTGCACAAGCGGTAAGTTACT--TTT---------------------------------GGCAA-AGTTAAAATAACA---ATTTT-------TAATAATTCCT----T-ACATCC--------------CCTCCAGCTTCTACACAGCTTTAGCCCTGCAAGAGCTAGTAAACGAGACGCCAATAA

droBia1 scf7180000302402:225277-
225434 -

ATGCGTGGCCAAACGAAACTGGACTACAAGCAGATGCAGGTGCATAAGCGGTATGTCGCT--TTT---------------------------------CTAAA-TGATAGAATAGGA---AATTA----A-----C-GTTTCT----T-TAATTC--------------GTCCTAGTTTCTACACAGCTCTGGCCCTGCAGGAGCTTGTTAACGAGACGCCCATTA

droTak1 scf7180000415206:52281-52433
+

ATGCGGGGTCAAACGAAACTGGACTACAAGCAGATGCAGGTGCATAAGCGGTAGGTCACTT-TTC---------------------------------TGCCT-AAGTATAACAACA---AACTA----A-----T-GT-----------AATAC--------------TCCCCAGTTTCTACACAGCTTTGGCCCTGCAGGAGCTTGTAAACGAGACGCCCATAA

droEug1 scf7180000409804:729406-
729560 -

ATGCGTGGTCAAACAAAATTGGATTACAAGCAGATGCAGATTCACAAGCGGTAAGATACTT-TCG---------------------------------TACAA-A----AGGTACAA---AATCT----A-----A-AATTCT----T-ACATAT--------------CAATCAGTTTTTATACAGCATTGGCCCTTCAAGAGCTGGTAAACGAGACGCCCATCA

dm3 chr3R:8535178-8535336 - CTGCGTGGTCAAACAAAACTAGACTACAAGCAAATGCAAATACATAAGCGGTAAGCCAGCT-TTT---------------------------------TGAAA-AGATCAAATACGA---AACTT----A-----T-ATTGCT----T-CAATGT--------------GTTGCAGTTTCTACATAGCTCTGGCTCTGGAGGAACTGGTAAACGAAACACCCATAA
droSim2 3r:12623126-12623284 + dsi_7619 CTGCGTGGTCAAACGAAACTGGACTACAAGCAAATGCAAATACATAAACGGTAAGCAAGCT-TTT---------------------------------TAAAA-AGATCAAATATGA---AACTT----A-----T-ATTGCT----T-ACATGT--------------GTTGCAGTTTCTATATAGCTCTGGCTCTAGAAGAACTGGTTAACGAGACTCCAATAA
droSec2 scaffold_0:13449837-13449995

+
CTGCGTGGTCAAACGAAACTGGACTACAAGCAAATGCAAATACATAAACGGTAAGCAAGCT-TTT---------------------------------TGAAA-AGATCAAATATTA---AACTT----A-----T-ATTGCT----T-ACATGT--------------GTTGCAGTTTCTATATAGCTCTGGCTCTAGAGGAACTGGTTAACGAGACTCCAATAA

droYak3 3R:12822531-12822694 - ATGCGTGGCCAAACAAAATTGGACTACAAGCAAATGCAAGTGCATAAGCGGTATGAAACCT-TTT---------------------------------TGAAATACATTAAATACGA---AACTT----T-----T-TTTCCTAACAT-ACATAT--------------GTTACAGTTTCTACACAGCGCTGGCTCTGCAGGAACTGGTTAACGAGACCCCCATAA
droEre2 scaffold_4770:13112804-

13112962 +
ATGCGTGGTCAAACGAAACTGGACTACAAGCAAATGCAAGTGCATAAACGGTATGAGACCT-TTT---------------------------------TGAAA-AGATTAAATACGT---AACTA----A-----T-TCTCCT----T-ACATGC--------------ATTACAGTTTCTACACAGCTCTGGCTCTGCAGGAACTGGTTAACGAGACCCCCATAA
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http://compgen.cshl.edu/~jmohamme/static/droSim2/html/dsi_7619.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_0:13449837-13449995
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3R:12822531-12822694
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:13112804-13112962


ID:

dvi_263

Coordinate:

scaffold_13042:4710432-4710490 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATATTAATATTTACAAGTGAGTGTTGATTAAGTGTATGTCACTTAGTTACTGTGAATGATTCATGTGCTTATATGAATATAAGCTTGAGTGCTTGTCTTATTCACAGTCACTTTTGACATTGGGCTGCAATTTCTTGCTATGATTGTTCATTCGTTTCT

***********************************((((((...(((.(((((((((((..((.(((((((..............))))))).))..))))))))))).)))..))))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

V053

head

SRR060680

Â 9xArg_testes_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060666

160_males_carcasses_total

SRR060689

160x9_testes_total

M047

female
body

SRR060675

140x9_ovaries_total

SRR060655

9x160_testes_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060657

140_testes_total

SRR060674

9x140_ovaries_total
SRR2096055

Ovary_Min_43

V047

embryo

V116

male
body

SRR060682

9x140_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

SRR060683

160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106718

embryo_6-
8h

SRR2096014

Ovary_Strain_160_oxidized

M027

male
body

......................................................................................GAGTGCTTGTCTTATTCACAGT................................................... 22 0 1 133.00 133 22 35 21 15 2 7 2 2 2 5 1 2 5 0 3 0 1 2 0 2 0 0 0 0 0 1 0 1 1 0 1 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTAT....................................................................................... 22 0 1 92.00 92 9 10 8 6 4 4 8 8 6 4 4 3 0 6 0 1 3 0 1 2 2 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTA........................................................................................ 21 0 1 40.00 40 7 6 8 6 1 0 2 0 3 0 0 2 0 0 0 1 0 1 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTT......................................................................................... 20 0 1 35.00 35 4 1 4 17 1 1 1 1 0 0 0 0 1 0 1 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATC...................................................................................... 23 1 1 33.00 33 4 0 14 0 6 0 0 0 0 0 0 0 1 0 1 1 1 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATCC..................................................................................... 24 2 1 29.00 29 13 6 2 0 5 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAGTGCTTGTCTTATTCACAG.................................................... 21 0 1 21.00 21 2 1 3 5 0 1 1 0 0 0 1 2 1 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATA...................................................................................... 23 0 1 10.00 10 1 0 0 1 1 2 1 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAGTGCTTGTCTTATTCACAGC................................................... 22 1 1 4.00 4 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATCCC.................................................................................... 25 3 1 4.00 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTTGTCTTATTCACAGT................................................... 18 0 1 3.00 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAGTGCTTGTCTTATTCACA..................................................... 20 0 1 3.00 3 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATT...................................................................................... 23 1 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCT.......................................................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................ATATGAATATAAGCTTGAGTGCTTGTCT............................................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATAAA.................................................................................... 25 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGCTTGTCTTATTCACAGTCA................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAGTGCTTGTCTTATTCACAGTT.................................................. 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATG...................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................TGTGAATGATTCATGTGCTTAA....................................................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AGTGCTTGTCTTATTCACAG.................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTGAATGATTCATGTGCTTATCCA.................................................................................... 25 3 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATAATTATAAATGTTCACTCACAACTAATTCACATACAGTGAATCAATGACACTTACTAAGTACACGAATATACTTATATTCGAACTCACGAACAGAATAAGTGTCAGTGAAAACTGTAACCCGACGTTAAAGAACGATACTAACAAGTAAGCAAAGA

************************************((((((...(((.(((((((((((..((.(((((((..............))))))).))..))))))))))).)))..))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060686

Argx9_0-
2h_embryos_total

GSM1528803

follicle
cells

M027

male
body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:4710382-

4710540 -
dvi_263 ATATTAAT-ATTTACAAGTGAGTGTTGATTAAGTGTATGT---CACTTAGTTACTGTGAATGATTCATGTGCTTATATGAATATAAGCTTGAGTGCTTGTCTTATTCACAGTCACTTTTGACATTGGGCTGCAATTTCTTGCT--ATGATTGTTCATTCGTTTCT

droMoj3 scaffold_6541:888875-
888922 -

ATATCTAT-ATATATAAAAGAGAGTTGTGTAAAAGTGTATTAGCA--------------------------------------------------------------------------------------------------------------------CTTA

droGri2 scaffold_15245:10313397-
10313451 -

ATTTGCAT-ATTTT------GGCATTAATTTAATGCAA-T---CAA-TATTTTCTTTGAATGA--------------------------------------------------------------------------------------------------TTTA

dp5 4_group2:705898-705921 + TTTCTC---------------------------------------------------------------------------------------------------------------------------------------------GCTCGTTCTCTCTCTTCG

droFic1 scf7180000453787:50834-
50883 +

TTGTTATTTGCCTG------CGCTT-------------------------------------------------------------------------------------------------------------TGACTTGCGATTTGATTGCGCATACGCCCCA

Generated: 09/08/2015 at 08:08 PM
crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:4710382-4710540
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:4710382-4710540
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_263.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6541:888875-888922
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15245:10313397-10313451
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=4_group2:705898-705921
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453787:50834-50883


ID:

dvi_12155

Coordinate:

scaffold_12963:15959569-15959627 -

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ20603-in]; CDS [Dvir\GJ20603-cds]; CDS [Dvir\GJ20603-cds]

Repeatable elements

Name Class Family Strand

(CAAT)n Simple_repeat Simple_repeat +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGGAAATCTGGAATGGTATCTCGACGGCGAACTAATCAGCGAGGGTCCAGGTAGGTGCACTGACTGATTGATTGATTGACTGGTCTTGATTGATCGTTCTTGCCCCTAGATGTTGAGCTAGAAACGAACAGCACGGAATACTCCTACACAAAGACCCTC

**************************************************.((((.(((..((.(((((((((((((....))))..))))))))).)).))).)))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

M047

female
body

V047

embryo

M028

head

SRR060681

Argx9_testes_total

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

V116

male
body

SRR060677

Argx9_ovaries_total

M027

male
body

SRR060676

9xArg_ovaries_total

M061

embryo

V053

head

SRR060670

9_testes_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060664

9_males_carcasses_total

SRR060656

9x160_ovaries_total

SRR060657

140_testes_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060655

9x160_testes_total

SRR060674

9x140_ovaries_total

SRR060680

Â 9xArg_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060683

160_testes_total

SRR060688

160_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060689

160x9_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106720

embryo_8-
10h

SRR1106723

embryo_12-
14h

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060668

160x9_males_carcasses_total

........................................................................................ATTGATCGTTCTTGCCCCTAGT................................................. 22 1 1 298.00 298 68 53 57 38 23 10 2 0 4 4 1 0 6 3 3 3 0 2 0 1 1 1 5 0 2 0 1 0 0 1 0 0 0 0 2 0 0 2 1 0 0 0 0 0 2 0 0 1 0 0 1 0

..................................................GTAGGTGCACTGACTGATTGATTG..................................................................................... 24 0 1 211.00 211 43 26 32 17 16 10 6 18 0 4 7 5 1 2 2 0 2 0 2 1 2 1 1 2 0 1 0 1 1 0 0 1 2 0 0 0 1 1 0 0 0 1 0 1 0 0 1 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGA........................................................................................ 21 0 1 129.00 129 20 8 6 14 3 4 17 4 1 6 5 8 1 7 1 3 2 2 1 1 0 0 0 2 1 0 2 0 0 1 4 0 1 0 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTAG.................................................. 21 0 1 86.00 86 16 12 15 15 5 8 0 0 7 0 2 0 1 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATT...................................................................................... 23 0 1 65.00 65 6 8 4 11 5 10 1 1 2 1 3 2 1 1 1 1 1 0 0 0 0 0 0 1 0 1 1 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTAGA................................................. 22 0 1 30.00 30 5 9 5 1 3 3 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGAT....................................................................................... 22 0 1 30.00 30 2 1 1 8 0 9 1 0 0 2 2 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTG......................................................................................... 20 0 1 29.00 29 1 1 0 2 0 0 2 2 6 2 1 3 0 1 2 1 0 0 0 1 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGT................................................. 21 1 1 16.00 16 4 0 0 1 0 0 3 0 0 1 0 0 1 0 0 0 0 0 2 0 0 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGTC................................................ 22 2 1 8.00 8 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATT.......................................................................................... 19 0 1 7.00 7 0 0 0 0 0 0 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGAT........................................................................................... 18 0 1 7.00 7 1 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAG.................................................. 20 0 1 6.00 6 0 1 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGGTGCACTGACTGATTGATTG..................................................................................... 23 0 1 6.00 6 1 0 0 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTGAT................................................................................... 26 0 1 5.00 5 0 0 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTAGTA................................................ 23 2 1 4.00 4 0 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGAA................................................ 22 1 1 4.00 4 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTAGTC................................................ 23 2 1 4.00 4 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTGATTGATCGTTCTTGCC....................................................... 19 0 1 4.00 4 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGA................................................. 21 0 1 4.00 4 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTGATTGATCGTTCTTGCCC...................................................... 21 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTC..................................................................................... 24 1 1 3.00 3 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATC...................................................................................... 23 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTGATTGATCGTTCTTGCCCCTAG.................................................. 24 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTGATT.................................................................................. 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGCACTGACTGATTGATTGATTGAC............................................................................... 25 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTGA.................................................................................... 25 0 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTGT.................................................................................... 25 1 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTGATTGATCGTTCTTGCCC...................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGATTGATCGTTCTTGCCCCTAG.................................................. 23 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTT..................................................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGGTGCACTGACTGATTGAT....................................................................................... 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAGGTGCACTGACTGATT.......................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGATTGATCGTTCTTGCCC...................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TGATTGACTGGTCTTGAT..................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGATCGTTCTTGCCCCTAGA................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTGATTGATCGTTCTTG......................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGC........................................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCC..................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CTGATTGATTGATTGACTGGTC.......................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................GTCTTGATTGATCGTTCTTGCCCCTAG.................................................. 27 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTGATTGATTGACTGGTCTTGATTGATCGTTCTTGCCCC..................................................... 39 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGAAA............................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TGGTCTTGATTGATCGTTCTTGCC....................................................... 24 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTA................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGATTGATCGTTCTTGCC....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGATCGTTCTTGCCCCTAGTC................................................ 21 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGATTGATTGTC................................................................................... 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTA................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTGATTGATCGTTCTTGCCCCTAG.................................................. 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGAGA............................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTGATCGTTCTTGCCCCTAGC................................................. 21 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TCTTGATTGATCGTTCTTGCCC...................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

...................................................TAGGTGCACTGACTGATTGA........................................................................................ 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTGATTGATCGTTCTTGCCCC..................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTGATCGTTCTTGCCCCTAGAA................................................ 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TTGACTGGTCTTGATTGA.................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TGATTGATTGACTGGTCTTGAT..................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGGTGCACTGACTGACC.......................................................................................... 19 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................CACTGACTGATTGATTGATTGACTG............................................................................. 25 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACCTTTAGACCTTACCATAGAGCTGCCGCTTGATTAGTCGCTCCCAGGTCCATCCACGTGACTGACTAACTAACTAACTGACCAGAACTAACTAGCAAGAACGGGGATCTACAACTCGATCTTTGCTTGTCGTGCCTTATGAGGATGTGTTTCTGGGAG

**************************************************.((((.(((..((.(((((((((((((....))))..))))))))).)).))).)))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head
SRR2096060

Ovary_Min_193

M027

male
body

V053

head
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:15959519-

15959677 -
dvi_12155 TGGAAATCTGGAATGGTATCTCGACGGCGAACTAATC-AGCGAGGGTCCAGGTAGGTGCA--------CTGACTGATT--------------------G------ATTGATTG--AC--------T------G----------GT---------------CTTG---------A-TTGATCGTTCTTGCCCCTAGATGTTGAGCTAGAAACGAACAGCACGGAATACTCCTACACAAAGACCCTC-

droMoj3 scaffold_6500:5403727-
5403893 -

TGGCAATCTGGAATGGTATCACGATGGAGAACAAGTG-GTCGCCAGTCCTGGTAAGTGAT-TTTCGTACAGCATTAAT--------------------T------GATTGATT--GA--------T------T-GTC-TA---AC---------------TG-----ATTGTGA---------ATCATCTTTAAGGTATTGAGGTGGAGATGAACACCACGGAATATTCGTATACGAAGACACTG-

droGri2 scaffold_15252:13391324-
13391482 -

TGCCAATCTGGAGTGGTATCACAATGGTGTACTGATTAACGGTATGCGAGTGATTGAT-----------TGACTGATT--------------------G------ATTGAATG--A------CAGTAAT---------AAGGAA--------------------TTT------T-CC-----CTTACATTTGCAGATATCCAAATGGGGAGCAACAGCACAGATTATACGTATACAAAGACACTC-

droWil2 scf2_1100000004516:533018-
533184 +

TGGAAATCTTTTATGGTACCAAAACGGACAACCCATC-TCAGAAACTGATGGTAAATTTC-ATAT-CATTAAAGTCT------AATAGTAA--------TCT-C-----------------------AAGTA-----------AT---------------TTAAAT-AT----T-TC-----GCATCTTTTTTAGATCTCAAAATTACAGAATCCACTACGAAATATTCGTATAAGAGCACCATT-

dp5 4_group3:3955430-3955589 + TGGCACTCTCACATGGTATCACAATGGAGAGGAAGTG-GAAGCATCGGAGGGTAAGCGGC-ACTC-AACAGACCTCTC--------------------T------GCTGAATC--CC--------T------A----------AT---------------ATCA---------C-CT-----GTTCCTCCCACAGCTCTTCTGATACAGACCAGCCACAGTGACTACTCCTACAAGAGTACTTTG-
droPer2 scaffold_1:5438766-5438925

+
TGGCACTCTCACATGGTATCACAATGGAGAGGAAGTG-GAAGCATCGGAGGGTAAGCGGC-ACTC-AACAGACCTCTC--------------------T------GCTGAATC--CC--------T------A----------AT---------------ATCA---------C-CT-----GTTCCTCCCACAGCTCTTCTGATACAGACCAGCCACAGTGACTACTCCTACAAGAGTACTTTG-

droAna3 scaffold_12916:6040442-
6040596 +

TGGCGATCTCAAGTGGTATCACGACGGCGAAGAGCTG-GTCGAATCCGATGGTAAATTGT-C---G---AGGGAGTTC--------------------T------ATTATATT--CA--------G------A----------AT---------------CTTA---------A-GT-----ATCACTATTGCAGATGTTAAAATTATAAGGACTGTGAGTCAGTATTCCCACAAGAGCACTGTC-

droBip1 scf7180000396568:797201-
797366 -

TGGCAATCTTCAGTGGTATCACGACGGCGAGGAGCTG-ATCGAATCGGATGGTAAATTAATA---G---ATGAATTAA--------------------GATT-CAA-----T-----ATAGA---------------------ATCTTACGTAAT-----TTGA---------TG-C-----TTAAATCTTGCAGACGTTAAAATCATAAGGACTGAAAGTCAGTATTCCTACAAAAGCACTGTC-

droKik1 scf7180000302570:444217-
444379 -

CGACAAACTGAGGTGGCTTCACGATGGCGTGGAGCTG-GAGGCAGATGAGCGTAAGATTT-TCAC-TACAAGGTATTC--------------------C------AATGTTTA--CG--------A------A----------AT---------------TTAATTT------A-TT-----TTTACCTTTCCAGGTGTCACGATTGAAACCAGCAAAACGGAGTACTCCTACAAGAGTACCGTG-

droFic1 scf7180000453925:913314-
913497 -

TGGAAACCTCAGCTGGCTCCACAATGGCGAGGCGTTG-GAGGAGTCTGATAGTGAGTAGT-ATAC-A-----GCTTTCTAAAA--------AATATACT---CT---TAAATG--TG--------C------A----------ATACAACATGAATTAATTG--TTT------A-TA-----TTTGCATTCACAGATGTTCGAATTGAAACGAATCGTACCGAGTACTCCTACAAGAGCACAGTGC

droEle1 scf7180000491338:678303-
678372 +

TT---------AATGG----------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTTTCCTCACAGATGTTCTAATTGACACCAGTCATACTGATTACTCCTACAAGAGCACTGTG-

droRho1 scf7180000779492:990-1161
+

CGGCAATCTCAAATGGCTTCATGATGGCGAGACATTG-GAGGAGTCCAAAGGTATATAGATC---G---AG--------------------GATATATT---TT---TAGGG-----ATTTATTAAACTATA-----------AT-----------TAATTCAACATA--------T-----TTCAAATCCACAGGTGTTATTATTGAAAACAGTAATACCAATTTCTCCTACAAGAGCACTCTG-

droBia1 scf7180000301500:458108-
458268 +

TGGCAATCTGCAATGGCTCCTCAACGGCGAGGATTTA-AAGGAAACCGAACGTAAGCCGT-T---G-----------------CTAAATTC--------ATT-ATT-----T-----ATTTATTGTAAT--------------AT---------------CTCA---------TATA-----CTTTTGCCCTCAGTTGTCCGAACTGAAACCAGTCCTACCAACTACTCCTACAGGAGCACCATA-

droTak1 scf7180000415667:654561-
654722 -

CAGCAATCTTGTGTGGCTCCTCAATGGCACTGATTTG-GAGGAGTCCGAACGTAAAACAT-T--TA-TAAAACTC------------------------ATT-T-TATGAGTC--T-----A---T------T-TTTTTAAAAAT---------------TTCA---------A-A----------TATTTTCAGTTGTTCAAATCGAGACTAGTCGCACCAAGTACTCCTACAAGAGCACTATA-

droEug1 scf7180000409461:222036-
222207 -

TGGAAATCTTAAATGGTTCATTAATGGCGAGGCTTTG-GAGGAGTCCAAACGTAAGATAC-TTTT-CACTAATA-----------------GTTATTAT---TT---TAGCGGCTT-----A---A------ACTTT-GAAT------------------TA--CTT------T-CA-----ACTTATTCCTCAGAGGTTTCAATCGAAACTAGCCAAACCGACTACTCCTACAAAAGCACTGTG-

dm3 chr2L:8224993-8225155 - TGGAAATCTTAAATGGTTCATCAATGGAGAGGATTTG-AAGGAGTCGGATTGTAAGAGTC-T---------------------CTAAGTGC--------TTT-CTG-----T-----ACATACTGTTCTATA-----------AT---------------TTTA---------TGCA-----ATTTCCCACACAGCGGTTCACATTGAGACCAGCCATACCAAGTACTCCTACAAGAGCACTGTA-
droSim2 2l:7952935-7953097 - dsi_3288 TGGAAATCTTAAATGGTTCATCAATGGAGAAAATTTG-AAGGAGTCAGATTGTAAGAGTC-T---------------------CTAAGTGC--------TTT-CCG-----T-----GCGTGCTGTTATATA-----------AT---------------TTAA---------AACA-----ATTTTCCACACAGTGGTTCGCATTGAGACCAGCCATACCAAGTACTCCTACAAGAGCACTGTA-
droSec2 scaffold_3:3722159-3722321

-
TGGAAACCTTAAATGGTTCATCAATGGAGAGGATTTG-AAGGAGTCAGATTGTAAGAGTC-T---------------------CTAAGTGC--------TTT-CGG-----T-----GCGTGCTGTTATATA-----------AT---------------TTAA---------AACA-----ATTTCCCACACAGTGGTTCGCATTGAGACCAGCCATACCAAGTACTCGTACAAGAGCACTGTA-

droYak3 2L:10857793-10857956 - TGGAAATCTTAAGTGGTTCCTTAATGGAGAGGACTTG-AAGGAGTCGGAACGTAAGAGTC-TTTG-AA-------------------GTGC--------ATT-CTG-----T-----TTGTCCTGTTCCTTTA----------TT---------------TTAA---------A-AC-----ATTTTCTCCACAGTGGTTCGCATTGAGACCAACCATACCAAGTACTCCTACAAGAGCACTGTG-
droEre2 scaffold_4929:17133238-

17133389 -
TGGAAACCTAAAATGGTTCATTAATGGAGAGGACTTG-AAGGAGTCAGAACGTAAGTGC----------------------------------------TTT-CTA-----C-----ATGTGCAGTTCCTTA-----------AT---------------ATTG---------A-CC-----ATCTGCTCCCCAGTGCTGCGCATTGAGACCAGCCATACCAAGTACTCCTACAAGAGCACTGTA-
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ID:

dvi_17904

Coordinate:

scaffold_13049:1777306-1777360 -

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12590-in]; CDS [Dvir\GJ12590-cds]; CDS [Dvir\GJ12590-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GCCGCTGCCAAAGGACGAGCACAACTACACCGAGCCCAAATACTATCTGGGTAAGTGGGCCGCAAGTTGAAACCCAGACTTTTATACTTGAACCCCACTTCACAGGCGACCTAATACCGGGCACCTATTGCTCGCGCATCTTCAGCGATTGCGAC
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head
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head
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SRR060667
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body

SRR060672
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M061
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SRR060666
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adult body

SRR2096056

Ovary_Min_46

SRR060679

140x9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060677

Argx9_ovaries_total

SRR060658

140_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060673

9_ovaries_total

..................................................................................TATACTTGAACCCCACTTCACA................................................... 22 0 1 38.00 38 10 1 8 5 3 2 2 2 2 0 2 0 0 0 0 1 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTCAC.................................................... 21 0 1 36.00 36 8 4 6 7 0 3 2 1 1 1 1 2 0 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTCA..................................................... 20 0 1 34.00 34 15 3 2 1 7 2 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTCACAG.................................................. 23 0 1 14.00 14 5 0 3 2 0 0 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTCA..................................................... 21 0 1 9.00 9 1 2 1 2 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTCACAGT................................................. 24 1 1 8.00 8 0 2 2 0 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACCCC........................................................... 25 0 1 8.00 8 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTCAC.................................................... 22 0 1 7.00 7 1 0 0 1 0 1 0 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACCC............................................................ 24 0 1 5.00 5 0 3 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACCCCA.......................................................... 26 0 1 5.00 5 0 3 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACCCCACT........................................................ 28 0 1 5.00 5 0 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTCACA................................................... 23 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTCACAG.................................................. 24 0 1 2.00 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTC...................................................... 19 0 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACC............................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTT....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ATACTTGAACCCCACTTCACA................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTCACAA.................................................. 24 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ACCCAGACTTTTATACTTGAACCCCAC......................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ATACTTGAACCCCACTTCACAGT................................................. 23 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGGCCGCAAGTTGA..................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................................................TATACTTGAACCCCACTTCC..................................................... 20 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTATACTTGAACCCCACTTC...................................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CCCAGACTTTTATACTTGAACCCCA.......................................................... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TACTTGAACCCCACTTCACAG.................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGGCGACGGTTTCCTGCTCGTGTTGATGTGGCTCGGGTTTATGATAGACCCATTCACCCGGCGTTCAACTTTGGGTCTGAAAATATGAACTTGGGGTGAAGTGTCCGCTGGATTATGGCCCGTGGATAACGAGCGCGTAGAAGTCGCTAACGCTG
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SRR060664
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body

....................................................................................................................GGCCCGTGGATAACGAGCGCGTAGAA............. 26 0 1 1.00 1 1 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_13049:1777256-

1777410 -
dvi_17904 GCCGCTGCCAAAGGACGAGCACAACTACACCGAGCCCAAATACTATCTGGGTAAGTG-GG------------------------------------------C---CG---CA------------------AGTTGAAACCCA------G---AC---------------T---TTTATACTTG----------------------A----------ACCCCAC-TTCACAGGCGACCTAATACCGGGCACCTATTGCTCGCGCATCTTCAGCGATTGCGAC

droMoj3 scaffold_6654:2055092-
2055252 +

GCCGCTGCCCAAGGACGAGCACAACTACACAGAACCCAAATATTATCTGGGTAAGCG-GA------------------------------------------T---T----------------------------------------TTGA-----------------------ATCACATCTCTCAAGTCTCCTCGCTTATATCGAAATC------TT------CTTTCAGGTGATCTTATACCAGGCACCTACTGCTCGCGCATCTTTAGCGACTGCGAC

droGri2 scaffold_15110:2847861-
2847917 -

GCCGCTGCCCAAGGACGAGCACAACTACACTGAACCCAAATACTATCTGGGTGCGT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G

droWil2 scf2_1100000004762:5597924-
5598085 +

ACCATTGATCAAGGATGAACTTAATTACACCGAACCGAAATATTATTTGGGTAAGCTCGA------------------------------------------T---T----------------------------------------TAGAAACTCGTAAATTTTATGTAT---TCTATATTCG----------------------T----------ATTCCTTTGGTTTAGGTGATCTCATTCCTGGCACATATTGCTCACGCATATTCAGTGATTGCGAC

dp5 XR_group6:1295242-1295407 + dps_22 GTCGCTGGCCAAGGACGAGCAGAACTACACCGAGCCCAAGTACTATCTGGGTATGT------------------------------------------------------------------------------------TGCAAGAGAGAATAGTGTTGGCTCGATCCACCGGATAACATCTC----------------------T----------CTCTTTGACACACAGGGGATCTCATTCCGGGCACTTACTGCTCGAGGATCTTTAGTGACTGCGAC
droPer2 scaffold_12:1984752-1984917

+
dpe_77 GTCGCTGGCCAAGGACGAGCAGAACTACACCGAGCCCAAGTACTATCTGGGTATGT------------------------------------------------------------------------------------TGCAAGAGAGAATAGTGTTGGCTCGATCCACCGGATAACATCTC----------------------T----------CTCTTTGACACACAGGGGATCTCATTCCGGGCACTTACTGCTCGAGGATCTTCAGTGACTGCGAC

droAna3 scaffold_13337:8836599-
8836775 +

GTCGCTGGCGAAGGACGAGCAAAACTACACTGAGCCCAAATACTATCTAGGTGAGTCTCA------------------------------------------T---A----CAGCTCTCAACAACTCATTAAGTACAATTTGC------A---AGTGTTTG-------------------TCTG----------------------A----TTCTGAC-TCTGA-TTCGCAGGTGACCTTATTCCGGGGACCTACTGCTCCAGGATCTTCAGCGACTGCGAC

droBip1 scf7180000396541:978415-
978592 +

GTCGCTGGCGAAGGACGAACAGAACTACACTGAGCCCAAATACTACCTGGGTGAGTGTTGC-----------------------------------------TTCCA-GAA---CTCTTAACAACTCATTAAGTACCATTTGC------G---AG---------------T---GTCACATCTG----------------------T----------TTGTCTGATTCGCAGGTGACCTTATTCCGGGGACCTACTGCTCCAGGATCTTCAGCGACTGCGAC

droKik1 scf7180000302697:523801-
524022 -

GTCGCTGGCCAAGGACGAGCAGAACTACACGGAGCCCAAATACTATCTAGGTGGGATATACATTTACACACAATATTTCTAAATGAAATTTTCTAATTAAATTTTGA-GAACACTTTTTAAGGACTCATTAAATATAATTCTT------G---GC---------------T---GTGACATCTG----------------------T----------TTCCCGCATTCACAGGTGACCTCATACCCGGGACCTACTGCTCGAGGATCTTTAGCGACTGCGAC

droFic1 scf7180000453819:101264-
101346 -

CCTG-----------------------------------------------------------------------------------------------------------------------------------------------------GC---------------T---GTGACATCTG----------------------T----------TTCTCGCATTCGCAGGTGACCTTATACCCGGAACGTACTGCTCGAGGATCTTCAGCGACTGCGAC

droEle1 scf7180000491193:2529573-
2529628 +

GTCACTGGCCAAGGACGAGCAAAACTACACGGAGCCCAAATACTATTTGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000779741:122578-
122633 -

GTCTCTGGCCAAGGACGAGCAAAACTACACGGAGCCCAAATACTATTTGGGTAAGT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000302193:5201466-
5201558 +

A----------------------------------------------------------------------------------------------------------------------------------AATATAAGTTCT------G---GC---------------T---GTGACATCTG----------------------C----------TTCTCGCATTCGCAGGTGACCTCATCCCCGGAACGTACTGCTCCAGGATTTTCAGCGACTGCGAC

droTak1 scf7180000415664:66576-
66632 +

T---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TCGCAGGTGACCTTATACCCGGAACGTATTGCTCCAGGATCTTCAGCGACTGCGAC

droEug1 scf7180000409711:5150749-
5150804 +

GTCACTGGCCAAGGACGACCAGAACTATACGGAGCCCAAATACTATCTGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

dm3 chr3L:20847238-20847316 - GACT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTGACATCTG----------------------C----------CTTCCGC-TTTCCAGGTGACCTCATACCCGGAACGTACTGCTCCAGGATCTTCAGCGACTGCGAC
droSim2 3l:20405335-20405413 - GGCT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTGACATCTG----------------------C----------CTTTCGC-TTTCCAGGTGACCTCATACCCGGAACGTACTGCTCCAGGATCTTCAGCGACTGCGAC
droSec2 scaffold_11:742956-743034 - GGCT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTGACATCTG----------------------C----------CTTCCGC-TTTCCAGGTGACCTCATTCCCGGAACGTACTGCTCCAGGATCTTCAGCGACTGCGAC
droYak3 v2_chr3L_random_258:7008-

7086 -
GGCT--------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTGACACCTG----------------------C----------TTTCCGC-TTTGCAGGTGACCTCATACCCGGAACGTATTGCTCCAGGATCTTCAGCGACTGCGAC

droEre2 scaffold_4784:20534177-
20534248 -

ACA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TCTG----------------------C----------TTCCCGC-CTTGCAGGTGACCTCATACCCGGAACATATTGCTCCAGGATCTTCAGCGACTGCGAC
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GACTATGCAGATACCCTAGGGTTAACTGTGTCTACGAAGCAGATACCCTAAAAAGCCCAGCGAAGAGCTGCCCTGAATCTGACGGCATTTCCGCGCTGGATTTTATAGGGTATCTACTAGTCGAGCACGTTCCCTTTGTACACACGTATAAACAAGAGT

***********************************..((.((((((((((.((((.((((((..(((.((((...........)))).)))..)))))).)))).)))))))))).))....*************************************
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SRR060658

140_ovaries_total
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SRR060660
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body

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total
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head

SRR060656

9x160_ovaries_total

SRR060675

140x9_ovaries_total

SRR1106730

embryo_16-
30h

SRR060670

9_testes_total

SRR1106724

embryo_12-
14h
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larvae

SRR060665

9_females_carcasses_total

..................................................AAAAGCCCAGCGAAGAGCTGCC....................................................................................... 22 0 1 138.00 138 38 15 10 3 11 8 6 7 5 5 3 5 4 3 3 2 3 1 3 0 1 1 0 1 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTGC........................................................................................ 21 0 1 81.00 81 21 3 6 6 2 3 6 5 4 4 5 4 2 1 1 2 0 2 1 0 1 0 1 0 0 0 1 0 0 0 0 0

.................................................AAAAAGCCCAGCGAAGAGCTGC........................................................................................ 22 0 1 8.00 8 1 0 0 0 0 1 0 0 0 1 0 2 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTG......................................................................................... 20 0 1 8.00 8 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTGCCT...................................................................................... 23 1 1 6.00 6 2 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AAAAAGCCCAGCGAAGAGCTGCC....................................................................................... 23 0 1 4.00 4 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATTTCCGCGCTGGATTTTATA.................................................... 22 0 1 4.00 4 0 1 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGC........................................................................................... 18 0 1 3.00 3 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.................................................AAAAAGCCCAGCGAAGAGCTG......................................................................................... 21 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTGCCC...................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGCCCAGCGAAGAGCTGCCT...................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATTTCCGCGCTGGATTTTATAG................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATTTCCGCGCTGGATTTTAT..................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AAAAAGCCCAGCGAAGAGCT.......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTGT........................................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATTTCCGCGCTGGATTTT....................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTGCT....................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAAGCCCAGCGAAGAGCTC......................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTTCCGCGCTGGATTTTAT..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAAGCCCAGCGAAGAGCTGCC....................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGATACGTCTATGGGATCCCAATTGACACAGATGCTTCGTCTATGGGATTTTTCGGGTCGCTTCTCGACGGGACTTAGACTGCCGTAAAGGCGCGACCTAAAATATCCCATAGATGATCAGCTCGTGCAAGGGAAACATGTGTGCATATTTGTTCTCA

*************************************..((.((((((((((.((((.((((((..(((.((((...........)))).)))..)))))).)))).)))))))))).))....***********************************
Read
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Norm Total

SRR060659

Argentina_testes_total

SRR060681

Argx9_testes_total

V116

male
body

SRR2096081

embryo_0-2h
from 15to16
day old
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mothers

SRR2096055

Ovary_Min_43

M027

male
body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

...................................................................................CCGTAAAGGCGCGACCTAAAAT...................................................... 22 0 1 2.00 2 1 0 1 0 0 0 0

...........................................................................................................CCCATAGATGATCAGCTCGT................................ 20 0 11 0.18 2 0 0 0 0 2 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:363322-363480

-
dvi_376 GACTATGCAGATACCCTAGGGTTAACTGTGTCTACGAAGCAGATACCCTAAAAAGCCCAGCGAAGAGCTGCCCTGAATC--------TGACGGCATTTCCGCGCTGGATTTTATAGGGTATCTACTAGTCGAGCACGTTCCCTTTGTACACACGTATAAACAAGAGT

droMoj3 scaffold_6473:12117712-
12117808 -

TAG-------------------------------------------TCGAAACTGCTCGACTAGGAAATGCCCTGAACCCTCTAAGCTGATATT---------------------------CTACTCGTTCTGCACTTCTTTTATGCACACACGCATACACACGCAC

droWil2 scf2_1100000004585:5488492-
5488521 +

T-----------------------------------------------------------------------------------------------------------------------------------------TTCCCCCGCACACACACACAAACAAACAT

droAna3 scaffold_13165:584292-584305
+

G---------------------------------------------------------------------------------------------------------------------------------------------------------TATAAATAACAGT

droRho1 scf7180000762910:14340-14401
+

AAA--------------------------------------------------TGGCAAACGAAAAAGTCCCTTCAACC--------TCACGACTTTTCCGCAATAAATTCTATTGTGTA-----------------------------------------------
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ATTGTGCTCGTACTGGCTCTTGGCGCTTAGATTGAATTAAGCCAGAATGCTCCGAGTTTGCCGCGGAGCAGTCGGTCGCAATATGTGTTCTGCTCCGTCGTAATCTCGGTAAATATATATATATATATATATATATGGCAAATGATAAAGATCCAAACTAA

***********************************..((............(((((..(((.(((((((((.....(((.....)))..))))))))).)))..)))))..............))************************************
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head
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Ovary_Min_46
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SRR2096055

Ovary_Min_43
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SRR060664
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9x160_testes_total

SRR060670

9_testes_total

SRR060671

9x160_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060689
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SRR060659
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SRR060658

140_ovaries_total

SRR060678

9x140_testes_total

SRR060665
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SRR060675

140x9_ovaries_total

SRR060683

160_testes_total

SRR060657

140_testes_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060680
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SRR060684

140x9_0-
2h_embryos_total
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........................................................................................TCTGCTCCGTCGTAATCTCGGT................................................... 22 0 1 225.00 225 14 24 21 16 13 8 6 12 4 5 4 6 8 8 3 3 4 4 3 6 5 4 2 5 3 0 1 4 1 4 2 5 5 0 1 1 2 3 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGG.................................................... 21 0 1 87.00 87 23 3 4 2 4 3 10 1 11 4 8 0 1 0 0 0 2 0 1 1 1 1 0 0 0 0 2 0 2 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGTT.................................................. 23 1 1 31.00 31 5 1 1 1 0 3 2 1 0 0 2 2 2 0 1 0 1 1 0 0 3 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0

............................................................................................CTCCGTCGTAATCTCGGTAAA................................................ 21 0 1 25.00 25 0 3 2 1 1 2 0 0 0 1 1 2 0 0 0 1 1 0 1 0 0 1 2 0 0 2 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCGAGTTTGCCGCGGAGCAG.......................................................................................... 21 0 1 19.00 19 0 0 0 0 0 2 0 1 0 1 0 0 1 1 1 0 0 1 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 2 0 0 1 0 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GCTCCGTCGTAATCTCGGTAAA................................................ 22 0 1 15.00 15 0 1 0 0 3 0 0 2 0 0 0 0 0 1 0 1 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCGAGTTTGCCGCGGAGCAGT......................................................................................... 22 0 1 15.00 15 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 3 0 0 0 0 1 0 2 0 0 1 3 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCCGTCGTAATCTCGGTAAAT............................................... 22 0 1 15.00 15 0 0 1 0 0 1 0 1 0 1 2 2 0 0 0 0 0 0 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCGGTA.................................................. 21 0 1 12.00 12 0 0 3 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 2 0 0 1 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCCGTCGTAATCTCGGTAA................................................. 20 0 1 11.00 11 0 1 0 0 0 0 1 0 0 0 0 0 0 2 1 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GCTCCGTCGTAATCTCGGTA.................................................. 20 0 1 10.00 10 1 0 2 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCCGTCGTAATCTCGGTA.................................................. 19 0 1 9.00 9 1 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTCTGCTCCGTCGTAATCTCGG.................................................... 22 0 1 9.00 9 1 1 2 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGA................................................... 22 1 1 8.00 8 0 0 0 0 3 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGTC.................................................. 23 1 1 8.00 8 0 5 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GCTCCGTCGTAATCTCGG.................................................... 18 0 1 7.00 7 0 2 0 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCG..................................................... 18 0 1 7.00 7 0 1 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GCTCCGTCGTAATCTCGGTAA................................................. 21 0 1 6.00 6 0 0 0 0 0 1 0 1 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCG..................................................... 20 0 1 6.00 6 3 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCGGTAA................................................. 22 0 1 6.00 6 0 0 0 0 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CTCCGTCGTAATCTCGGTAAAA............................................... 22 1 1 5.00 5 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCGAGTTTGCCGCGGAGC............................................................................................ 19 0 1 5.00 5 1 0 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCGGC................................................... 20 1 1 5.00 5 0 1 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CGAGTTTGCCGCGGAGCA........................................................................................... 18 0 1 4.00 4 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCGG.................................................... 19 0 1 4.00 4 0 0 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCGAGTTTGCCGCGGAGCA........................................................................................... 20 0 1 4.00 4 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCTCCGTCGTAATCTCGGT................................................... 20 0 1 4.00 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGC................................................... 22 1 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTCCGAGTTTGCCGCGGA.............................................................................................. 18 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGTA.................................................. 23 0 1 3.00 3 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGG................................................... 22 1 1 3.00 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TCCGTCGTAATCTCGGTAAAT............................................... 21 0 1 3.00 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTTCTGCTCCGTCGTAATCTCGGTA.................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCTCCGAGTTTGCCGCGGA.............................................................................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AGTCGGTCGCAATATGTGTTCTGC.................................................................... 24 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTGCTCCGTCGTAATCTCGGTT.................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCGGTCGCAATATGTGTTCTGCTCCG................................................................ 26 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTGCTCCGTCGTAATCTCGG.................................................... 20 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTCTGCTCCGTCGTAATCTCGGT................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTCCGAGTTTGCCGCGGTT............................................................................................. 19 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GTGTTCTGCTCCGTCGTA........................................................... 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCGAGTTTGCCGCGGAGCAG.......................................................................................... 20 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................AGAATGCTCCGAGTTTGCCGC................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCCGAGTTTGCCGCGGAGCAT.......................................................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CGGTCGCAATATGTGTTCTGCTCCGTCGTAATCTCGGTA.................................................. 39 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGA.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GTTCTGCTCCGTCGTAATCTCGGT................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTGCTCCGTCGTAATCTCGGTCC................................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATGCTCCGAGTTTGCCGCGGAGCAGTCGGT..................................................................................... 30 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................AGTTTGCCGCGGAGCAGTCGG...................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
ATTGTGCTCGTACTGGCTCTTGGCGCT...................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................AGAATGCTCCGAGTTTGCCGCGGA.............................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................GTGTTCTGCTCCGTCGTAATCT....................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................TGTTCTGCTCCGTCGTAATC........................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................TATGTGTTCTGCTCCGTCGTAATCTCG..................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CTCCGAGTTTGCCGCGGAGCA........................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TCCGTCGTAATCTCGGTAAATA.............................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTAAATA.............................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................TTTGCCGCGGAGCAGTCGG...................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................CGGTCGCAATATGTGTTCTGCT................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTATC................................................ 22 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................TATGTGTTCTGCTCCGTCGTAAT......................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TTCTGCTCCGTCGTAATCTC...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................ATATGGCAAATGATAAAGATCC....... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CGAGTTTGCCGCGGAGCAG.......................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TTCTGCTCCGTCGTAATCTCGT.................................................... 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................GTTTGCCGCGGAGCAGTCGGTC.................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CTCCGAGTTTGCCGCGGAGCAG.......................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TGCTCCGTCGTAATCTCGGTAAA................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTAAAA............................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................ATCTCGGTAAATATATATA........................................ 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................GCTCCGAGTTTGCCGCGGAGCAG.......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TCTGCTCCGTCGTAATCT....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTAG................................................. 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................GATTGAATTAAGCCAGAATGCT.............................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CGAGTTTGCCGCGGAGCAGT......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GAGTTTGCCGCGGAGCAGT......................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................AGCAGTCGGTCGCAATATGTGTTCTG..................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
.................................GAATTAAGCCAGAATGCTCCGAG......................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................TTGAATTAAGCCAGAATGCTCCGAG......................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TCCGAGTTTGCCGCGGAGCAGTCGGTC.................................................................................... 27 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGCTCCGAGTTTGCCGCGGAGCA........................................................................................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TCCGTCGTAATCTCGGTAAAA............................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TCCGTCGTAATCTCGGTAAATT.............................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
..............................................ATGCTCCGAGTTTGCCGCGG............................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................ATATATGGCAAATGATAAAGAT......... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................AATATGTGTTCTGCTCCGT............................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTAATC............................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................GCTCCGTCGTAATCTCGGTC.................................................. 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TCCGTCGTAATCTCGGTAAA................................................ 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................ATGTGTTCTGCTCCGTCGTA........................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
.........................................................................................CTGCTCCGTCGTAATCTCGGT................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................GAGTTTGCCGCGGAGCAGTC........................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................................GTAAATATATATATATATATATA.............................. 23 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAACACGAGCATGACCGAGAACCGCGAATCTAACTTAATTCGGTCTTACGAGGCTCAAACGGCGCCTCGTCAGCCAGCGTTATACACAAGACGAGGCAGCATTAGAGCCATTTATATATATATATATATATATATACCGTTTACTATTTCTAGGTTTGATT

************************************..((............(((((..(((.(((((((((.....(((.....)))..))))))))).)))..)))))..............))***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head
SRR2096014

Ovary_Strain_160_oxidized

GSM1528803

follicle
cells

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total
SRR2096059

Ovary_Min_164
....................................................................GTCAGCCAGCGTTATACACA......................................................................... 20 0 1 3.00 3 3 0 0 0 0 0 0 0
............................................................................................GAGGCAGCATTAGAGCCATTTATA............................................. 24 0 1 1.00 1 0 0 0 0 0 0 1 0
..........................................GTCTTACGAGGCTCAAACGGCGC................................................................................................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0
.........................................................................................................................................CGTTTACTATTTCTAGGTTTG... 21 0 1 1.00 1 0 1 0 0 0 0 0 0
...........................................................CGGCGCCTCGTCAGCCAGCGT................................................................................. 21 0 1 1.00 1 0 0 0 0 0 1 0 0
..............................TAACTTAATTCGGTCTTACGAGG............................................................................................................ 23 0 1 1.00 1 0 0 0 1 0 0 0 0
......................................TTCGGTCTTACGAGGCTCAA....................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 1
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:12108102-

12108262 +
dvi_322 ATTGT--GCTC------------------GTAC-------TGGCTCTTGGCGCTTAGATTGAATTAAGCCAGAATGCTCCGAGTTTGCCGCGGAGCAGTCGGTCGCAATAT-------G-------------------TGTTCTGCTCCGTCGT----------------------------------------------------------------------A----------------------ATCTCGGTAAATATATATATATATATATATATATG-----------GCA----AATGATAAAG-ATCCAAACT--AA-

droMoj3 scaffold_6496:14768268-
14768417 +

ATTGT--GCTT-CTT--------------GCAC-------TGGCACTTGGCGCTAAGATTCAATTGAGCCAGAATGCTCCGACTTTGCCGCGGAGCAGTCGGTCGCAATAT-------G-------------------TGTTCTGCTCCGTCGTAGCCTCAAT-------------------------------------------------------------A----------------------A----CGTTAATA--------------CGCAGATG-----------ATA----T-----ACAA-ATCCAAACT--AA-

droGri2 scaffold_15245:11833773-
11833973 -

ACTGC--GACT-----------------AA----------GGAGACTTGGCGCTTAGATTGGTTTGAACCAGAATGCTCAGACTTTGGCGCGGAGCAGTCGGTCGCAATT----TGTG--------------------TGTTCCGCTCCGTTGTTGCCTCGAAGAAGTTCAATACAAGAAAACAGAACGACAAACAGA--------------------------AAAACTAAAACAAAAATACTACTGCCAATTTTCCC------------------------------------------AAAAACTAAAATCTAAACA--AA-

droWil2 scf2_1100000004963:4616350-
4616481 +

GTTGT--TATT-----------------AATAT-------TGTTTCTTGT--------------------------------------TGCTG---T------------------------------------------------------------TTTAATGACATTTTACAATAAAATACTTTAATTTTGTTATTACAAATATACATATAGATTGGTTCATA----------------------ATATATGTATGTATATATATATATATATATATA-------------------------------------------T-

dp5 XL_group1a:4008190-4008242
-

TA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TATATATATATATATATATATATATG-----------ATA----TGGGAGCTAGACTCTAAGCT--AT-

droPer2 scaffold_40:432832-432906 + TTCTA--CTCC---------------------------------------------------------------------------------GACCAA----------------------------------ATACAA-------------------------------------------------------------------------------------------------------------A-----TCATACATACATATATATATGTATATATA-----------GTA----TATAGCATAT-ATATATATT--GA-
droAna3 scaffold_13417:2620964-

2621037 -
TCTTA--ATAT-----------------------------------------------------------------------------------------------------------TAGTTTTGTTCGGCGATAGA-------------------AT---------------------------------------------------------CGG-----------------------------TTG--ATATATATATAGTTATTGAGATATATATA-----------GT---------------------TATT--GA-

droBip1 scf7180000396740:541079-
541138 +

CG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATATATATATACATATATATACACATACA-----------CCAAGTGTGAAAACCAAAAGTGTAACA--AA-

droKik1 scf7180000302469:978280-
978340 -

AATAT--GAGT-TTTAT-----------------------------------------------TAA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TCAAATATACATATATATATATATATATA-----------GTA----TATAGT----------ATAT--AT-

droFic1 scf7180000454077:201782-
201885 -

ATTAA--GCCT-----------------AGTAC---------------------------------------------CCAGCTTTGCCGCGC---TATCTGTCTCT------------------------------------------------------------CTTTACCACAC-ACACTCTATTTCTCAC-----------------------------A----------------------ATCTCAGTAAATATATATGCCTATATAT------A-----------ATA----T------------------A--TG-

droEle1 scf7180000491006:1758919-
1759013 +

AAATT--GATT-----------------------------------------------------TTAATTATAATTTTCCGTTTTTGCCGCTGACCAA----------------------------------AATTGA-------------------------------------------------------------------------------------------------------------ATTGTTTGAAATGTATATATGTATATATATATATGAAAAT-----------------------------GAAG--AA-

droRho1 scf7180000775110:2223-2261
-

TCGT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A----------------------ATTTTAAAATATATATATATATATACATATATA-------------------------------------------T-

droBia1 scf7180000302265:134136-
134184 -

TGTTC--TGCTCTTTAT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTCGAATAAATATATATATATATATATATATACG-------------------------------------------

droTak1 scf7180000415995:11638-
11711 -

CATAA--ATAC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AGTATACATATATGTATGTATATATGTACATACATAAGTA-TA-CATTGTATGC-ATGCATATTTTCA-

droEug1 scf7180000409509:1050121-
1050184 -

ATTCG--TTTT----------------------------------------------------------------------------TTGTGGAGTCGTGGA--------------------------------------------------------------------------------------------------------------------------------------------------TTTCTCTATATATATATATATATATTTGTTTATG-----------CCG--------------------------AAT

dm3 chrU:10037675-10037779 - TATAT--GCATATATGTAGCATATGTATATATGTATCTAT---------------------------------GTATATATGTATATATGTATATATGTATATATGTATA-TACTGTA--------------------T--------------------------------------------------------------------------------------------------------------------------------------------A--------------------TACTGTATAT-ATGTATACT--CT-
droSim2 x:4704602-4704650 - CA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATATATATCTATATATATATATATA-----------ACTAGCAA-------AAGAACAAGCCA--AA-
droSec2 scaffold_8:2277472-2277534

+
AATAT--GCGA-TTTGT---------------------------------------------------------------------------------------------------------------------------------T-------------------------------------TCAATTTT-------------------------------------------------------GTTTATGTATGTATATATTAATATGTATATAAAT-----------------------------------TGCT--AA-

droYak3 X:13584136-13584203 + GCAATCCCGCGCGAT-------ATCTGTAGATCCCCTGGC---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATAGTGGTATATATATCTATATATGTATATATATG-------------------------------------------
droEre2 scaffold_4845:2266736-

2266807 +
TATGT--CTTA-----------------AAATCCGTATGT----------------------------------------------------------------------------------------------------------A-------------------------------------T---------------------------------------A----------------------ATTTTGGTAAATATATTGACGTATACATATATGTAAAAAC-----------------GT----------TTAC--AC-
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302469:978280-978340
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454077:201782-201885
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491006:1758919-1759013
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000775110:2223-2261
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302265:134136-134184
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ID:

dvi_65
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scaffold_13049:14445201-14445272 +
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intergenic
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGAAAGATCGATGGAAAGTGTGTGGATATGTGTAGGTGCTATGAACTCAACAATACAGCTGTGGAGCTAGCTGTGAAGCATTAGCTTGGATTGTCGCCAGCTGGCTTCACAGCTATGTTGTAGGGTTCCCAGCTTGGTTCTTTATTGATAATTTGGCCAATTGCTTTGTCGA

***********************************..(((..((((((.((((((.(((((((((((((((((((((((....))).......))).))))))))))))))))).)))))).))))))..)))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

M027

male
body

V053

head

M047

female
body

SRR060672

9x160_females_carcasses_total

SRR1106729

mixed
whole
adult body

V116

male
body

SRR2096059

Ovary_Min_164

SRR060669

160x9_females_carcasses_total
SRR2096057

Ovary_Min_50

SRR060670

9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR060667

160_females_carcasses_total

M061

embryo

SRR060655

9x160_testes_total

SRR060666

160_males_carcasses_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060656

9x160_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060681

Argx9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106727

larvae
SRR2096055

Ovary_Min_43

V047

embryo

SRR060657

140_testes_total

..................................................CAATACAGCTGTGGAGCTAGC..................................................................................................... 21 0 1 308.00 308 191 68 10 3 1 8 1 1 2 5 2 0 0 2 3 0 1 1 1 1 0 0 0 1 0 0 1 1 0 0 1 1 0 0 0 0 0 1 1 0 0

..................................................CAATACAGCTGTGGAGCTAGCT.................................................................................................... 22 0 1 132.00 132 62 20 3 16 3 0 3 3 3 0 2 3 2 1 0 1 0 2 0 0 1 0 2 0 0 0 1 1 1 0 0 0 0 1 0 1 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGCTAGC..................................................................................................... 22 0 1 20.00 20 14 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAG...................................................................................................... 20 0 1 19.00 19 0 1 6 1 4 0 2 0 0 0 1 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCTT................................................................................................... 23 1 1 14.00 14 5 2 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCT........................................................................................................ 18 0 1 13.00 13 12 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCC.................................................................................................... 22 1 1 13.00 13 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGT..................................................................................................... 21 1 1 7.00 7 3 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATACAGCTGTGGAGCTAGCT.................................................................................................... 21 0 1 5.00 5 0 0 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCG.................................................................................................... 22 1 1 4.00 4 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGC......................................................................................................... 18 0 1 4.00 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAT...................................................................................................... 20 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTTT...................................................................................................... 20 2 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CTGGCTTCACAGCTATGTTGT................................................... 21 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGG..................................................................................................... 21 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCTTA.................................................................................................. 24 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATACAGCTGTGGAGCTAGCT.................................................................................................... 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCTA................................................................................................... 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGA..................................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTATT..................................................................................................... 21 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTT....................................................................................................... 19 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTA....................................................................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATACAGCTGTGGAGCTAG...................................................................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATACAGCTGTGGAGCTAGCTGG.................................................................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATACAGCTGTGGAGCTAGCTGT.................................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGCTAGT..................................................................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CTGGCTTCACAGCTATGTTGTA.................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGCT........................................................................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGCTAGCC.................................................................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTG....................................................................................................... 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATACAGCTGTGGAGCTAGC..................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACAATACAGCTGTGGAGCTTT...................................................................................................... 21 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATACAGCTGTGGAGCTAGC..................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCA.................................................................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTAGCTAAA................................................................................................. 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTTTT..................................................................................................... 21 3 4 0.50 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATACAGCTGTGGAGCTTAT..................................................................................................... 21 3 4 0.25 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACTTTCTAGCTACCTTTCACACACCTATACACATCCACGATACTTGAGTTGTTATGTCGACACCTCGATCGACACTTCGTAATCGAACCTAACAGCGGTCGACCGAAGTGTCGATACAACATCCCAAGGGTCGAACCAAGAAATAACTATTAAACCGGTTAACGAAACAGCT

************************************..(((..((((((.((((((.(((((((((((((((((((((((....))).......))).))))))))))))))))).)))))).))))))..)))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M027

male
body

SRR060655

9x160_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060660

Argentina_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060668

160x9_males_carcasses_total

...........................................TTGAGTTGTTATGTCGACACCTCGA........................................................................................................ 25 0 1 1.00 1 0 1 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:14445151-

14445322 +
dvi_65 TGAAAGATCGATGGAAAGTGTGTGGATATGTGTAGGTGCTATGAACTCAACAATACAGCTGTGGAGCTAGCTGTGAAGCATTAGCTTGGATTGTCGCCAGCTGGCTTCACAGCTATGTTGTAGGGTTCCCAGCTTGGTTCTTTATTGATAATTTGGCCA-----ATTGCTT------------------TGTCGA

droMoj3 scaffold_6680:12843568-
12843715 -

dmo_3130 --------------------------------------CTTTGAACTCAACAAGACAGCTGTGGAGCTAGATGCGAAGCATAAGCAC----TCGCTTGGCCTAGCCTCACACCTATTTTGCTGTGTTCCCAGCTCCGTT--TTATTATTAGCTT---CAACTTGTTTACTTTCTGATACAGCCTCAGTATGTAGT

droGri2 scaffold_15110:15768981-
15769101 -

ATACTTAT-----------------------GAGTGAACTTGGAATTTCAGAATATAGCTGAGCAGCTAGCA--------TA---------TCTCACAGCTTGGCTTCACAGCTATATTTTGATGTACCCGGTTCAC------------------------ATACTTGC----------ATTTTGATGATTGATA

droKik1 scf7180000302695:243564-
243564 +

--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A

droEug1 scf7180000409801:379716-
379716 -

--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6680:12843568-12843715
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_3130.html
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Show Alternate Folds
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TGTGTGTAAATGTACTTTCCTGATGTCAGGAATTGCAATTTCCTTGCTTAAGCGCTAAAAGTGCTCAGGCTCTAAAGTTATAAATAGAACTTGAGCACTTTTTGCGCTTGAGCAATGAATTGTATAACAGCATTTGATGGTCATGAGCACAGAACGGTATA

***********************************((((((..((((((((((((.(((((((((((((.((((..........)))).))))))))))))).)))))))))))).))))))...************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060676

9xArg_ovaries_total

SRR060673

9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060658

140_ovaries_total

SRR060688

160_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060689

160x9_testes_total

SRR060656

9x160_ovaries_total

SRR060655

9x160_testes_total

SRR060670

9_testes_total

SRR060654

160x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

M061

embryo

SRR060657

140_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060659

Argentina_testes_total

M047

female
body

SRR060660

Argentina_ovaries_total
SRR2096055

Ovary_Min_43

SRR060686

Argx9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR060664

9_males_carcasses_total

SRR060683

160_testes_total

SRR060663

160_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M027

male
body

SRR060662

9x160_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total
SRR2096060

Ovary_Min_193

V053

head
SRR2096059

Ovary_Min_164

SRR060666

160_males_carcasses_total

V047

embryo

........................................................................................ACTTGAGCACTTTTTGCGCTTG................................................... 22 0 1 286.00 286 38 26 22 15 14 13 15 14 8 11 10 11 9 8 8 8 4 9 2 7 4 3 4 2 1 3 3 4 2 3 2 2 0 0 0 0 0 0 0 1 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCTC......................................................................................... 22 0 1 40.00 40 15 4 6 0 0 1 0 0 4 0 0 0 0 1 0 0 1 0 1 1 0 1 0 0 0 0 2 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCTTG................................................... 23 0 1 34.00 34 7 3 4 4 1 0 1 0 2 3 1 2 1 0 0 0 1 0 0 0 0 0 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTT.................................................... 21 0 1 20.00 20 0 3 2 3 3 1 0 2 0 0 1 0 3 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCTT.................................................... 22 0 1 14.00 14 0 0 0 1 0 1 2 1 1 1 1 0 0 1 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCT.......................................................................................... 21 0 1 7.00 7 2 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCT..................................................... 21 0 1 7.00 7 0 0 0 0 1 0 1 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCTCT........................................................................................ 23 0 1 4.00 4 1 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTGT.................................................. 23 1 1 4.00 4 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGAGCACTTTTTGCGCTTGAG................................................. 22 0 1 4.00 4 0 1 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TAAGCGCTAAAAGTGCTCAGG............................................................................................ 21 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCT..................................................... 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTT................................................... 22 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTGC.................................................. 23 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAACTTGAGCACTTTTTGCGCTTG................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCTTGT.................................................. 24 1 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTGTA................................................. 24 2 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCGCTAAAAGTGCTCAGGCTCTA....................................................................................... 23 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCTA.................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TAAGCGCTAAAAGTGCTCAG............................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTA................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGAGCACTTTTTGCGCTTGAT................................................. 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCC.......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCG....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTGAAA................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ACTTGAGCACTTTTTGCGCTTGTAA................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTGAGCACTTTTTGCGCTTGAGT................................................ 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCGCTAAAAGTGCTCAGGCT.......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACTTGAGCACTTTTTGCGCTTC................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GAACTTGAGCACTTTTTGCGCC..................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAGAACTTGAGCACTTTTTGCGCTTG................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCTT......................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGGCTCC........................................................................................ 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ACTTTTTGCGCTTGAGCAA.............................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCGCTAAAAGTGCTCAGG............................................................................................ 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................ACTTTTTGCGCTTGAGCAG.............................................. 19 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACACACATTTACATGAAAGGACTACAGTCCTTAACGTTAAAGGAACGAATTCGCGATTTTCACGAGTCCGAGATTTCAATATTTATCTTGAACTCGTGAAAAACGCGAACTCGTTACTTAACATATTGTCGTAAACTACCAGTACTCGTGTCTTGCCATAT

************************************((((((..((((((((((((.(((((((((((((.((((..........)))).))))))))))))).)))))))))))).))))))...***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096060

Ovary_Min_193

SRR060682

9x140_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR060681

Argx9_testes_total

..................................................TCGCGATTTTCACGAGTCCGAG......................................................................................... 22 0 1 4.00 4 4 0 0 0 0

.................................................TTCGCGATTTTCACGAGTCCGAG......................................................................................... 23 0 1 1.00 1 0 0 0 1 0

...................................................CGCGATTTTCACGAGTCCGAGAT....................................................................................... 23 0 1 1.00 1 0 0 1 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:14654856-

14655016 -
dvi_257 TGTGTGTAAATGTACTTTCCTGATGTCAGGAATTGCAATTTCCTTGCTTAAGCGCTAAAAGTG------------CTCAGGCTCTAAA-G----------TTATAAATAGAACTTGAGCACTTTTTGCGCTTGAGCAATGAATTGTATAACAGCATTTGATGGTCATGAGCACAGAACGGTATA

droMoj3 scaffold_6496:10132462-
10132475 -

TTTGTGTCAATTTA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droGri2 scaffold_15245:14667679-
14667828 -

TCTATGTAAAACAAGGCACTCAGTATAATAACTATGCTGATGGTGGAAA-------AAAAGTG------------CTCGAGATCTAATTGATATGCGTATGCATATGTTGAGCTTGAGCACTTTTTCCACTTTAGC--------GTATAACAGTTTAGATTGGTGAAGAAACCAAAA-------

dp5 3:17210071-17210096 - ATTGTGCCAATATCATGTCCTGCTAT--------------------------------------------------------------------------------------------------------------------------------------------------------------
droPer2 scaffold_31:580140-580165

+
ATTGTGCCAATATCATGTCCTGCTAT--------------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000396759:105037-
105139 +

TATGCTCAAATATTTTGTCCTGGTTTGATGACTCTCCAAATCCACGGATAATTTCGAAAACAGAATCGAACTAAGGATTGCCTTCAAA-A----------TTACCAATATGATT----------------------------------------------------------------------

droKik1 scf7180000302470:1920173-
1920208 -

TATGCGCCAACGTAATGTCCTGGTTCGACGACTCGC----------------------------------------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000453342:345111-
345153 +

TTTGCGCCAACGTGATGTCCTGGTTTGACGACTCTCCACATCC---------------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491214:4491074-
4491097 -

TGTGCGCCAATGTCATGACCTGGT----------------------------------------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000301754:3411939-
3411973 -

T-TGCGCCAATGTCATGTCCTGGTTCGATGACTCGC----------------------------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000414175:22138-
22161 -

TTTGCGCCAATGTAATGTCCTGGT----------------------------------------------------------------------------------------------------------------------------------------------------------------

droEug1 scf7180000409464:858434-
858469 +

TTTGTACAAATGTGATGTCCTGGTTTGATGACTCAC----------------------------------------------------------------------------------------------------------------------------------------------------

dm3 chr2R:20490815-20490850 + TGTGCGCCAATGTAATGTCTTGGTTTGACGATTCGC----------------------------------------------------------------------------------------------------------------------------------------------------
droSim2 2r:20970576-20970611 + TGTGCGCCAATGTAATGTCTTGGTTTGACGATTCGC----------------------------------------------------------------------------------------------------------------------------------------------------
droSec2 scaffold_23:364346-364381

+
TGTGCGCCAATATAATGTCTTGGTTTGACGATTCGC----------------------------------------------------------------------------------------------------------------------------------------------------

droYak3 2R:20462608-20462638 + TTTGCGCCAATGTGATGTCTTGGTTTGACGA---------------------------------------------------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4845:21865677-

21865707 +
TTTGCGCCAATGTAATGTCTTGGTTTGATGA---------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:07 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12875:14654856-14655016
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453342:345111-345153
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491214:4491074-4491097
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301754:3411939-3411973
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000414175:22138-22161
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409464:858434-858469
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2R:20490815-20490850
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2r:20970576-20970611
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_23:364346-364381
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4845:21865677-21865707


ID:

dvi_91

Coordinate:
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ACAGTGGAATGTGGAACACTGCAATGTAAAATGAAGCATATTATAGACGTAATAGGGAACAATTGGGATTTGCCGTAATATTTAACTAGCATGGAAAATTCCACTTTTCTTTATACTCTATTATATGCACTCTTCCGTTTAGATGATCTGCATGCCAATAGCCGA

***********************************((((((.(((((.(((.(((((((.((.((((((((.((((..((......))..)))).)))))))).))))))))))))))))).)))))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

V053

head

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060657

140_testes_total

SRR060664

9_males_carcasses_total

SRR060655

9x160_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060658

140_ovaries_total

M047

female
body

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

M061

embryo

SRR060672

9x160_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060669

160x9_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060689

160x9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo
SRR2096014

Ovary_Strain_160_oxidized

SRR060656

9x160_ovaries_total

SRR060674

9x140_ovaries_total

SRR060683

160_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060662

9x160_0-
2h_embryos_total

SRR060681

Argx9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060661

160x9_0-
2h_embryos_total

SRR060673

9_ovaries_total
SRR2096060

Ovary_Min_193

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096055

Ovary_Min_43

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106716

embryo_4-
6h

SRR1106729

mixed
whole
adult body

M028

head

SRR1106727

larvae

..................................................AATAGGGAACAATTGGGATTTGC............................................................................................ 23 0 1 172.00 172 41 18 9 10 20 15 7 5 2 3 5 1 0 4 4 1 3 0 0 3 0 1 2 0 0 1 0 0 2 2 2 0 0 2 0 2 2 0 0 2 0 0 0 2 0 0 0 1 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTG............................................................................................. 22 0 1 127.00 127 9 17 20 16 0 7 11 6 6 3 0 2 0 5 3 1 2 0 0 3 0 1 0 3 0 2 0 0 3 0 1 0 0 1 0 0 2 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCCG.......................................................................................... 25 0 1 56.00 56 3 7 4 10 0 4 1 5 1 3 2 3 0 0 3 0 1 0 0 2 0 0 1 2 0 0 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCC........................................................................................... 24 0 1 52.00 52 3 5 7 7 12 3 0 2 0 0 2 1 0 0 0 5 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTT.............................................................................................. 21 0 1 28.00 28 2 3 4 4 0 0 3 0 3 0 0 0 2 0 0 0 0 2 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................AATAGGGAACAATTGGGATT............................................................................................... 20 0 1 13.00 13 0 0 4 2 2 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAATAGGGAACAATTGGGATTTGC............................................................................................ 24 0 1 9.00 9 4 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTTGCC........................................................................................... 22 0 1 9.00 9 0 0 0 0 1 1 0 0 0 0 2 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATAC................................................. 22 0 1 8.00 8 0 0 0 1 0 0 0 0 0 0 0 2 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTTGC............................................................................................ 21 0 1 6.00 6 2 1 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCCA.......................................................................................... 25 1 1 6.00 6 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCCAA......................................................................................... 26 2 1 6.00 6 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTC............................................................................................. 22 1 1 5.00 5 0 0 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGAT................................................................................................ 19 0 1 3.00 3 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCCC.......................................................................................... 25 1 1 3.00 3 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCCT.......................................................................................... 25 1 1 3.00 3 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTAT................................................... 20 0 1 3.00 3 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATACA................................................ 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTTGCCG.......................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATACTC............................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATAA................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCA........................................................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGA............................................................................................ 23 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTCCACTTTTCTTTATA.................................................. 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCT........................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATACC................................................ 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTTGCCC.......................................................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAATAGGGAACAATTGGGATTTGCCG.......................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ATAGGGAACAATTGGGATTTG............................................................................................. 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGAA................................................................................................ 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCAAC......................................................................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...................................................ATAGGGAACAATTGGGATTT.............................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTT.............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTA............................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AAAATTCCACTTTTCTTTATACT................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTT............................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTAAA........................................................................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TAATAGGGAACAATTGGGATTTG............................................................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTTA............................................................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGT............................................................................................ 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCTA.......................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTAA............................................................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGAAA............................................................................................... 20 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATAGGGAACAATTGGGATTTGCAA.......................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TAGGGAACAATTGGGATTTGCA........................................................................................... 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTCCACTTTTCTTTAT................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGTCACCTTACACCTTGTGACGTTACATTTTACTTCGTATAATATCTGCATTATCCCTTGTTAACCCTAAACGGCATTATAAATTGATCGTACCTTTTAAGGTGAAAAGAAATATGAGATAATATACGTGAGAAGGCAAATCTACTAGACGTACGGTTATCGGCT

************************************((((((.(((((.(((.(((((((.((.((((((((.((((..((......))..)))).)))))))).))))))))))))))))).)))))).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head
SRR2096014

Ovary_Strain_160_oxidized

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:3992253-

3992417 +
dvi_91 ACAGTGGAATGTGGAACACTGC----------AATGTAAAATGAAGCATAT-------TATAGACGTAATAGGGAACAATTGGGATTTGCCGTAATATTTAACTAGCATGGAAAATTCCACTTTTCTTTATACTCTATTATATGCACTCTTCCGTTTAGATGATCTGCATGCCAATAGCCGA

droMoj3 scaffold_6500:10663357-
10663465 +

ACAATTAATTTTAATATACTAT----------AATTTAATTTGAAATATTT-------TGAAAATATAATAAAGCACACTTTGAATATTTTGAAATATTTA------------GGTTCTCTCTTTTTTTTAACTGTAT--------------------------------------------

droGri2 scaffold_15203:5195536-
5195611 -

TA-----------------------------------------------------------------------------------------------TTCCACTAGCACTAAGAGTTCCATTTTTTTTTTAGTTTTATCAAATTTGTATTTCC----AAATCATTTTTATGACAA-------

dp5 XR_group3a:894667-894746
-

ACAGGAGGATGTGAAACAGTGAACCACAAAACAGTGTAATGTGAAACGGTGGAATATGCAAAGACAGAATGGAAAACGGT------------------------------------------------------------------------------------------------------

droSec2 scaffold_20:817233-
817257 +

AAAGTGAAATCCAGTTGATTGC----------AGT---------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:07 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:3992253-3992417
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:3992253-3992417
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_91.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10663357-10663465
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15203:5195536-5195611
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XR_group3a:894667-894746
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_20:817233-817257


ID:

dvi_129

Coordinate:

scaffold_12875:10641269-10641325 -

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ20565-in]; CDS [Dvir\GJ20565-cds]; CDS [Dvir\GJ20565-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGACAGTGGCTAAGCGGAGACGGAATGATGACTCCGAATCCGGCTCAGATGTAAGTTAGTTTATTATGTAGCTCCTCAGTCCAATCTACATTTTTTTCTGCTTGCAGTACAATCCTTCGGGTAACTCAGATTCTGATGCGGGGCGCGGCGGCGGCGG

**************************************************((((((.((......((((((..............))))))......))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

M061

embryo
SRR2096058

Ovary_Min_98

SRR060685

9xArg_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

M047

female
body

SRR1106730

embryo_16-
30h

SRR060674

9x140_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR1106725

embryo_14-
16h

SRR060682

9x140_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060678

9x140_testes_total

SRR1106720

embryo_8-
10h

SRR1106721

embryo_10-
12h

SRR1106722

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR060679

140x9_testes_total

SRR1106726

embryo_14-
16h

SRR060681

Argx9_testes_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head

SRR060675

140x9_ovaries_total

SRR1106724

embryo_12-
14h

V047

embryo

M028

head

SRR060656

9x160_ovaries_total

SRR060664

9_males_carcasses_total

SRR060688

160_ovaries_total

SRR1106715

embryo_4-
6h

SRR1106717

embryo_6-
8h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

SRR060673

9_ovaries_total

SRR1106716

embryo_4-
6h

SRR1106718

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060665

9_females_carcasses_total

SRR060683

160_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR1106727

larvae

M027

male
body

GSM1528803

follicle
cells

SRR060663

160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060689

160x9_testes_total

SRR1106712

embryo_0-
2h

SRR1106728

larvae

SRR1106729

mixed
whole
adult body

..................................................GTAAGTTAGTTTATTATGTAGCT.................................................................................... 23 0 1 503.00 503 66 52 59 46 36 17 30 0 8 9 17 1 1 5 15 1 4 3 0 5 3 13 9 11 9 4 5 0 2 5 1 7 3 3 2 2 2 4 7 3 2 3 1 4 5 5 2 1 1 0 1 0 1 1 0 1 1 0 1 0 0 0 0 0 0 0 0 1 1 1

.....................................................................................CTACATTTTTTTCTGCTTGCAG.................................................. 22 0 1 86.00 86 3 2 0 1 0 1 0 8 7 3 0 10 6 6 0 3 4 7 1 2 5 0 0 0 0 2 0 1 0 0 2 0 0 1 0 2 1 0 0 0 0 0 3 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGC..................................................................................... 22 0 1 54.00 54 13 6 2 6 2 3 2 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 1 1 2 0 0 0 0 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGT................................................. 22 0 1 33.00 33 1 1 1 0 1 1 0 1 2 3 0 3 1 1 0 0 6 0 2 0 1 0 0 0 0 0 1 1 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCA................................................... 21 0 1 28.00 28 0 2 0 0 0 0 0 0 1 3 0 0 3 0 1 1 2 2 0 0 0 0 0 0 0 1 0 3 1 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAG.................................................. 21 0 1 18.00 18 0 0 0 1 0 2 0 3 1 0 0 0 1 2 0 3 1 1 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTTAGTTTATTATGTAGCT.................................................................................... 22 0 1 17.00 17 0 2 2 0 0 0 4 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTT................................................................................... 24 1 1 16.00 16 5 1 0 3 0 1 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAA.................................................. 22 1 1 16.00 16 0 0 0 0 0 0 0 2 4 0 0 2 0 0 0 1 0 0 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAGT................................................. 23 0 1 15.00 15 1 0 0 0 0 0 0 2 1 0 0 0 1 0 0 0 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 3 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAG...................................................................................... 21 0 1 11.00 11 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 3 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTA................................................................................... 24 1 1 9.00 9 0 0 0 0 1 0 0 5 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTCC.................................................................................. 25 0 1 8.00 8 0 0 0 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGTAA............................................... 24 1 1 7.00 7 0 0 0 0 0 0 0 1 1 0 0 0 2 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGTA................................................ 23 0 1 6.00 6 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCG.................................................................................... 23 1 1 6.00 6 1 1 1 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCC.................................................................................... 23 1 1 5.00 5 0 0 2 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAT.................................................. 22 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGTT................................................ 23 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTAAA................................................................................. 26 3 1 3.00 3 0 0 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCA................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAAA................................................. 23 2 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTTAGTTTATTATGTAGCT.................................................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAA.................................................. 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAGTT................................................ 24 1 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGC.................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGTC................................................ 23 1 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTCGGGTAACTCAGATTCTGA..................... 21 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................GAATGATGACTCCGAATCCGG.................................................................................................................. 21 0 1 2.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTAA.................................................................................. 25 2 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTCCT................................................................................. 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTG..................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTTAGTTTATTATGTAGC..................................................................................... 18 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................GAATGATGACTCCGAATCCGGCTC............................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................ACGGAATGATGACTCCGAATCCGGC................................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTTAGTTTATTATGTAGCC.................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................ATGATGACTCCGAATCCGGCTCA.............................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAC.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................TTCTGATGCGGGGCGCGGC........ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCACA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCA.................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................ATGATGACTCCGAATCCGGCTC............................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTTAGTTTATTATGTAGCTA................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCAGTTT............................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................CTTCGGGTAACTCAGATTCTG...................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......TGGCTAAGCGGAGACGGAATGATGAC............................................................................................................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.GACAGTGGCTAAGCGGAGAC........................................................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.....................................................AGTTAGTTTATTATGTAGCT.................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....GTGGCTAAGCGGAGACGGAATG.................................................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTTG.................................................................................. 25 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................TGACTCCGAATCCGGCTCAGA............................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................TGATGACTCCGAATCCGGCTCA.............................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................GGAATGATGACTCCGAATCCGGCT................................................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..ACAGTGGCTAAGCGGAGAC........................................................................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATGTAGCTAT.................................................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TAACTCAGATTCTGATGCGGG............... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTACATTTTTTTCTGCTTGCAGC................................................. 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................GAATGATGACTCCGAATCC.................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................TTCTGATGCGGGGCGCGGCG....... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TTCGGGTAACTCAGATTCTGAT.................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................ATGATGACTCCGAATCCGGCT................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TACATTTTTTTCTGCTTGCC................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTAGTTTATTATG......................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACTGTCACCGATTCGCCTCTGCCTTACTACTGAGGCTTAGGCCGAGTCTACATTCAATCAAATAATACATCGAGGAGTCAGGTTAGATGTAAAAAAAGACGAACGTCATGTTAGGAAGCCCATTGAGTCTAAGACTACGCCCCGCGCCGCCGCCGCC

**************************************************((((((.((......((((((..............))))))......))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR2096013

Ovary_Strain_9_oxidized

SRR2096055

Ovary_Min_43

SRR060679

140x9_testes_total

V047

embryo

SRR1106726

embryo_14-
16h

SRR060657

140_testes_total

SRR060678

9x140_testes_total

.......................................................................................................CGTCATGTTAGGAAGCCCATT................................. 21 0 1 2.00 2 0 2 0 0 0 0 0 0 0

.................................................................TACATCGAGGAGTCAGGTTAG....................................................................... 21 0 1 2.00 2 0 0 0 1 1 0 0 0 0

..........................................................................................................CATGTTAGGAAGCCCATTGAGT............................. 22 0 1 2.00 2 0 2 0 0 0 0 0 0 0

......................................................................................................................CCCATTGAGTCTAAGACTACGC................. 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0

....................................................................................................................AGCCCATTGAGTCTAAGACTA.................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0

....................................................................................................GAACGTCATGTTAGGAAGCCC.................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0

......................................................................................................ACGTCATGTTAGGAAGCCCATT................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0

.........................................................................................................................................ATCCCCGCGCCGCCGCCGC. 19 2 12 0.08 1 0 0 0 0 0 1 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_12875:10641217-

10641375 -
dvi_129 TGACAGTGGCTAAGCGGAGACGGAATGATGACTCCGAATCCGGCTCAGATGTAAGT--TAG---TT-TATTATGTAGCTC---------CTCA-G-T------------------C-CAATCTAC-ATTTTTTT--------CTGCTTGCAGTACAATCCTTCGGGTAACTCAGATTCTGATGCGGGGCGCGGCGGCGGCGG------TG

droMoj3 scaffold_6496:16319810-
16319970 +

TGACAGTGGCTAAGCGGAGACGAAATGATGATTCTGAATCTGGCTCAGATGTAAGT--CGC---CT-CAATAAGTTGTTA---------ATTA-G-A----TCAAGCCAAC-AAGT-----------TTCATAT--------CTTATCGCAGTACAATCCTTCGGGAAATTCAGACTCGGACGCGGGGCGTGGCGGTGGCGG--------

droGri2 scaffold_15245:3754080-
3754262 -

TGCAAGTGGCTAAGCGAAGACGAAACGATGACTCCGAGTCCGGCTCAGATGTAAGT--CAG---CCCC-----GAAAACGTTAGCTCGTATCA-G-TCGCAAC----TCAC-AA-T-TCCCTCTCATTCTCTCT--------TCACTTGTAGTACAATCCTTCGGGCAATTCAGATTCGGATGCGGGTCGCGGAGGTGGTGGCGGCGGTG

droWil2 scf2_1100000004513:6421680-
6421847 +

TTACGGTGGCCAAGCGAAGACGTAACGACGATTCCGAATCAGGATCAGACGTAAGG--GAG---AT-TAACAAGCTTC-----------T-----------TT----ACAC-AAAT-TTGCTAAA-GTAATTTT-A------TATTTCTTAGTATAATCCTTCGGCCAATTCCGATTCAGATGCTGGACGTGCCGGTGGTGGCGGCGGTG

dp5 Unknown_singleton_1898:23027-
23188 -

TTCCGGTGACCAAGCGGAGACGCAACGATGACTCAGAGTCGGGTTCAGACGTAAGT--ATT---ACAGC-----GGATAA---------T---GCA-A---AA-----ACG-AGAT-TCTCTAAT-TTACACCA--------TCATTTACAGTACAATCCTTCGGCCAATTCAGACTCTGATGCCGGTCGTGGCGGCGGTGG------CG

droPer2 scaffold_4:6570322-6570486 + TTCCGGTGACCAAGCGGAGACGCAACGATGACTCAGAGTCGGGTTCAGACGTAAGT--ATT---GCAGC-----GGATAA---------T---GCA-A---AA-----ACG-AGAT-TCTCTAAT-TTACACCA--------TCATTTACAGTACAATCCTTCGGCCAATTCAGACTCTGATGCCGGTCGTGGCGGCGGCGG---TGGCG
droAna3 scaffold_13266:13852749-

13852907 -
TAGCGGTGCCCAAGAGAAGACGCAATGATGACTCCGAATCTGGGTCCGATGTAGGT--TAC---CTTCCTCTATCAACTA---------A-----------TC----C-------T-TCACTAAT-TTT------GTTCTCTCCACCTGTAGTACAATCCCTCGGGCAATTCGGATTCTGATGCTGGTCGCGGAGGAGGCGG------T-

droBip1 scf7180000396759:2283205-
2283356 +

TAGCGGTGCCTAAGAGAAGACGCAATGATGACTCTGAATCTGGTTCCGATGTAGGT--TAC---CTTCTTTTCTAAAGTA---------A-----------TC----C------AT-CCACTAATTGTCTTTCT--------CCACCTCCAGTACAATCCCTCGGCCAATTCAGACTCTGATGCTGGTCGCGGTGG--------------

droKik1 scf7180000302470:1159786-
1159948 +

TGGCAGTGGCCAAGAGGAGACGTAATGATGACTCCGAATCTGGCTCAGATGTAAGA--CGA---GTTGGTTATGCAAATG---------------------GC----GAAA-AGAT-TTGATAAT-TTTTATCT--------TTATCAACAGTACAATCCTTCGGGAAATTCGGATTCCGATGCCGGTCGTGGTGGTGGTGG------CG

droFic1 scf7180000453851:981780-
981935 +

TGGCGGTGCCCAAGAGAAGACGTAATGATGACTCGGAGTCCGGCTCAGATGTAAG---ATC---CTATTCCCAAAAGCAA---------------------GA-----AAG-AGA--TGACTAAT-AT----TT--------TTTGTCGTAGTACAATCCCTCCGCCAACTCGGATTCTGATGGAGGTCGCGGTGGTGCTGG------CG

droEle1 scf7180000491214:1624968-
1625134 -

TGGCAGTGCCCAAAAGGAAACGCAACGATGACTCGGAATCGGGCTCAGATGTAAGT--ATG---CTTTATTGAGAAACCA---------A-----------GA----ACCAAGGAT-TGCCTGAC-ATCTACTTTC------TTTGTTTTAGTACAATCCCTCTGGCAATTCCGATTCTGATGCCGGCCGTGGTGGTGGCGG------CG

droRho1 scf7180000780084:597534-
597690 -

TCGCAGTGCCCAAAAGGAGACGTAACGATGACTCGGAATCGGGCTCAGATGTAAGTAAAT----CATTATTAGGAGAGCA---------A-----------C-----------GAT-TGGCTGAC-ATACTCT----------CTTTTATAGTACAATCCCTCTGGCAATTCTGACTCTGATGCCGGTCGTGGTGGTGGCGG------TG

droBia1 scf7180000301506:2165398-
2165557 +

TCGCCGTGCCGAAAAGGAGACGAAATGATGACTCGGAGTCGGGCTCAGATGTGAGT--TTA---CTTTAAAAACAAA------------------------TC----AAAG-AGTT-TTCTTTAA-TTTTCTTT--------TTATCAACAGTACAATCCCTCTGGCAACTCGGACTCAGATGGCGGTCGAGGTGGTGGCGG------AG

droTak1 scf7180000415389:271255-
271410 +

TCGCAGTGCCGAAGAGGAGGCGAAATGATGACTCGGAGTCGGGCTCAGATGTGAGT--ATC---CCTTACCAAGAAACCA---------A-----------A------AAT-AGAT-TTGCAAAT-ATTTCCTC--------CTGTTTACAGTACAATCCCTCTGGCAATTCCGACTCTGATGGCGGTCGTGGTGGT------------G

droEug1 scf7180000409672:2389400-
2389562 -

TGGCAGTGCCGAAGAGGAGACGCAATGACGACTCTGAATCGGGTTCAGACGTAAGC--TTCTAACTTTCCCAAGAGACTG---------A-----------AA----ATAT--AAT-TTATTATA-TTGCTTTT--------TTATTTTTAGTATAATCCCTCTGGCAATTCAGACTCCGATGGTGGTCGTGGTGGTG---------GTG

dm3 chr2R:12746220-12746380 + TTGCAGTTCCCAAAAGGAGACGAAATGATGACTCCGAGTCGGGCTCAGATGTAAGT--ATC---CTTCGCCCAGAAACCA---------T-----------GC----GCAC-AATT-TGGCTCAT-TTGTCGTT--------TTGCTTATAGTACAATCCTTCTGCCAATTCCGACTCTGACGGTGGTCGTGGTGGTG---------GTG
droSim2 2r:13416940-13417100 + TTGCAGTTCCCAAAAGGAGAAGAAATGATGACTCCGAGTCGGGCTCAGATGTAAGT--ATC---CTTCGCCCAGAGACCA---------T-----------GC----ACAC-AAAT-TGGCTCAT-ATGTCGTT--------TTGATTACAGTACAATCCTTCTGCCAATTCCGACTCTGATGGTGGTCGTGGTGGTG---------GTG
droSec2 scaffold_1:10250603-10250763

+
TTGCAGTTCCCAAGAGGAGAAGAAATGATGACTCCGAGTCGGGCTCAGATGTAAGT--ATC---CTTCGCCCAGAGACCA---------T-----------GC----ACAC-AAAT-TGGCTCAT-ATGTCGTT--------TTGATTACAGTACAATCCTTCTGCCAATTCCGACTCTGATGGTGGTCGTGGGGGTG---------GTC

droYak3 2R:16229648-16229805 - TGGCAGTTCCCAAAAGGAGACGAAATGATGACTCCGAATCGGGCTCAGATGTAAGT--ATC---CCTCAGCCAGAAACCA---------T-----------AC----ACCC-AAAT-TGGCTCAT-GTGTCGTT--------TCGCTTACAGTACAATCCTTCTGCCAATTCCGACTCCGATG---GTCGTGGTGGTG---------GTG
droEre2 scaffold_4845:13105670-

13105831 -
TGGCACTTCCCAAAAGAAGACGAAATGATGACTCTGAATCAGGCTCAGATGTAAGT--ATC---CTTCAACCAGAAACCA---------T-----------AC----ACAC-AAATTTGGCTAAT-GTGCCGTT--------TTGCTTACAGTACAATCCTTCTGCCAATTCCGACTCCGATGGTGGTCGTGGTGGTG---------GTG
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AAGGCACTAGCATTGATTCTCTCAAATTAGATCATGTATAAATTGAAGCGGTAAGAATAAGTTTTGAGTAAGTGTGAGCAATTTTTTACATTTAGTCATTATGAATCTTACAGCTATCCCAGTCCACTTAAAAACCTTTATGAACTATGCGAATTCCTCGAAT

**************************************************((((((....((..(((.((((((((((......)))))))))).)))..))...))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

V053

head

M047

female
body

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total
SRR2096055

Ovary_Min_43

SRR060666

160_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060689

160x9_testes_total

M028

head

SRR060669

160x9_females_carcasses_total
SRR2096056

Ovary_Min_46

SRR2096013

Ovary_Strain_9_oxidized

V116

male
body

M061

embryo

SRR060682

9x140_0-
2h_embryos_total

SRR060683

160_testes_total
SRR2096060

Ovary_Min_193

SRR060673

9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060688

160_ovaries_total
SRR2096059

Ovary_Min_164

SRR060675

140x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060670

9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

SRR060687

9_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096058

Ovary_Min_98

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106724

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR1106726

embryo_14-
16h

SRR1106728

larvae
SRR2096014

Ovary_Strain_160_oxidized
...........................................................................................TTAGTCATTATGAATCTTACAG.................................................. 22 0 1 253.00 253 22 18 12 22 18 23 16 16 8 8 9 11 11 0 5 5 4 4 5 4 5 1 0 0 4 0 2 3 1 1 1 0 3 1 2 1 0 0 0 1 0 1 2 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGT................................................. 22 1 1 165.00 165 11 26 11 7 5 4 7 5 2 5 2 2 1 9 5 5 1 5 1 0 3 2 3 1 1 4 3 1 0 1 3 5 1 3 0 1 1 2 2 1 2 2 0 1 2 0 0 1 1 0 0 0 1 1 1 0 0 1 0
............................................................................................TAGTCATTATGAATCTTACAG.................................................. 21 0 1 54.00 54 2 6 12 6 1 5 4 2 0 3 1 0 0 1 1 0 1 1 1 1 1 0 0 0 0 1 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACA................................................... 21 0 1 29.00 29 0 2 9 2 1 2 3 2 3 0 1 0 0 0 0 0 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTAC.................................................... 20 0 1 27.00 27 3 2 2 0 1 5 2 1 0 1 2 0 0 1 1 0 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
..................................................GTAAGAATAAGTTTTGAGTAAGTGTG....................................................................................... 26 0 1 22.00 22 5 0 0 4 6 0 0 0 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTTAGTCATTATGAATCTTACAG.................................................. 23 0 1 22.00 22 1 0 1 2 3 1 1 1 2 1 0 2 1 0 0 0 1 0 0 0 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAAGTGTGA...................................................................................... 27 0 1 17.00 17 10 0 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACAGT................................................. 23 1 1 16.00 16 0 2 1 0 3 0 1 0 0 0 0 3 0 0 0 0 0 1 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAAGTG......................................................................................... 24 0 1 12.00 12 5 0 0 4 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACA................................................... 20 0 1 9.00 9 0 0 6 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAAGTGT........................................................................................ 25 0 1 6.00 6 0 0 0 1 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGA................................................. 22 1 1 5.00 5 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGTC................................................ 23 2 1 4.00 4 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTA............................................................................................. 20 0 1 4.00 4 1 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTTAGTCATTATGAATCTTACA................................................... 22 0 1 3.00 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTA..................................................... 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................TTTACATTTAGTCATTATGAAT......................................................... 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTTAGTCATTATGAATCTTAC.................................................... 21 0 1 3.00 3 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACAGTC................................................ 24 2 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGTA................................................ 23 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAA............................................................................................ 21 0 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTAC.................................................... 19 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGTCC............................................... 24 3 1 2.00 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAAG........................................................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACAA.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGC................................................. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................TTTAGTCATTATGAATCTT...................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................TACATTTAGTCATTATGAATCTTACAG.................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................AGTCATTATGAATCTTACAG.................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAC.................................................. 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................AACCTTTATGAACTATGCGAAT......... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................AATAAGTTTTGAGTAAGTGTGA...................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGAATAAGTTTTGAGTAAGT.......................................................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................ACCTTTATGAACTATGCGAATTCCTCGAA. 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
...........................................................................................TTAGTCATTATGAATCTTACAGC................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................GTGTGAGCAATTTTTTACATTTAGTCC................................................................. 27 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................TTACATTTAGTCATTATGAATCTTC..................................................... 25 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGG................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................TAGTCATTATGAATCTTACAGAA................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........GCATTGATTCTCTCAAATTAGATCATGT.............................................................................................................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................ATTGAAGCGGTAAGAATAAGTTTT.................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACAC.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................AGTCATTATGAATCTTACAGT................................................. 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................TTAGTCATTATGAATCTTACAT.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGAATAAGTTTTGAGTAAG........................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
.....................................................AGAATAAGTTTTGAGTAAGTGT........................................................................................ 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................................TTTATGAACTATGCGAATTC....... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCCGTGATCGTAACTAAGAGAGTTTAATCTAGTACATATTTAACTTCGCCATTCTTATTCAAAACTCATTCACACTCGTTAAAAAATGTAAATCAGTAATACTTAGAATGTCGATAGGGTCAGGTGAATTTTTGGAAATACTTGATACGCTTAAGGAGCTTA

**************************************************((((((....((..(((.((((((((((......)))))))))).)))..))...))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

M047

female
body

SRR2096055

Ovary_Min_43

GSM1528803

follicle
cells

SRR2096060

Ovary_Min_193

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096056

Ovary_Min_46
...........................................................TCAAAACTCATTCACACTCGTTAAAA.............................................................................. 26 0 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0
.TCCGTGATCGTAACTAAGAGAGTTT......................................................................................................................................... 25 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0
.........................................TAACTTCGCCATTCTTATTCAAAACTCATT............................................................................................ 30 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0
..............................................TCGCCATTCTTATTCAAAACTCATTCACAC....................................................................................... 30 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0
...............................AGTACATATTTAACTTCGCCATTCTTAT........................................................................................................ 28 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0
..............................................TCGCCATTCTTATTCAAAACTCATT............................................................................................ 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0
...................................................................................................ATACTTAGAATGTCGATAGGGTCA........................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1
.........................................TAACTTCGCCATTCTTATTCAAAACTCAT............................................................................................. 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................................................GAATTTTTGGAAATACTTGATACGCTT.......... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0
...................................................ATTCTTATTCAAAACTCATTCACACT...................................................................................... 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0
...........................................................TCAAAACTCATTCACACTCGTTAAAAA............................................................................. 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0
...........................................................TCAAAACTCATTCACACTCGTTAAAAAAT........................................................................... 29 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0
.........................................................................................................AGAATGTCGATAGGGTCAGGTGAAT................................. 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0
.......................................TTTAACTTCGCCATTCTTATTCAAAACT................................................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
...................AGAGTTTAATCTAGTACATATTTAACTT.................................................................................................................... 28 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
.............................CTAGTACATATTTAACTTCGCCATTCT........................................................................................................... 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
....................................................................................................................AGGGTCAGGTGAATTTTTGGAAAT....................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0
TTCCGTGATCGTAACTAAGAGAGTTT......................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0
.........................................................................................................................CAGGTGAATTTTTGGAAATACTTG.................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
............AACTAAGAGAGTTTAATCTAGTACATAT........................................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0
.............................................................................CGTTAAAAAATGTAAATCAGTAATACT........................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0
..CCGTGATCGTAACTAAGAGAG............................................................................................................................................ 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
........................................................................................................TAGAATGTCGATAGGGTCAGGT..................................... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0
............AACTAAGAGAGTTTAATCTAGTACATATT.......................................................................................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................GAATGTCGATAGGGTCAGGTGAATT................................ 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0
..............................................................................................CAGTAATACTTAGAATGTCGATAGGGT.......................................... 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
.............................................................................CGTTAAAAAATGTAAATCAGTAAT.............................................................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
.TCCGTGATCGTAACTAAGAGAGTT.......................................................................................................................................... 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
...............TAAGAGAGTTTAATCTAGTACATATT.......................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0
.................AGAGAGTTTAATCTAGTACATATTTAACT..................................................................................................................... 29 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_13049:10485986-

10486150 -
dvi_102 AAGGCACTAGC---ATTGATTCTCTCAAATTAGATCATGTATAAATTGAAGCGGTA------------AGAA---------------TAAG-TTTTGAGTAAGTGTG-AGCAATTTTTTACATTTAGTCATTA---------------------------TGAA-----TC---TTACAGCTAT---------------CCCAGTCCACTTAAAAACCTTTATGAACTATGCGAATTCCT--CGAATGG-----

droMoj3 scaffold_6680:10293765-
10293944 +

AGGGGACTAGC---TTGGATGCCCTGAAATTAGATCATGTGTAAATGACGGCGGTA------------ATA------AGTAAGTGTTTGAG-TG-----TAAGTGTG-AGCAATATTTTATATTTGGCTATAAA----------------------------------ATC---TTCCAGCTGTCCCAGTCCCAAGTCCAA--GTCCACTTAAGAACCTTTATGAACTATGCGAATCCCT--CGAATGG-----

droGri2 scaffold_15110:8746839-
8746997 +

AGGGCCTCAGT---GTGGACGCACTGAAAATAGATCATGTGTAGAAGATTATCGCAGC------GGTGAGG------A---------TGAGACACTTACGAAGCC-C-AGCAATATTTTATGTGTAGCTATAAT----------------------------------TTT---TTACAGCTCC--------CAAGCGTCA--------------GTCTTTAAGAA--CCTCGAATTGCTCCACAA--------

droWil2 scf2_1100000004511:3332459-
3332545 +

AGGGCACCAGT---ATCGATGCCCTCAAAATTGATCATGTCTAAAAGGAAAAAAGG------------ACTTTA-----------------------TGGACATGT--CGCAA---------------------------------------------------------------------------------------------------------------------------TATTTTATAATTAG----

dp5 XR_group6:9497232-9497272 + AAGGCACCACC---ATCGATGCATTCAAATTGGATCATGTCTGA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droPer2 scaffold_23:201382-201426 - ATGGCACCAGT---CTGGATTCCCTAAAGATCGATCATGTGTAGAGTG--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droAna3 scaffold_13337:20757130-

20757205 +
AGGGCTCCAAC---CTCGACGACTTAAAGATAGACCATGTGTGAGACTTCACATCAGA------GGCGGGG------AA--------TGAG-----------------------------------------------------------------------------------------------------------------------------------------TCTTGGAT------------------

droBip1 scf7180000396707:658427-
658502 -

AGGGCTCCAGC---CTCGACGACTTAAAGATAGACCATGTGTGAGACTCAGCATCAGA------GGCGGGG------AA--------TCAG-----------------------------------------------------------------------------------------------------------------------------------------CCTTGGGT------------------

droKik1 scf7180000302334:697121-
697227 -

AGGGTAGCAGCACTCTGGACGCCTTGAAGATGGACCATGTGTGAGAAACGTTTGTGGCGTTTAACGCGG----------GG--AGAACAGA-TGTAAATGAA----G-AGCAATATTTTATATTT---------------------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000453929:1407410-
1407463 +

AGGGCACCAGC---TTGGATGCCTTGAAGATCGACCATGTCTAGGCAACTGGATCG------------G-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491193:996581-
996630 -

AAGGCACTTCG---GTGGATGCCCTGAAGCTGGACCATGTGTGAGCGGCAGGA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000778225:11684-11851
+

ATGGCACCAGC---TTGGACGCCCTGAAGATCGACCACGTCTAGGCTCCAGGATCGGG------GTCGGCTTTACCTTACG--AGT--------------AT--ATGT----AT-------------------ACACTAGCGAC-------------ATATGTATCCACTTCCACAGCAGCTGT---------------CACTGTCC---GGAAAGCTTTTAAGCATGCCTCGAATTGCTCTCTAGCTG-----

droBia1 scf7180000302193:3721135-
3721174 -

AGGGCACCAGC---ATGGACGCCCTGAAGATAGACCATGTCTA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415809:91533-91694
-

AGGGCACCAGC---TTGGATTCGTTGAAGATCGATCATGTCTAGGCTTTAGG-----------------CTTTACTTTATA------------------TATATACAT----AC-------------------AATCTAGCGAC-------------TTATGTATCCACTTCTACAGCAGCTGT---------------CACTGTCC---GGAAAGTTTTTAAGCATGCCTCGAATTGCTCTCTAGCTGGATGA

droEug1 scf7180000409466:3962329-
3962505 -

AGGGCACCAGT---TTGGACGCCCTAAAGATCGACCATGTCTAGGCTGCAGGATCG------------GTTTTACTTTACG--AGT--------------ATAAATAT----AT-------------------ATACTAGCGACGTACATATATACTATATGTAACCACTTCTACAGCAGCTGT---------------CACTGTCC---GGAAAGTTTTTAAGCATGCCTCGAATTGCTCTCTAACTG-----

dm3 chr3L:6179351-6179521 - AGGGCACCAGC---CTGGATGCCCTGAAGATCGACCACGTCTAGGCAGCAGGATTG------------GCTTTACTTTACT--AGC--------------ATATATGC-ATCAT-------------------AACCTAGCCACAT---------CCATATGTATCCACTTCCAATGCAGCTGA---------------CACTGTCC---GGAAAAGTTGTAGGCATGCCTCGAATTGCTCTCTAGCTG-----
droSim2 3l:6089895-6090064 - AGGGCACCAGC---CTGGATGCCCTGAAGATCGACCACGTCTAGGCAGCAGGATTG------------GCTCTACTTTACT--AGC--------------ATATATGC----AT-------------------AACCTAGCCACAT---------CCATATGTATCCACTTCCAATGCAGCTGC-------------GCCACTGTCC---GGAAAAGTTGTAGGCATGCCTCGAATTGCTCTCTAGCTG-----
droSec2 scaffold_2:6115984-6116024 - ATGGCACCACT---TTGGATGCTTTAAAAATCGATCATGTCTGA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droYak3 3L:6764425-6764498 - AGGGCACCTCG---GTGGACGCACTGAAGTTGGACCATGTTTGAGCGGCAGAATCA------------AC----------------------------------------------------------------------------------------------------------------------------------------------------------------CGGAATTACGTGCGAACAA-----
droEre2 scaffold_4784:8874917-

8875083 -
AGGGCACCAGC---CTGGATGCCCTGAAGATCGACCATGTTTAGGCAGAAGGATTG------------GCTTTACTTTACT--AGC--------------ATATACGC----AT-------------------AAACTAGCGACAT---------CCATATGTATCCACTTCCACTGCAGCTGT---------------CACTGTCC---GGAAA-GTTTTAGGCATGCCTCGAATTGCTCTCTAGCTG-----
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ID:

dvi_92

Coordinate:

scaffold_13047:2325076-2325135 -

Confidence:

confident
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Mirtron

Genomic Locale:

intron
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ23467-in]; CDS [Dvir\GJ23467-cds]; CDS [Dvir\GJ23467-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GACATAATCGCAACTTTACCCTGTTAATGTACAATGAGAATGCCACCAGGGTGAGTGTTTGGAGTTTACCAAATTTAGGCTTTAGGTAACCCCCACTCATTCAACTACAGATTGATGGCAACATCTGCGTTGAGGATGTGCTCAAGACCTCGGAGCTGAA
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M047

female
body

V116

male
body

SRR060659

Argentina_testes_total

SRR060681

Argx9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060679

140x9_testes_total

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

V053

head

SRR060657

140_testes_total

SRR060665

9_females_carcasses_total

SRR060655

9x160_testes_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060663

160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060668

160x9_males_carcasses_total

V047

embryo

SRR060656

9x160_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060683

160_testes_total

SRR060688

160_ovaries_total

M061

embryo

SRR060671

9x160_males_carcasses_total

SRR1106727

larvae

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096058

Ovary_Min_98

M027

male
body

M028

head

SRR060654

160x9_ovaries_total

SRR060658

140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR1106720

embryo_8-
10h

SRR1106721

embryo_10-
12h

SRR1106725

embryo_14-
16h

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

..................................................GTGAGTGTTTGGAGTTTACC.......................................................................................... 20 0 1 122.00 122 3 52 13 7 3 3 1 6 1 3 4 2 2 2 0 0 1 2 2 3 1 2 2 1 0 1 0 0 0 0 0 0 0 0 0 1 0 1 1 1 0 0 0 0 1 0

..................................................GTGAGTGTTTGGAGTTTACCA......................................................................................... 21 0 1 108.00 108 7 38 13 9 1 2 3 0 3 6 2 3 1 0 1 6 0 1 4 0 0 0 0 1 1 1 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACTACA................................................... 23 0 1 69.00 69 46 0 0 4 7 0 2 0 2 0 0 1 0 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACTACAG.................................................. 24 0 1 52.00 52 37 0 0 2 0 1 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 0 0 0 0 0 0 0 1 1 0 1 0 1

......................................................................................TAACCCCCACTCATTCAACTAC.................................................... 22 0 1 19.00 19 7 0 0 0 2 3 2 1 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTAC........................................................................................... 19 0 1 18.00 18 1 2 3 2 0 2 1 1 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCC......................................................................................... 21 1 1 15.00 15 0 6 1 2 0 1 0 1 0 0 0 0 1 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACT...................................................... 20 0 1 11.00 11 2 0 0 0 0 1 0 1 2 0 0 1 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACTA..................................................... 21 0 1 7.00 7 0 0 0 0 1 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCT......................................................................................... 21 1 1 7.00 7 0 1 4 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCAAAA...................................................................................... 24 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACA.......................................................................................... 20 1 1 4.00 4 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......................................................................................AACCCCCACTCATTCAACTACA................................................... 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACCCCCACTCATTCAACTACAG.................................................. 23 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GTAACCCCCACTCATTCAACTA..................................................... 22 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTA............................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACTAT.................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACCCCCACTCATTCAACTAC.................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCAA........................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AACCCCCACTCATTCAACTA..................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTAT........................................................................................... 19 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCAAA....................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACAC......................................................................................... 21 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTGTTTGGAGTTTACCA......................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GTAACCCCCACTCATTCAACT...................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAACCCCCACTCATTCAACTACAA.................................................. 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGTTTGGAGTTTACCTT........................................................................................ 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGTATTAGCGTTGAAATGGGACAATTACATGTTACTCTTACGGTGGTCCCACTCACAAACCTCAAATGGTTTAAATCCGAAATCCATTGGGGGTGAGTAAGTTGATGTCTAACTACCGTTGTAGACGCAACTCCTACACGAGTTCTGGAGCCTCGACTT

***************************************************(((((((...((.(((.(((.((........)).)))))))).))))))).........**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V047

embryo

V116

male
body

SRR060689

160x9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:2325028-

2325185 -
dvi_92 GACATAATCGCAACTTTACCCTGTTAATGTACAATGAGAATGCCACCAGGGTGAGTGTTTGGA--GTTT--ACCA---AAT----TTAG--------GCTTTAG----GTAACCCCC-----ACTCATTCAACTACAGATTGATGGCAACATCTGCGTTGAGGATGTGCTCAAGACCTCGGAGCTG

droMoj3 scaffold_6540:15339565-
15339716 +

GTCACGATCGGAACTTTACGCTTCTAATGTACAACGAAAATGCCACCAAGGTGAGTCGCTGC-TG-TCCTA-------AAAGGCCAGCTGGATT--------------CATATGA---T---ATAT-----ATTACAGATCGATGGTAATATCTGCGTCGAGGACGTGCTCAAGACATCCGAGCTG

droGri2 scaffold_15074:5895076-
5895137 -

TCAATT-----------------------------------------------------------------------------------------------------------------------G-----TTTTCAGATTGATGGCAACATATTCGTTGAGGACGTACTTAAGACATCGGAATTG

droWil2 scf2_1100000004902:5184144-
5184296 +

GTCATGACCGTAATTTCACTTTGCTGATGTTCAATGATAATGCCACTAGGGTAAGAA-TAAAA--CTAA--CTCGATTGGT----------------ATTCGGA----CTGATATGTTC---TTTA-----TTCTCAGGTTGATGGCAACACCTGTGTCGAAGATGTTTTGAACACTGCCGATTTG

dp5 2:20352724-20352895 - GTCACGATCGCAACTTTACGCTCTTGATGTACAATGAAAATGCCACCAAAGTAGGAACCCAT-TC-TACCC-------AAAACTAAACCTCATTCATGATTCATGATGAATCGAAACCCAATCCTC-----TTTTTAGCTGGAAGGCAGCTTCTGTGCGGACGATGTTTTGAAGACGGCTGACCTA
droPer2 scaffold_3:3104307-3104478 - GTCACGATCGCAACTTTACGCTCTTGATGTACAATGAAAATGCCACCAAAGTAGGAACCCAT-TC-TACCC-------AAAACTAAACCTCATTCATGATTCATGATGAATCGAAACCCAATCCTC-----TTTTTAGCTGGAAGGCAGCTTCTGTGCGGACGATGTTTTGAAGACGGCTGACTTA
droAna3 scaffold_13340:16279444-

16279598 -
GCCACGATAGGAACTTCACAATGCTAATGTACAACGAAAAGGCCACCAGGGTAAGGCTATAT-TC-TTAAA-------AAGAATAACCT----------GA----ATAAATGGAAAACG---CATT-----CGTTCAGATAGAGGGAAACTTTTGTGCGGAGGATGCGCTGGAAACCGCTGATCTG

droBip1 scf7180000396708:3765187-
3765341 +

GCCACGACAGGAACTTCACCATGCTGATGTACAACGAAAAGGCCACCAGAGTAAGATTTAATT--TTTGAC-------ACAAAACTTAT----------GGATA----CTTTATAAACG---TATC-----CTTTCAGATAGAGGGAAACTTTTGTGCCGAAGATGTGCTGGAAACCGCCGATCTG

droKik1 scf7180000302639:1008884-
1009041 +

GACACGATCGGAACTTTACCATGCTACTGTACAACGAAAAGGCCACCAGAGTGAGATCCACAGCCTGCTTAACTTTACAAT----------------AATTATGAATGAATTAA----A---ATAC-----TTTTCAGATCGAGGGCAACTTTTGTACGGAGGATGTGTTAAAGACGTCCGAGCTC

droFic1 scf7180000452523:1047690-
1047843 -

GCCACGATCGGAACTTTACCATGCTCATGTACAACGAAAAGGCCACCAGAGTAAGAAATTCAA--ATTT--AAC---CCAT----AAAT--------ATAT-AA----CTAATCCCCCG---AATC-----CTTTCAGATCGAGGGCAACTTCTGTACCGAGGATGTGCTGAAGACGGCGGATCTT

droEle1 scf7180000491080:1452232-
1452385 -

GTCACGATCGAAACTTTACCATGCTGATGTACAACGAAAAGGCCACGAGAGTAAGAAATACAA--TTTA--ATT---GAAT----ATGT--------GCAC-TA----TTCTAACCCCC---ATTC-----CATTTAGATTGAGGGAAACTTTTGTGCCGAGGATGTGTTGAAGACTTCAGATCTG

droRho1 scf7180000758667:79911-80064
-

GCCACGATCGGAACTTAACAATGCTGATGTTCAACGAAAAGGCCACCAGAGTAAGAGATACAA--TTAA--ACGGAATATT----------------ATTTGAA----CTAATCCTCGA---TTTC-----CGTTCAGATTGAGGGAAACTTTTGTGCCGAGGATGTGTTGAAGACTTCAGACCTG

droBia1 scf7180000302136:1276509-
1276606 -

GTCACGATCGGAACTTTACGATGCTAATGTACAACGAGAAGACCACTAGA----------------------------------------------------------------------------------------ATCGAGGGAAACTTCTGCGCCGAGGATGTGTTGAAGACATCCGATCTA

droTak1 scf7180000415170:45891-46044
+

GCCACGATCGGAACTTTACGATGCTCATGTACAACGAGAAGACCACCAGGGTGAGAAATATAA--TTAT--ATCTACTAGT----------------ATTTTAA----CTAATCTCCTT---AATT-----CTTTAAGATCGAAGGAAACTTTTGTGCCGAAGATGTGTTGAAAACGTCGGACCTG

droEug1 scf7180000409797:1863983-
1864135 +

GCCACGATCGCAACTTTACGATGCTGATGTACAACGAAAAGACCACCAGAGTAAGACAAATAA--TC-T--ACCTAATAAT----------------ATTTAAA----CTAATTTCCGA---ATTC-----CACTTAGATTGAGGGGAACTTCTGTACTGAAGATGTGCTACAAACATCGGACCTT

dm3 chr3R:11674334-11674489 - GCCACGATCGCAACTTTACCATGCTTATGTACAACGAGAAGAACACCAGGGTGAGAAATAAAA--TTAAATATTTAACAAT----------------ATTTAAA----GCTAAAACCAA---TTTT-----CGTTCAGATCGAAGGTAACTTTTGTGCCGAAGACGTTTTGAAAACGTCGGACATG
droSim2 3r:9571946-9572101 + GACACGATCGCAACTTTACCATGCTTATGTACAACGAGAAGAACACCAGGGTGAGAAATAATA--TTATATATTTAACAAT----------------ATTTATA----ACTAAAACCCA---TTTT-----CGTTCAGATCGAGGGTAACTTTTGTGCCGAAGACGTTTTGAAAACGTCGGACATG
droSec2 scaffold_0:10280401-10280556

+
GACACGATCGCAACTTTACCATGCTTATGTACAACGAGAAGAACACCAGGGTGAGAAATAAAA--TTATATATTTAACAAT----------------ATTTAAA----ACTAAAACCCA---TTTT-----CGTTCAGATCGAGGGTAACTTTTGTGCCGAAGACGTTTTGAAAACGTCGGACATG

droYak3 3R:14762996-14763146 + GACATGACCGCAACTTTACGATGCTTATGTACAACGAAAAGACCACCAGAGTGAGAAATAAAA--TTCA--ATT---TAAT----------------ATTTTAA----GTTTATACCCT---ATTT-----TGTCTAGATCGAGGGTAACTTTTGTGCCGAAGACGTGTTGAAGACGTCGGACCTC
droEre2 scaffold_4770:11199077-

11199227 -
GACATGACCGCAACTTTACGATGCTTATGTACAACGAGAAGACCACCAGAGTGAGAAATAAAA--TTCT--A---ATTAAT----------------ATTTGAA----GCTAATACCCT---TTTT-----TGTGCAGATTGAGGGTAACTTTTGTGCCGAAGACGTGTTAAAGACGTCGGACCTG
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491080:1452232-1452385
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415170:45891-46044
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409797:1863983-1864135
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:11199077-11199227


ID:

dvi_18274

Coordinate:

scaffold_13049:4187077-4187140 -

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12417-in]; CDS [Dvir\GJ12417-cds]; CDS [Dvir\GJ12417-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CGCAGCAGTGCGTCATTGTGGCCGTTACCAAAGGCACACGCATACCAGAGGTGAGCTCTTGATCACACATATTAACTATAGAAGCTATATACTTACTGTCTGATCTGCTCACAGATTCGCTTCAAGTCGCTGGTGCGTCCCGATCATCGCGAAGATGCGCGCAA

**************************************************((((((....(((((.(((.......(((((...))))).......))).))))).))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096059

Ovary_Min_164

V053

head

M047

female
body

SRR2096057

Ovary_Min_50

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096058

Ovary_Min_98

SRR060672

9x160_females_carcasses_total

M027

male
body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060664

9_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060656

9x160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

V116

male
body

SRR060688

160_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060667

160_females_carcasses_total

SRR060670

9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060665

9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060663

160_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060683

160_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060687

9_0-
2h_embryos_total

M061

embryo

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060673

9_ovaries_total

SRR1106713

embryo_0-
2h

SRR1106718

embryo_6-
8h

SRR1106721

embryo_10-
12h

SRR1106729

mixed
whole
adult body

SRR1106730

embryo_16-
30h

............................................................................................TTACTGTCTGATCTGCTCACA................................................... 21 0 1 278.00 278 129 23 27 14 10 13 6 3 7 0 3 7 5 0 0 3 0 0 0 0 2 3 5 5 1 1 0 0 0 4 0 0 0 0 1 0 2 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACAG.................................................. 22 0 1 104.00 104 15 15 19 9 13 3 6 4 0 0 5 1 0 0 0 2 0 0 0 0 1 1 1 1 0 1 1 0 0 0 0 0 0 0 2 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAGT................................................. 21 1 1 58.00 58 0 2 5 4 4 1 0 3 0 4 2 0 0 4 3 1 0 4 2 1 0 0 0 0 0 0 0 0 3 0 0 2 1 0 0 0 0 3 0 1 0 0 0 0 2 0 0 2 2 0 0 0 0 0 0 1 0 0 0 0 0 1

.............................................................................................TACTGTCTGATCTGCTCACA................................................... 20 0 1 27.00 27 11 0 1 3 3 0 1 1 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACA................................................... 19 0 1 26.00 26 0 2 4 0 1 0 0 0 1 1 0 0 1 3 1 1 4 0 0 1 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 1 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAG.................................................. 20 0 1 19.00 19 1 0 1 0 0 0 0 0 0 2 0 0 0 3 3 0 0 1 2 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACAGT................................................. 22 1 1 14.00 14 2 5 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACAGA................................................. 22 0 1 14.00 14 0 6 2 0 0 0 1 3 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACAG.................................................. 21 0 1 11.00 11 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACAGT................................................. 23 1 1 10.00 10 0 5 0 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCAC.................................................... 20 0 1 9.00 9 4 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAGA................................................. 21 0 1 8.00 8 0 2 0 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACACC................................................. 21 2 1 7.00 7 0 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACACCA................................................ 22 3 1 7.00 7 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACAGA................................................. 23 0 1 6.00 6 0 1 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACG................................................... 21 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGCTCTTGATCACACATATTAAC........................................................................................ 26 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACAA.................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACC................................................... 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCA..................................................... 19 0 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACACTA................................................ 22 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACACT................................................. 21 2 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTGTCTGATCTGCTCACA................................................... 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAC.................................................. 20 1 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACAGC................................................. 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................GCTTCAAGTCGCTGGTGCGTCCT....................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACACC................................................. 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CTCTTGATCACACATATTAACTA...................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACAAG................................................. 22 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATACTTACTGTCTGATCTGCT....................................................... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CACACATATTAACTATAGAAGCT.............................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCA..................................................... 17 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

........................................................TCTTGATCACACATATTAACTATAT................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAA.................................................. 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TGTCTGATCTGCTCACAGT................................................. 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTTACTGTCTGATCTGCTCA..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCAC.................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................GATTCGCTTCAAGTCGCTGG............................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACC................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGCTCTTGATCACACATATTAACT....................................................................................... 26 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTACTGTCTGATCTGCTCACAC.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....GCAGTGCGTCATTGTGGCCGTTACCA...................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAGAT................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACACC................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACTGTCTGATCTGCTCACAGAA................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TACTGTCTGATCTGCTCACACCA................................................ 23 3 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGCTCTTGATCACACATATTAACTA...................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................GTTACCAAAGGCACACGCATACCAGA................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTTACTGTCTGATCTGCTCACAG.................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...AGCAGTGCGTCATTGTGGCC............................................................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTTACTGTCTGATCTGCTCACA................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................GGCACACGCATACCAGAG.................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...AGCAGTGCGTCATTGTGGCCG............................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTGTCTGATCTGCTCACAG.................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCGTCGTCACGCAGTAACACCGGCAATGGTTTCCGTGTGCGTATGGTCTCCACTCGAGAACTAGTGTGTATAATTGATATCTTCGATATATGAATGACAGACTAGACGAGTGTCTAAGCGAAGTTCAGCGACCACGCAGGGCTAGTAGCGCTTCTACGCGCGTT

**************************************************((((((....(((((.(((.......(((((...))))).......))).))))).))))))..**************************************************
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................................................................................................................................CGACCACGCAGGGCTAGTAGCG.............. 22 0 1 1.00 1 1 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:4187027-

4187190 -
dvi_18274 CGCAGCAGTGCGTCATTGTGGCCGTTACCAAAGGCACACGCATACCAGAGGTGAG--C------TC-----TTGATCACACATATTAA-C--TATAGAA--GCTATAT---------ACTTACT------------G-------TC-TG----ATCT----------G-C----TCACAGATTCGCTTCAAGTCGCTGGTGCGTCCCGATCATCGCGAAGATGCGCGCAA

droMoj3 scaffold_6680:2600843-
2601005 -

CGCAGCAGTGTGTGATCGTGGCCGTTACCAAGGGCACACGCATACCAGAGGTAAG--C------T------------ATATA-----------CTATAT--GATAT----CATCATA--T-AGC-------CATATA-------TT-AA----CTCCTCTTA---CTA-C----CCACAGATTCGCTTCAAGTCTCTGGTGCGTGGCGATCATCGTGAGGATGGGCGCAA

droGri2 scaffold_15110:10609350-
10609523 +

CGCAACAGTGCGTCATTGTGGCCGTCAGCAAGGGCACTCGCATACCAGAGGTGAG--TGAGGAGCTCTCTCT-ATATATA--------------TATAT---ATAT----ATATATA--T-A-----------TGCA-------TT-TG----CTAACTTTGCTGCT--T----TTACAGATACGCTTCAAATCGCTGGTACGTGTCGATCATCGTGAGGATGCGCGCAA

droWil2 scf2_1100000004768:1753743-
1753900 +

CGCAACAGTGCGTTATTGTGGCTGTTACCAAGGGTACACGTATACCAGAGGTAA--------------------GTCCCAGA--TCTG-A--T-GATTT--AA-AAGA---------ACTATAT------------A-------TT-AA----ATCAT-----ATCTT-T----ACACAGATACGCTTCAAATCTCTGGTGCGCAGCGATCATCGTGAGGATGCACGCAA

dp5 XR_group6:4892836-4893001 + CACAGCAGTGCGTGATTGTGGCTGCCACAAAGGGTACACGCATACCCGAGGTAGG--G------T----------TCTAACT--TTGA-T--CCTATTCAAAATGTAT---------ATGAACTCTAGTGGGATTTG-------TT-TG----TTCAATTTTT---TC-G----ACGCAGATCCGCTTCCAATCGCTAGTGCGC------------GATGATGTACGCAA
droPer2 scaffold_9:3195412-3195577 + CACAGCAGTGCGTGATTGTGGCTGCCACAAAGGGTACACGCATACCCGAGGTAGG--G----------------CTCTAACT--TCGA-T--CCTATTCAAAATGTAT---------ATGAACTCTAGTGGGATGTG-------TT-TG----TTCAATTTGT---TC-G----ACGCAGATCCGCTTCCAATCGCTAGTGCGC------------GATGATGTACGCAA
droAna3 scaffold_13337:9609090-

9609234 -
dan_2527 CGCAGCAGTGTGTGATTGTGGCCGTCACCAAGGGCACACGCATCCCAGAGGTA--CAC---------------------TAA--CAAA-----TTATTT--AATAC----TATA---ACTTATT------------A-------AT-TATTTAATCT--------TT--T----TCTTAGATCCGCTTCCAGTCGCTGGTTCGC------------GACGATGCTCGAAA

droBip1 scf7180000396569:1727452-
1727597 +

CGCAGCAGTGTGTGATTGTGGCCGTCACCAAAGGCACTCGCATACCAGAGGTA--CAG----------------------------GA----ACCATTC--AGTGGAAACTAGA---ACACCTT------------A--------GTAATCTATTA--------TCTT-C----CGTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCTCGAAA

droKik1 scf7180000301816:190396-
190548 +

CACAGCAGTGTGTGATTGTGGCCGTCACCAAGGGCACGCGCATACCAGAGGTA--CA-------------------CACACA--TCAG-C------TAT--AAAACTG---------AATAATT------------ATCCCTAATT-TA----TACAA-----TACT--TTGATTTCCAGATACGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droFic1 scf7180000453052:201508-
201659 +

CGCAGCAATGTGTGATTGTGGCCGTGGCCAAGAACACGCGCATACCGGAGGTA--CTT---------------TTTGACTAA--TAAAGC--CTTCTAC--AATATGC---------AATAATC------------A-------CT-TA----ATCAA-----TACTG-C----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droEle1 scf7180000491249:1282436-
1282593 -

CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGTATTCCAGAGGTA--CTT------GC-----TTGGACACACATCCAGA-C--CATATAC--AACATTT---------ACTAATT------------G-------CT-TA----ATCAA-----TACTGTA----TTTTAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droRho1 scf7180000768086:13066-13219
-

CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGTATTCCAGAGGTAA--TT------AC-----TTGGCCACACA--TCAG-C--CGCATAC--AGTACTT---------ACTAATT------------T-------CT-TA----ATTAT-----TGCT--G----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droBia1 scf7180000302428:495623-
495776 +

CGCAGCAGTGTGTGATTGTGGCCCTCGCCAAGAACACGCGCATACCGGAGGTA--CTT------AC-----ATCGTCGCATA--TGGA-C--CTCATTT--AAAATCA---------ACTAATT------------A-------CT-AA----ATCAA-----TACT--C----TTTCAGATTCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droTak1 scf7180000415440:31027-31180
+

CGCAACAGTGTGTGATTGTTGCCGTTGCCAAGAACACGCGTATACCAGAGGTAAATTT---------------AATCGAACT--TAAA-CCCCCTATTT--AATATTT---------ACTAATT------------A-------CT-TA----ATCAA-----TACG--C----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droEug1 scf7180000409466:1585552-
1585703 +

CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGTATACCGGAGGTA--CTT---------------AGTCATACG--TGAA-C--CGCATATAGTATGTGT---------ACTAATT------------A-------CT-TA----ATCAA-----TATT--C----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

dm3 chr3L:3832960-3833109 + CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACTCGCATACCGGAGGTA--CTT---------------AGTCGCACA--TGAA-G--CGCATTC--AATATAC---------ACTAATT------------A-------CT-TA----ATCAA-----TACT--T----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

droSim2 3l:3723594-3723743 + CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGCATACCGGAGGTA--CTT---------------AGTCGCACA--TGGA-G--CGCATTC--AATATAC---------ACTAATT------------A-------CT-TA----ATCAA-----TACT--T----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA
droSec2 scaffold_2:3826934-3827083 + CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGCATACCGGAGGTA--CTT---------------AGTCGCACA--TGGA-T--CGCATTC--AATATAC---------ACTAATT------------A-------CT-TA----ATCAA-----TACT--T----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA
droYak3 3L:4390050-4390198 + CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGCATACCGGAGGTA--CTT---------------AGTCGCGCA--CGGG----CGCATTT--AATATTT---------ACTAATT------------A-------CT-TA----ATCGA-----TACT--T----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA
droEre2 scaffold_4784:6530882-

6531031 +
CGCAGCAGTGTGTGATTGTGGCCGTGGCCAAGAACACGCGCATACCGGAGGTA--CTT---------------AGTCACTCA--CGGA-G--CTCATTT--AATATAT---------ACTAATT------------A-------CT-TA----ATCAA-----TACT--T----TTTCAGATCCGCTTCCAGTCGCTGGTGCGC------------GACGATGCACGCAA

Generated: 09/08/2015 at 07:09 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:4187027-4187190
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:4187027-4187190
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_18274.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6680:2600843-2601005
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15110:10609350-10609523
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004768:1753743-1753900
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XR_group6:4892836-4893001
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_9:3195412-3195577
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13337:9609090-9609234
http://compgen.cshl.edu/~jmohamme/static/droAna3/html/dan_2527.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396569:1727452-1727597
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000301816:190396-190548
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453052:201508-201659
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491249:1282436-1282593
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000768086:13066-13219
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302428:495623-495776
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415440:31027-31180
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409466:1585552-1585703
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3L:3832960-3833109
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3l:3723594-3723743
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_2:3826934-3827083
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3L:4390050-4390198
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4784:6530882-6531031


ID:

dvi_106

Coordinate:

scaffold_12855:2693707-2693761 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ACAACAGCAATTACCATTGCATTCGCAGTCGCTGTCGCTGTCGCAGTCGCAGCTGCAGTTGACGTCGACAGCGCTTGCGGCGCTGCCCGTTGGCTGCCAGCTGCCGTCTGCTTTCAGCTGCAACGGCCAACGTCGTCAGTCGCCAGTCGTCAGTT

***********************************.((((..((((.(((((((((((((((((....(((((((...)))))))..))))))))).)))))).)).))))...)))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060672

9x160_females_carcasses_total

M027

male
body

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

M047

female
body

SRR2096056

Ovary_Min_46

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total

M028

head
SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

SRR060671

9x160_males_carcasses_total

V053

head
SRR2096057

Ovary_Min_50

V116

male
body

SRR060655

9x160_testes_total

SRR060675

140x9_ovaries_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060667

160_females_carcasses_total

M061

embryo

SRR060656

9x160_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060689

160x9_testes_total

SRR060657

140_testes_total

SRR060654

160x9_ovaries_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060683

160_testes_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

SRR060688

160_ovaries_total

..................................................AGCTGCAGTTGACGTCGACAGC................................................................................... 22 0 1 51.00 51 3 10 9 8 0 6 1 1 4 2 2 0 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGC................................................... 22 0 1 34.00 34 2 3 6 3 0 2 4 3 1 2 1 0 1 1 1 0 0 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAGCGC................................................................................. 24 0 1 29.00 29 9 1 5 2 1 3 0 0 1 1 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAGCG.................................................................................. 23 0 1 21.00 21 7 1 0 1 0 1 1 0 1 2 1 0 0 0 0 3 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCT..................................................... 20 0 1 18.00 18 3 1 1 0 4 0 1 2 1 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTG.................................................... 21 0 1 11.00 11 2 3 1 0 1 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGA................................................... 22 1 1 8.00 8 1 1 0 0 1 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAG.................................................................................... 21 0 1 8.00 8 1 3 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCTGCCCGTTGGCTGCCAGCTGC................................................... 23 0 1 7.00 7 0 0 0 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGT................................................... 22 1 1 7.00 7 2 0 0 1 0 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCTGCCCGTTGGCTGCCAGCTGT................................................... 23 1 1 6.00 6 1 0 0 0 0 0 0 3 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACA..................................................................................... 20 0 1 6.00 6 1 1 0 0 0 0 1 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGCT.................................................. 23 1 1 4.00 4 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCCGTTGGCTGCCAGCTGCCG................................................. 21 0 1 4.00 4 1 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCCGTTGGCTGCCAGCTG.................................................... 18 0 1 4.00 4 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCTGCAGTTGACGTCGACAGCGC................................................................................. 23 0 1 3.00 3 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTGCAGTTGACGTCGACAGCGC................................................................................. 22 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGAC...................................................................................... 19 0 1 2.00 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................GGCCAACGTCGTCAGTCGC............ 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCTGCAGTTGACGTCGACAGC................................................................................... 21 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................GCGCTGCCCGTTGGCTGCCAGCTGCC.................................................. 26 0 1 2.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCCGTTGGCTGCCAGCTGCCGT................................................ 22 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAGA................................................................................... 22 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGTT.................................................. 23 2 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................GCGCTGCCCGTTGGCTGC.......................................................... 18 0 2 1.50 3 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CGCAGTCGCAGCTGCAGTTGACGTCGAC...................................................................................... 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AGTTGACGTCGACAGCGCT................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................AACGGCCAACGTCGTCAGTCGCCAGTC....... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTCAGCTGCAACGGCCAACGTCGTCA................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TGCCGTCTGCTTTCAGCTGC.................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CGCAGCTGCAGTTGACGTCGACAGCGC................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCTGCAGTTGACGTCGACAGCGCT................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCTGCCCGTTGGCTGCCAGCTGG................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGCC.................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAGCGCT................................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCCCGTTGGCTGCCAGCTGCCGTCT.............................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGAA.................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GTCGCAGCTGCAGTTGACGTCGACA..................................................................................... 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGC...................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CGCAGTCGCAGCTGCAGTTGACGT.......................................................................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCTGCCCGTTGGCTGCCAGCTGCT.................................................. 24 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGCTT................................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCCCGTTGGCTGCCAGCT..................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCGTTGGCTGCCAGCTGCCGT................................................ 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCTGCAGTTGACGTCGACAGCG.................................................................................. 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCGCAGCTGCAGTTGACGTCGAC...................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TGCGGCGCTGCCCGTTGGCTGC.......................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCCCGTTGGCTGCCAGCTGT................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................AGCTGCAGTTGACGTCGACAGCC.................................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTGCA.................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCGCAGCTGCAGTTGACGTC......................................................................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................ACGGCCAACGTCGTCAGTCGCC........... 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CGCAGCTGCAGTTGACGTCGACAG.................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAGCTT.................................................... 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................AACGTCGTCAGTCGCCAGTCGTCAGT. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GCCCGTTGGCTGCCAGCTGCCG................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCCCGTTGGCTGCCAGCTGC................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCCCGTTGGCTGCCAGCG..................................................... 19 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................GTCGCAGTCGCAGCTGCA.................................................................................................. 18 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGCCCGTTGGCTGCCAAA...................................................... 19 2 10 0.10 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................TCGCAGTCGCTGTCGCTGTC................................................................................................................. 20 0 13 0.08 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................GCTGTCGCTGTCGCAGTC........................................................................................................... 18 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................TCGCAGTCGCTGTCGCTG................................................................................................................... 18 0 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CGCTGTCGCTGTCGCAGT............................................................................................................ 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

Anti-sense strand reads

TGTTGTCGTTAATGGTAACGTAAGCGTCAGCGACAGCGACAGCGTCAGCGTCGACGTCAACTGCAGCTGTCGCGAACGCCGCGACGGGCAACCGACGGTCGACGGCAGACGAAAGTCGACGTTGCCGGTTGCAGCAGTCAGCGGTCAGCAGTCAA

************************************.((((..((((.(((((((((((((((((....(((((((...)))))))..))))))))).)))))).)).))))...)))).***********************************
Read
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#
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Total
Norm Total

SRR060667

160_females_carcasses_total

V116

male
body

SRR2096060

Ovary_Min_193

SRR060679

140x9_testes_total

SRR1106729

mixed
whole
adult body

M047

female
body

..........................................CGTCAGCGTCGACGTCAA............................................................................................... 18 0 2 0.50 1 0 0 1 0 0 0

..............................CGACAGCGACAGCGTCAGCG......................................................................................................... 20 0 20 0.05 1 0 0 0 0 0 1
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:2693657-

2693811 -
dvi_106 ACAAC-----AGCAATT---ACCATTGCA--------------T---------------TCGCAGTCGCTGTCG----CTGTCGCAGTCGCAGCTGCAGTTGACGTCG-ACAGC------------G-----CTT---G------------------------------------------CGGC------------GCTGCCCGT--TGGCTGCCA---GC--------T------------------------GCC------GTCTGCT-------------------------------------------------------------------------------TTCAGCTGCAAC--------------------------GGCCAACGTCGTCAG-------------------------------------------------------------------------------------------TCGCC------AGTCGTCAGTT-

droMoj3 scaffold_6540:11894821-
11894955 -

dmo_261 ACAAC-----AAA-ACG---GC-ATTGCAGTCA----------C-----------------GCTGTCGCTGTCGCTAC----C------GCAGCTGCAGTCAGCGC---------------------------TG---G------------------------------------------CAGC------------GCTGCCTGTGCTGGCTGCCA---GT--------T------------------------GCC------GTATGCT-------------------------------------------------------------------------------TTCAGCTGCAAC--------------------------GGCCAACGT-------------------------------------------------------------------------------------------------CGGCA------G-TCGTCAGTT-

droGri2 scaffold_14624:2256890-
2257043 +

dgr_472 ACTACA----AGCAGTC---GCAGCT---------------------------------------------------------------------GCAGTTGACGTCG-GCAGCGCTGTTTCTGTTGCGTTGG------------------------------------------------------------------------------CTGACAGCT--GCTGCTGCTGC------------------------------TAGCTG--CT------------TGCTGCTTGCCGCTAGCTGCTTGGGCTGC-----------------------------------ATTCAGCTGCAAC--------------------------AGCCAACG--GGCAA-------------------------------------------------------------------------------------------CGTCA------G-TCGTCAGTT-

droWil2 scf2_1100000004902:11175893-
11176028 -

dwi_5427 AAA-C-----TGC-ACA---GTTGCAGT---CA----------T--------GC---------TG---CTGCCTCTGC----T------------GCAGTTGACGTCG-ACTTC------------G-----GTT---G------------------------------------------CTGCT------------------------------------GCTGGTGCTGG---------------------------TGCTGC-----T--------------------------------------------------------------------------------------------------------------------------------------------GCTGCAGTTGCTGTTGG------------CGTTTTGGCATTTGG---TTT---GGT-------------------------CTGGCC------A-CAGTCAGTG-

dp5 2:5026858-5026994 - dps_117 CT-GC-----AGT---CGCTG---CT---------------------------------------------------------------------GCAGTCGACGCTG-GC---GTCGTCGCCGTCGCCTTCTCT---G------------------------------------------CCGCT------------------------------------GACGCTGCCGC------------------------------TGACGA--TG------------TGAGGCCAGCCGCT----------------------------------------------------------------------------------------------------------------GGCTGCGGCCGCTGTCGG------------CT-------------------------------GCTT-------GCCTGCACCCGGTC------A-GCGTCAGTG-
droPer2 scaffold_19:732320-732456 - dpe_2527 CT-GC-----AGT---CGCTG---CT---------------------------------------------------------------------GCAGTCGACGCTG-GC---GTCGTCGCCGTCGCCTTCTCT---G------------------------------------------CCGCT------------------------------------GCCGCTGACGC------------------------------TGACGA--TG------------TGAGGCCAGCCGCT----------------------------------------------------------------------------------------------------------------GGCTGCGGCCGCTGTCGG------------CT-------------------------------GCTT-------GCCTGCACCCGGTC------A-GCGTCAGTG-
droAna3 scaffold_13340:6482849-

6482998 +
dan_4066 TCTGC-----TGCG-TC---GCTACTGCA--------------G---------------TCGTCGACGACGTCG----ATGTGGCTGCCGCTG-------------------------CCACCGCTGCTGT---T---G------------------------------------------CCA---------------------------------------------------------------CTGCTGCTGCTGCTGCTGCTGC--TG------------CAGAGCCTT----------------------------------------------------------CTGCTGCTTT-------------------------------------------------------GGTTGCTGTTGG------------CC-------------------------------AATT-------GC----CGTTGGCC------A-GCGTCAGTG-

droBip1 scf7180000396708:2366185-
2366313 -

ACAAACTGCAGTCGGCT---GCGT---------------------------CGCT----------------------------------------GCAGTCGACGACG-CCGAC------------G-----TCT---G------------------------------------------CTGCT------------------------------------ACGGGTACTGC------------------------------TGCCGC--TG------------CAGCGCCTT----------------------------------------------------------CTGCTGCTTT-------------------------------------------------------GGTTGCTGTTGG------------CC-------------------------------AATT-------GC----CGTTGGCC------A-GCGTCAGTG-

droKik1 scf7180000302621:77408-77586
+

GCAGC-----AGCAGCA---GCAGTAGCA--------------G---------------CGGCAGCAACAATA-----ACACACCCAACG------------------------------------------G------------------------------------------------------------------------------TGC--------GCAGCAGCAG------CATTTGCAGCAGCAGCAGCA---------------GCA---ACAACGCGTTGCTAGCAGCAACCAGCAACAGTTGCAGCAGCAGCA------------------------------------GC--------------------------A-----------------------------------GCATGATAATGGACCAACGTCCCATCA-----------------------------------T----TTGCATCA------A-TCATCAGTC-

droFic1 scf7180000454050:472623-
472749 -

ACAAC-----AACAGTC---GTAGTCGCA--------------G---------------TCGCAGCCGCAGTCG----CAATCGCAGTCGCA-------------------------------------GTCGCA---G------------------------------------------CAACA------------------------------------GCAGCAGCAGCAGTT------------GCAGTAGCAGCAGCAG---------------------------------------------------------------------------------------CAGCAGCAAC--------------------------G-CTAGCGTCGGCAGCG------------------------------------------------------------------------------------------------------ACGCCAG---

droEle1 scf7180000491011:47774-47916
+

TGTCGT----CGCAATC---GCAATCG-----------------------------------------CTGTTG-----------------------------------CA---GTTGCAGTTGCAGTTTCAGTT---G------------------------------------------CAGCTTAAGTTGCAGTCATGGCCAT--GGGCGGCCT---AT--------T------------------------GCC------AATTGCT-------------------------------------------------------------------------------T----------------------------------------------------------------------ATT-------------------------------------------GCCAACTGTAGATTTTCAAACCGTAAGTCGTA------AGTCGTAAGT--

droRho1 scf7180000780091:224570-
224723 +

ACAGC-----AGCAACA---ACAGCAGCA--------------T--------GC---------CG---CCGTAG-----------------------------------CC---GCCGCAGCTGCCGCTTCGC----------------------------------------------------A------------------------------------TCCG------------------------------------------------CATATGCATGCCGCCC-----------ATGCCCACGCCCACGCCCACGCC-----CTTG------------------------GCCCCCAGTTGGCGCAACTCCAGGCGGTCGCT----GTGCCGT----------------------------------------------------------------------------------------------CAGCG------G-CCAACAGT--

droBia1 scf7180000302126:3414190-
3414310 -

GCGGC-----AGGCACA---GCAACAGCA-------ACA----GCAACAAGCGCT----------------------------------------GCAGT-------------------------CGCAGTCGCA---G------------------------------------------CAGCA------------------------------------GCTGCAGTAGCAG------------CAGCAGCAGCAGCAGCAG---------------------------------------------------------------------------------------CAGCAGCAAC--------------------------G-CTAGCGTCGGCAGCG------------------------------------------------------------------------------------------------------ACGCCAG---

droTak1 scf7180000415238:250560-
250728 +

ACAAC-----TTGTGGC---ACAAATCTC---CA--GTAGCCTA-AGCCA--GCT------------GCAGCCGCAGT----T------------GCAGTTGCAGTTCGCCAGT------------G-----GCT---C------------------------------------------CAGCT--------------------------------------TC------------------------------------------------CTGCAACAGGGCCCCA-----------CTCC-CTCGCCATCC------------------------------------CAGCAGCAACATGTTGGTC-------------------------CTGTCAGCA-------------GCAGCAGCCTC------------GT-------------------------------AACT-------GC----------CA------A-TCTCCAG---

droEug1 scf7180000409759:556627-
556786 -

ACAAC-----AGCCACC---TCAATTGCTGCCC-ACACA----TCAGTTTGCA---------------------------CACTTGTCTTCC-------------------------------------TTTGTGACACCAACAGCAGCGGCAGCAGCAGCGGCGGCGGCGCACTATC---CCC--------------------CAGCT-ACTG-CT---GC--------T------------------------GCC------GCTTACT---------------------------------------TTG-CA------------------------------------CAGCAGCAAC--------------------------A-------CCATCAGCA------------------------------------------------------------------------------------------------------TCATCAG---

dm3 chr3R:23875772-23875913 + GCAGC-----AGCAGCA---ACAGCAGCA--------------T---------------CCCCAGTCGCAGTCG-----------------------------------------C---------CGCACCAGCA---G------------------------------------------CAGCA------------------------------------GTCG------------------------------------------------CAGCAGCAGGCCGCCG-----------CAGCAGCCGCCGCTGCAGCCGCA-----GCAG------------------------CC--C--------------------------A-------CCATCAGCAGCAGCAGGCGGTGGC---------------------------------------------------------------------------CGCA------G-CAGTCTGT--
droSim2 3r:15128626-15128728 - CGCAG-------------------CT---------------------------------------------------------------------GCAGTCGACGTCG-AC---GCAGTGTTCGCTGCTGCCACC---G---------------------------------------CTGCTGCACTCG---------------------CCGACGTCC--GTTTCTGT-----------------------------------------------------------------------------------------------------------------------------T----------------------------------------------------------------------TGG------------CC-------------------------------CATT-------GC----CGTTGGCC------A-GCTTCAGTG-
droSec2 scaffold_34:421870-422013 + ACAAC-----AACAACA---ACAGGTGCA--------------G---------------C--------------------------------------------------------------------------A---C------------------------------------------CAACA------------------------------------GCAGCAGCAAAAGCTTCAGTTGCAGCAACAACAGCA---------------GCA---TCAACACAACTCG-------------------------------A------------------------------------AC--------------------------A-----------------------------------ATTTGATTGTCGGCCATCGGGGCAGCTCCTCTGTCCAAGGGC--------GCCT-------G--------ACCTC------A----GCTGT--
droYak3 X:12681700-12681863 - ACACC-----AGAAACT---ACAACATTG--------------A-----------------------------------------------------------AATCA------------------------------------------------------------------------------------------------------------------GCAGCAGTAGCACTT------------GCAACAGCAGCAGCAGC-----A-GCA---ACAACACTGCA-G-------------------------------GGCAAC---AAGAATGTGTGGGCTTCATT--------------------------------------------------GCAGCA---G------GCAACT-------------------------------------------GCCAACTGGCGACGTGCAACGTGCAACATGCAATGGGCAATGGGCAGTGA
droEre2 scaffold_4690:4615439-

4615571 +
GCAGC-----AGCAGCC---ACAAGAACA--------------AAAGCAAGCGCTGCAGTCGCAGTCGCA-----------------------------------------------------------GTCGCA---G------------------------------------------CAGCA------------------------------------GCAGCAGCAGCAGCTGCAGTAGCAGCAGCAGCAGCA---GCAG---------------------------------------------------------------------------------------CAGCAGCAAC--------------------------G-CTAGCGT-------------------------------------------------------------------------------------------------CGGCA------G-CAGCATGTC-
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http://compgen.cshl.edu/~jmohamme/static/droAna3/html/dan_4066.html
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302621:77408-77586
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454050:472623-472749
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491011:47774-47916
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000780091:224570-224723
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302126:3414190-3414310
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415238:250560-250728
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409759:556627-556786
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3R:23875772-23875913
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3r:15128626-15128728
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_34:421870-422013
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=X:12681700-12681863
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:4615439-4615571


ID:

dvi_261

Coordinate:

scaffold_12970:6444636-6444707 +

Confidence:

confident

Class:

Mirtron
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intron
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ19315-in]; CDS [Dvir\GJ19315-cds]; CDS [Dvir\GJ19315-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AGATGATACGCCAGAAGCCGCTCTTCCAGGGCACCAGCACAATAAATCAGGTAGTTGACCCGTTGAATAACCACGCTGGTAGTACTTATTATTATAATTGTTATTGTTCTGGTTGACGGCAGATTGAGAAGATCGTGAATGCGCTGCCGGATGTGACGGAGCGGGACATCGA

**************************************************((.(((((((.....((((((.....(((((((....))))))).....)))))).....))))))).)).***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060681

Argx9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060655

9x160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060683

160_testes_total
SRR2096060

Ovary_Min_193

SRR2096058

Ovary_Min_98

SRR060656

9x160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

V116

male
body

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

SRR060673

9_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060682

9x140_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR060657

140_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060658

140_ovaries_total

SRR060654

160x9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M027

male
body

SRR060659

Argentina_testes_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096057

Ovary_Min_50

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

GSM1528803

follicle
cells

M028

head

SRR060663

160_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR1106725

embryo_14-
16h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

SRR060660

Argentina_ovaries_total

....................................................................................................TTATTGTTCTGGTTGACGGCA................................................... 21 0 1 185.00 185 27 24 18 16 18 7 14 3 8 5 3 2 0 6 5 3 5 2 3 0 2 0 0 2 0 0 1 0 1 2 2 1 1 0 0 2 0 0 0 0 1 0 1 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAG.................................................. 22 0 1 143.00 143 20 9 13 11 2 7 8 9 3 2 5 7 7 1 1 3 0 3 1 5 1 4 0 0 2 3 0 2 1 0 0 1 1 3 3 0 2 0 0 1 0 0 0 1 1 0 0

....................................................................................................TTATTGTTCTGGTTGACGGC.................................................... 20 0 1 22.00 22 2 0 3 1 1 0 0 1 1 3 0 0 1 1 0 0 1 0 0 0 0 0 2 0 0 0 2 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGG..................................................... 19 0 1 16.00 16 4 5 0 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAA.................................................. 22 1 1 15.00 15 1 2 0 1 0 1 0 1 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAT.................................................. 22 1 1 9.00 9 2 2 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACG...................................................... 18 0 1 8.00 8 1 4 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGTTGACCCGTTGAATAACC.................................................................................................... 22 0 1 4.00 4 0 3 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAGT................................................. 23 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGT..................................................... 19 1 1 3.00 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GTTATTGTTCTGGTTGACGG..................................................... 20 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCT................................................... 21 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TAGTACTTATTATTATAATTGTTAT.................................................................... 25 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGTTGACCCGTTGAATAA...................................................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GTTGACCCGTTGAATAACCACGCTGGTAG.......................................................................................... 29 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGTTGACCCGTTGAATAACCACGCTG.............................................................................................. 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TTGTTATTGTTCTGGTTGACGGC.................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGTTGACCCGTTGAATAACCACGC................................................................................................ 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAGAAA............................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCTT.................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAC.................................................. 22 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCTTT................................................. 23 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAGA................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................ACGCTGGTAGTACTTATTATTATAATTG........................................................................ 28 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TATTGTTCTGGTTGACGGCAG.................................................. 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGTTGACCCGTTGAATAACCACGCT............................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCAAT................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTATTGTTCTGGTTGACGGCG................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCTACTATGCGGTCTTCGGCGAGAAGGTCCCGTGGTCGTGTTATTTAGTCCATCAACTGGGCAACTTATTGGTGCGACCATCATGAATAATAATATTAACAATAACAAGACCAACTGCCGTCTAACTCTTCTAGCACTTACGCGACGGCCTACACTGCCTCGCCCTGTAGCT

***************************************************((.(((((((.....((((((.....(((((((....))))))).....)))))).....))))))).)).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096014

Ovary_Strain_160_oxidized

V047

embryo

V053

head

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:6444586-

6444757 +
dvi_261 AGATGATACGCCAGAAGCCGCTCTTCCAGGGCACCAGCACAATAAATCAGGTAGTTGACC--------------------------------------------------------------------------------------------------------------------------------------C--------------GTTGAATAACCA-----------CG--------------------------CTGGT------AGTAC----TTATTATTA-TAATTGTTATTGTTCT-------------GGTT-GACGGCAGATTGAGAAGATCGTGAATGCGCTGCCGGATGTGACGGAGCGGGACATCGA

droMoj3 scaffold_6473:1176783-
1176882 +

AGATGATACGCCAGAAGCCGCTCTTCCAAGGCACCAGCACCATCAATCA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GATTGAGAAGATAGTGAATGCGCTGCCGGAGGTGACGGATCGCGATATCGA

droGri2 scaffold_15203:9293886-
9294042 -

AGATGATACTCCAGAAGCCGCTTTTCCAAGGTAGCAGCACCATTAATCAGGTACGTGTTCT-----T----------------CAGA--TT------------------------------------------------------------------T-CGA---GGA--GTG-----------------------------------------GCACTTAAATAAACC--------------------------------------------------------A-C-------------------------------ATTT-TCATGCAGATTGAGAAGATTGTGAATGCGCTGCCCGATGTAACGGAACGGGATATCGA

droWil2 scf2_1100000004909:7813086-
7813185 +

AAATGATACGACAGAAGCCACTTTTTCAGGGCACCAGCACTGTAAATCA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AATTGAGAAAATTGTTAACGCATTGCCCGATGTTACGCCCCAGGATATTGA

dp5 XL_group1a:7853258-7853449
+

AGATGATAACCGAACAGCCGATCTTCCAGGGCAGCAGCACCATCAATCAGGTGGGGGTCAC-----C----------------AGTCACC----------------------------------------------------------------------AG---TGA--CCACAAACACACAAAACACACCCC-AACACACCATCACCT-AA--------------------------------------------CCA------------------------------CAA--------------CCGTTCTGCCAT----GCTCCACAGATGGAGAAAATATTGTCTGCCCTGCCGAATGTGACCCAGCGCGAGATAGA

droPer2 scaffold_15:207305-207488 + AGATGATAACCGAACAACCGATCTTCCAGGGCAGCAGCACCATCAATCAGGTGGGGGTCAC-----C----------------AGTCACCA-------------------------------------------------------------------C---------------AAA-ACACAAAACACACCCC-AACCCACCATCACCT-AA--------------------------------------------CCA------------------------------CAA--------------CCGTTCTGCCAT----GCTCCACAGATGGAGAAAATATTGTCTGCCCTGCCGAATGTGACCCAGCGTGAGATAGA
droAna3 scaffold_13047:1235911-

1236077 +
AAATGATACGACAGAAACCCCTCTTCCAGGGCACTAGTACTATTAACCAGGTGAGTATCAC-----C----------------TATCACCT-------------------------------------------------------------------TAGA---GAA--GTGAAG-----------GA-----------------AT----------------------------------------------------GTGTCT----------------------A-CAG-------------CACTATTGTAA------CATCCGTAGATTGAAAAGATAGTGACTGCCCTACCGGATGTGACACAACGCGACATTGA

droBip1 scf7180000396575:156391-
156563 -

AGATGATACGACAGAAACCCCTATTTCAGGGCACTAGTACTATAAATCAGGTAAGGCATGG-----ATTAG-------------AAA---------------------------------------------------------------------------------AT------------------------------------------------------------------------------------------AAGTATGTTATAAAAAATATATATATATAT-AA-------------ATCGATTTGAA------AATCCGTAGATTGAAAAGATAGTGACTGCCCTACCAGATGTGACACAAAGCGATATAGA

droKik1 scf7180000302696:1998512-
1998672 -

AGATGATCAGACAAAAGCCGCTATTCCAGGGCACCAGTACCATCAACCAAGTGAGACTCCA-----A------------------CCAACT-------------------------------------------------------------------------GCC-TC------------T----GGG-----GA--------------AAACCCTCAACCTAAACC--------------------------------------------------------TAAAC---------------------------------CCCTTACAGATAGAGAAGATCGTGTCTGCTCTGCCGGATGTGACCCAGCAGGACATTGA

droFic1 scf7180000454073:2070048-
2070251 -

AAATGATAAGGCAGAAACCTCTGTTTCAGGGAACCAGTACTGTCAATCAGGTAAAACTTGG-----CTTCA-------------ACCTTCT-------------------------------------------------------------------------GCCAAAATACTAATATATAATATACATACTC--------------GTATAATGACCA-----------CA---------------------AT---ATAT---------------TATATGATTAACAA--------------TCGTTTC---------CAATTTCAGATAGAGAAAATCGTGACTGCCTTGCCGGACGTGACCCAGCGGGACATCGA

droEle1 scf7180000491018:109314-
109496 +

AGATGATAAGACAGAAGCCACTGTTCCAAGGCACTAGCACTGTCAATCAGGTGAGTAAAC--------------------------------------------------------------------------------------------------------------------------------------A--------------AAAAAAAATTAACTTAAAAGTAAAATTAATAATAATAATAATAATAAA---ATGTGAAATGC----------------------------------T-------------GTAT-TTTTGCAGATAGAGAAAATCGTGGCTGCCCTGCCGGCAGTGACCCAGCAGGACATCGA

droRho1 scf7180000780067:45534-
45741 -

AGATGATAAGACAGAAACCCCTCTTCCAAGGCACCAGCACTGTCAATCAGGTAGGATTCGT-----TCTTGGAGACTATGATGAGA---CT------------------------------------------------------------------A-TGA---TGA--CCTTAGTATCGCATTTAAATGTTT-GAAACTCTGTTATCT-GG--------------------------------------------TCT------------------------------TAA--------------ATGAAATGAACT----CATTTTCAGATAGAGAAAATCGTGACGGCCCTGCCGGATGTGACCCAGCGGGACATTGA

droBia1 scf7180000301760:5128897-
5129080 -

AGATGATAAGGCAGAAGCCCCTATTCCAAGGCACCAGCACTGTCAATCAGGTGAGGA--------------------------------CT------------------------------------------------------------------T-CGG---CGA--GCGAAGTGCCGCC----GATGTTT-GTTTCACTGCACTCG-GATCCACAGATCTTGAAATAA-------------------------TCA---------------------------------------------------------------AACTCGTAGATTGAGAAAATCGTGCTGGCCCTGCCGGACGTGACCCAGCGGGACATCGA

droTak1 scf7180000415696:115491-
115565 -

AATTAATTTT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTT--------------T------------TG----GCTGAATAGATAGAGAAAATCGTGTTGGCCCTGCCGGATGTGACCCAGCGTGACATCGA

droEug1 scf7180000409032:801367-
801584 +

AGATGATAAGGCAGAAACCACTTTTCCAAGGCACTAGCACCATCAATCAGGTATAC------------------------------AAATTTTGTTATATGTTTGTGTAATATTATAGTAAAATCTGGTAAGACTTTTTATTCGAACACTATTTCTCTC---------------GAA-AAATA---AATACTTC-GATTGACTTC----------------------------------------------------------------------------------------------------T-------------ACTT-GGTTATAGATTGAGAAAATCGTGTCGGCCCTGCCGGATGTGACCCAGCGGGACATCGA

dm3 chrX:9158146-9158314 - AGATGATCAGGCAGAAGCCCCTATTCCAAGGCACTAGCACTGTCAATCAGGTAGCAGAGTATCTATA----------------TACCATTT-------------------------------------------------------------------C--ATA-GTTAT------------------------------------------------------------------------------------------A----GGTTTAAATTTACATACATATATAT--------------T-------------------TGCTTCAGATTGAGAAGATTGTGACTTCCCTGCCGAATGTGACAAAGCTGGACATCGC
droSim2 x:8705709-8705879 - AGATGATCAGGCAGAAGCCCCTATTCCAAGGCACTAGCACTGTCAATCAGGTAGCAGAGTATCTAT------------------ACCACTT-------------------------------------------------------------------C--ATA-GTTAT------------------------------------------------------------------------------------------ATGTACGTTGCAATATACATTCATATATAT--------------T-------------------TGCCTCAGATTGAGAAGATCGTGACTTCGCTGCCGAATGTGACAAAGCTGGACATCGC
droSec2 scaffold_68:50616-50786 - AGATGATCAGGCAGAAGCCCCTATTCCAAGGCACTAGCACTGTCAATCAGGTAGCAGAGTATCTAT------------------ACCACTT-------------------------------------------------------------------C--ATA-GTTAT------------------------------------------------------------------------------------------ATGTACGTTGCAATATACATTCATATATAT--------------T-------------------TGCCTCAGATTGAGAAGATCGTGACTTCCCTGCCGAATGTGACAAAGCTGGACATCGC
droYak3 X:17752662-17752822 - AGATGATCAGACAGAAGCCTCTATTCCAAGGCACAAGCACTGTCAATCAGGTAGCAGTGTATCTAT------------------ACCTCTT-------------------------------------------------------------------A--ATAGTTAGG------------------------------------------------------------------------------------------ATGCT------AATATACATT------------------------T-------------ATTT-GTTTGTAGATTGAGAAAATCGTGACTGCCCTGCCGGATGTGACGCAGCGGGACATCGA
droEre2 scaffold_4690:5959102-

5959262 +
AGATGATCAGGCAGAAGCCACTATTCCAAGGCACGAGCACTGTCAATCAGGTAGCAGTGTACCTAT------------------ACCTCTT-------------------------------------------------------------------T--AAAAGTTCT------------------------------------------------------------------------------------------GTGTAAG----------------TATATAT--------------TT-------------GTG-TGTTTATAGATTGAGAAAATAGTGACTGCCTTGCCGGATGTGACACAGCTGGACATCGA

Generated: 09/08/2015 at 07:05 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:6444586-6444757
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:6444586-6444757
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_261.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6473:1176783-1176882
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15203:9293886-9294042
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004909:7813086-7813185
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XL_group1a:7853258-7853449
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_15:207305-207488
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13047:1235911-1236077
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396575:156391-156563
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302696:1998512-1998672
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454073:2070048-2070251
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491018:109314-109496
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000780067:45534-45741
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301760:5128897-5129080
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415696:115491-115565
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409032:801367-801584
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chrX:9158146-9158314
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=x:8705709-8705879
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_68:50616-50786
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=X:17752662-17752822
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:5959102-5959262


ID:

dvi_452

Coordinate:

scaffold_13042:827063-827113 -

Confidence:

confident

Class:

3p_tailed_mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ15757-in]; CDS [Dvir\GJ15757-cds]; CDS [Dvir\GJ15757-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CCGTACACGCAAATCACAGGCTATCTCTGCGTCGGCCTGCAGTATGACAAGTGAGTGCCCATTCATTCAAATGAAAATCCATTTGATGCATGCGACACTCATCTTTCAGGCACAACAGCAACAGCGGCGAGAACGAGGAGGAGGAGCAGCT

**************************************************.((((((..(((.(((.((((((......))))))))).)))...))))))**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060667

160_females_carcasses_total

V053

head

SRR060668

160x9_males_carcasses_total

M028

head

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

M047

female
body

SRR060666

160_males_carcasses_total

V116

male
body

M027

male
body

M061

embryo

V047

embryo

.................................................................................TTTGATGCATGCGACACTCATCT............................................... 23 0 1 172.00 172 29 32 27 16 13 19 4 13 12 5 2 0 0 0 0

.................................................................................TTTGATGCATGCGACACTCATCTT.............................................. 24 0 1 85.00 85 15 12 13 13 3 9 0 11 5 2 2 0 0 0 0

.................................................................................TTTGATGCATGCGACACTCAT................................................. 21 0 1 84.00 84 5 20 7 14 11 8 0 5 5 5 3 1 0 0 0

.................................................................................TTTGATGCATGCGACACTCATCTTT............................................. 25 0 1 55.00 55 12 9 11 7 1 2 0 4 6 0 3 0 0 0 0

.................................................................................TTTGATGCATGCGACACTCATC................................................ 22 0 1 52.00 52 9 6 3 8 1 5 6 4 4 4 1 0 1 0 0

.................................................................................TTTGATGCATGCGACACTCA.................................................. 20 0 1 31.00 31 0 3 2 1 6 1 9 0 2 6 0 0 0 0 1

..................................................................................TTGATGCATGCGACACTCATCTTT............................................. 24 0 1 29.00 29 7 3 4 8 0 4 0 2 1 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTCATCT............................................... 22 0 1 26.00 26 4 1 4 3 1 1 0 4 5 1 1 1 0 0 0

..................................................................................TTGATGCATGCGACACTCATCTT.............................................. 23 0 1 26.00 26 7 4 5 2 4 0 0 2 0 0 2 0 0 0 0

.................................................................................TTTGATGCATGCGACACTC................................................... 19 0 1 25.00 25 0 1 0 0 2 0 21 0 1 0 0 0 0 0 0

...................................................................................TGATGCATGCGACACTCATCTTT............................................. 23 0 1 18.00 18 5 7 2 1 0 1 0 1 0 0 0 0 0 1 0

...................................................................................TGATGCATGCGACACTCATCTT.............................................. 22 0 1 15.00 15 3 4 2 3 1 1 0 0 0 1 0 0 0 0 0

...................................................................................TGATGCATGCGACACTCATCT............................................... 21 0 1 6.00 6 1 0 0 1 2 0 0 1 0 0 1 0 0 0 0

.................................................................................TTTGATGCATGCGACACT.................................................... 18 0 1 4.00 4 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTCATC................................................ 21 0 1 2.00 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0

.................................................................................TTTGATGCATGCGACACTCATCTTTT............................................ 26 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCCATTCATTCAAA................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTCA.................................................. 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTCATCTTTT............................................ 25 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTC................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................................................TTGATGCATGCGACACTCAT................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGCATGCGACACTCATCT............................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...................................................................................TGATGCATGCGACACTCATCTTTC............................................ 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTTGATGCATGCGACACTCATT................................................ 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCCATTCATTCAAATG.............................................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCCATTCATTCAAAT............................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................TGATGCATGCGACACTCATC................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.................................................................................TTTGATGCATGCGACACC.................................................... 18 1 2 0.50 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGCATGTGCGTTTAGTGTCCGATAGAGACGCAGCCGGACGTCATACTGTTCACTCACGGGTAAGTAAGTTTACTTTTAGGTAAACTACGTACGCTGTGAGTAGAAAGTCCGTGTTGTCGTTGTCGCCGCTCTTGCTCCTCCTCCTCGTCGA

**************************************************.((((((..(((.(((.((((((......))))))))).)))...))))))**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060659

Argentina_testes_total

V116

male
body

M047

female
body

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060681

Argx9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR060685

9xArg_0-
2h_embryos_total

..............................................................................................TGTGAGTAGAAAGTCCGTGTT.................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:827013-827159

-
dvi_452 ACACGCAAATCACAGGCTATCTCTGCGTCGGCCTGCAGTATGACAAGTGAGTGCCC----ATT------------CATTCAAA------------------TGA-AAATCCAT-------------TTGATGC---------------ATGCGACACTCAT--------CTT-------TCAGGCACAACAGCAACAGCGGCGAGAACGAGGAGGAGGAGCAGCT

droMoj3 scaffold_6328:2823950-
2824072 -

ACACACAAATCACGGGCTATCTCTGCGTTGGCCTTCAATACGAAAAGTAAGTGACT----A----------------AAGTCAGATTGGG-T--------ATCCC--------TGAAGTGAAATT-------------------G------------------------TTT-------TTGGGTTAATCA------GGCA-------CAGT--GAGGAGCAGTT

droGri2 scaffold_15081:1214840-
1214992 -

ACACCCAAATCACCGGCTACCTCTGCGTTGGCCTGCAGTTTGAGAAGTCAGTTT----ACCTT-------------CATCGTCTTCTGCA-G--------TCCAT--------CAAAATTGTTTA----------ACTT---------AAT----------TCCGTCACTTTTCACGCGTCCACAGGAACA------GCAGCT-GTCCGAGC--GAGGAGCAGCT

droWil2 scf2_1100000004963:1363215-
1363344 +

ATACACAAATAACCGGATATCTCTGTGTGGGCCTTCAATATGATAAGTAAGTCCCT----CTC-------------TCTCTCTTTCTCTT-T--------CT-----------CTTTCTGTATAAA------------------TGTT---------------TC--A-CTT-------CGTTAACATCAA------GCCT-------AACC--AACCACGGTCT

dp5 XL_group1a:5997115-5997240 - ACACCCAGATCACTGGATATCTGTGCATTGGCCTGCACTATGACAAGTAGGCAAGA----TTCC------------CC--------C--------CCAAT-----------TC-------------CCAACTGGAACTCATTCCC------------------------TTTTTG----CCTGTAGAAACA------GCAT-------CAGC--AGCGTGGGCAT
droPer2 scaffold_25:1376863-1376985

+
ACACCCAGATCACTGGATATCTTTGCATTGGCCTGCACTATGACAAGTAGGCAAGA----TT-------------------C----C--------CCAAT-----------TC-------------CCAACTGGAACTCATTCTC------------------------TTTTTG----CCTGCAGAAGCA------GCAT-------CAGC--AGCGTGGGCAT

droAna3 scaffold_13335:883496-883618
-

ACACTCAGATTACTGGGTATCTCTGCGTCGGATTGCATTATGAAAAGTAGGTCCTT--------------------GAAAATAGTTTCAG-T--------CCTTC--------TTGTATTTATCCT------------------T-------------------------TA-------TTTGAAGGAACT------GCAT-------CAGC--ACGGAGGGCAT

droBip1 scf7180000396006:137975-
138098 -

ACACTCAGATCACAGGATATCTCTGCGTGGGGCTGCACTACGACAAGTAAGTCCTT--------------------TGGAATAGTACAAG-T--------CCTGC--------TGGTATTTATCCA------------------T------------------------TGT-------TTCGAAGGAACT------GCAT-------CAGC--ACGGAGGGCAT

droKik1 scf7180000302696:857048-
857183 -

ACACCCAGATCACCGGATATCTATGCGTGGGCCTTAACTATGACAAGTAGGAGT----AGTGT---------CTTTGGGTGC----T--------------CCA-TGAGATTT-------------TTGATTGAGACTTAAAATTAT----------------------TTC-------TTGCCAGGAACA------GCAT-------TAGC--AACGAGGGCAT

droFic1 scf7180000454050:1254447-
1254581 +

ACACCCAGATCACTGGATATCTGTGCATTGGATTGCACTATGACAAGTGGGTTT----CCCCC---------TTTCGGGAATA------------------CTA-TAAGGTAT-------------TCAATCT---------------ATTATTTTGTTTT--------TTT-------TTCGAAGGAACA------GCAT-------CAGC--AACGAGGGCAT

droEle1 scf7180000491001:1760403-
1760532 -

ACACTCAGATAACTGGCTACCTGTGCATTGGCCTCAACTACGATAAGTAAGCTAAG----AAACACACCTTT----TTA-----ATTTAA-T--------ATCC----------------TAAAGA------------------TGTT---------------GC--ACATT-------CTCAAAGGAACA------GCAT-------TAGC--AATGAGGGCAT

droRho1 scf7180000779333:1058542-
1058672 +

ACACTCAGATTACTGGCTACTTGTGCATTGGCCTTAACTACGACAAGTGAGTGGTC--------------------AGATATA-CCGCCT-T---A-T--AATGT--------GATAACTTAAATA------------------CCTT---------------TC--G-ATT-------TGCGAAGAAACA------GCAT-------TAGC--AATGAGGGCAT

droBia1 scf7180000298389:1230300-
1230438 +

ACACCCAGATAACCGGCTACTTGTGCATTGGCCTCAACTACGACAAGTGAGTGG----TGGCC------------CAGGGATG----CCA-TGCCACAGT---T----------CAGAT-------CTTACTGATCCTCTTTGCC--------------A---------TCT-------TTCCAAGGAACA------GCAT-------CAGC--AACGAGGGCAT

droTak1 scf7180000414740:58631-58757
+

ACACCCAGATAACCGGTTACCTGTGCATTGGTCTTAATTACGACAAGTGAGTTTGT----CAC------------CAGTTAAA------------------CCA-AAGGATAC-------------TTTATTGA----------TCTT----------TCT--------CCC-------TTTGAAGAAACA------GCAT-------TAGC--AACGAGGGCAT

droEug1 scf7180000408958:348287-
348421 -

ACACCCAGATAACCGGATATCTATGCGTTGGCCTTAACTATGACCAGTAAGTAAAATGTTTTT-------------TGATTTTA-------------AGA-----------TC-------------CTATATTTAACAT---------ATT----------TATTGCACTTTC------TGTAAAGGAACA------GCAT-------TAGC--AATGAGGGCAT

dm3 chrX:13258860-13258987 + ACACTCAGATAACCGGATATTTATGCGTTGGCCTTAACTACGATCAGTAAGTTG----TTTTT-------------AGAAATTATCTCTA-T--------GCTAC--------ATAGATTCATAAA------------------TCCA---------------T---------------TACAAAGGATGA------GTAT-------TAGC--AACGAGGGCAT
droSim2 x:12603015-12603142 + dsi_2945 ACACTCAGATAACCGGATATTTATGCGTTGGCCTTAACTATGATCAGTAAGTTG----TTTCT-------------AGAAATCATCTCTA-T--------GCTAC--------AAAGATTCATAAA------------------TCCT---------------T---------------CACATAGGATGA------GCAT-------GAGC--AACGAGGGCAT
droSec2 scaffold_21:1012611-1012738

+
ACACTCAGATAACCGGATATTTATGCGTTGGCCTTAACTACGATCAGTAAGTTG----CTTTT-------------AGAAATCATCTCTA-T--------GCTAC--------AAAGATTTATAAA------------------TCCT---------------T---------------CACATAGGATGA------GCAT-------GAGC--AACGAGGGCAT

droYak3 X:7539568-7539696 + ACACGCAGATAACCGGCTATCTATGCGTTGGCCTTAACTACGATCAGTAAGTTT----AGTTAC------------CGAAAGTATCTCTAAT--------TATAT--------GA-TAATCATATA------------------TTCC-----------------------T-------TTCACAGGATGA------GCAT-------TAGC--AACGAGGGCAT
droEre2 scaffold_4690:13610866-

13610993 -
ACACCCAGATAACCGGATATTTATGCGTTGGCCTTAACTACGATCAGTAAGTTG----TCTTT-------------AGAAATCATCTCCA-T--------ATTAT--------GAAATTTCACAAT------------------TCCC---------------T---------------TAAACAGAATGA------GCAT-------TAGC--AACGAGGGCAT
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crit.star
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crit.mor
crit.half
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crit.pairing

crit.top3
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rescue.total
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rescue.confident
rescue.candidate
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1
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0
1
1
1
1
0
1
0
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0
1
0
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GCGCTTTGGATCCTTTGGGTAATCGATCAAGTAACTTAAATATTAACTAGGTAAAATAATTGAAATCAAATTAACATGAAGCTGAAATTTGCTAATTTGATTCTTTTATTCCATTGCAGTTTATATGTGTAATTATTTGTATTTAAGCGTAATATGCACATAATACACA

**************************************************(((((((((..(((.((((((((.((.............)).)))))))))))..)))))...))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060676

9xArg_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

M047

female
body

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR060679

140x9_testes_total

SRR060684

140x9_0-
2h_embryos_total

M061

embryo
SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060667

160_females_carcasses_total

SRR060680

Â 9xArg_testes_total
SRR2096056

Ovary_Min_46

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total
SRR2096057

Ovary_Min_50

SRR060688

160_ovaries_total

M028

head

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

GSM1528803

follicle
cells

SRR060658

140_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096058

Ovary_Min_98

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

M027

male
body

SRR060663

160_0-
2h_embryos_total

SRR060670

9_testes_total

SRR060673

9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR060655

9x160_testes_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060683

160_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V116

male
body

SRR060664

9_males_carcasses_total

V053

head

..................................................GTAAAATAATTGAAATCAAATT................................................................................................. 22 0 1 66.00 66 6 0 3 6 9 12 4 0 1 1 2 2 4 0 0 5 5 0 0 0 0 0 4 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCAG.................................................. 25 0 1 62.00 62 7 0 3 3 2 4 1 1 2 1 2 0 0 11 4 0 0 5 0 1 3 0 0 3 2 0 0 0 0 0 1 2 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 1 0 0 0

..................................................GTAAAATAATTGAAATCAAATTAA............................................................................................... 24 0 1 42.00 42 8 0 4 2 3 0 5 4 7 0 5 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAATTA................................................................................................ 23 0 1 38.00 38 2 0 1 8 4 7 1 2 0 2 1 2 2 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..........TCCTTTGGGTAATCGATCAAGTAACT..................................................................................................................................... 26 0 1 29.00 29 3 2 1 4 3 0 1 2 1 0 1 0 0 0 2 0 1 0 1 0 0 0 0 1 1 0 0 0 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAATTAAA.............................................................................................. 25 1 1 19.00 19 4 1 4 0 0 0 1 2 2 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCAA.................................................. 25 1 1 15.00 15 2 0 1 0 0 0 0 1 5 0 0 2 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCA................................................... 24 0 1 15.00 15 1 0 3 0 1 0 0 0 0 2 1 0 1 1 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAAT.................................................................................................. 21 0 1 13.00 13 1 0 1 1 4 0 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTG..................................................... 22 0 1 12.00 12 1 0 0 3 3 0 1 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TAATCGATCAAGTAACTTAAATATTAAC.......................................................................................................................... 28 0 1 12.00 12 0 10 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTGATTCTTTTATTCCATTGCAG.................................................. 24 0 1 10.00 10 0 0 0 1 0 0 1 0 0 0 1 0 0 0 3 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

...............................................................................................TTTGATTCTTTTATTCCATTGCAGT................................................. 25 0 1 10.00 10 0 0 0 0 0 0 0 0 0 0 0 0 0 1 3 0 0 1 0 1 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGGGTAATCGATCAAGTAACTTAAATA............................................................................................................................... 27 0 1 10.00 10 4 0 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....TTTGGATCCTTTGGGTAATCGATCAAG.......................................................................................................................................... 27 0 1 9.00 9 2 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........TCCTTTGGGTAATCGATCAAGTAAC...................................................................................................................................... 25 0 1 8.00 8 2 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................TGTAATTATTTGTATTTAAGCGTAATA............... 27 0 1 8.00 8 0 3 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATT...................................................... 21 0 1 7.00 7 0 0 0 3 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTAATTTGATTCTTTTATTCCA........................................................ 22 0 1 7.00 7 0 0 1 0 0 0 0 0 0 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGGGTAATCGATCAAGTAACTTAAATAT.............................................................................................................................. 28 0 1 6.00 6 2 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGC.................................................... 23 0 1 5.00 5 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......TGGATCCTTTGGGTAATCGATCAAGT......................................................................................................................................... 26 0 1 4.00 4 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCAGT................................................. 26 0 1 4.00 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAA.................................................................................................... 19 0 1 4.00 4 0 0 0 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................AATCGATCAAGTAACTTAAAT................................................................................................................................ 21 0 1 4.00 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................TGTATTTAAGCGTAATATGCACATAA...... 26 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCCTTTGGGTAATCGATCAAGTAAC...................................................................................................................................... 26 0 1 3.00 3 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................ACATGAAGCTGAAATTTGCTA........................................................................... 21 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATTTGATTCTTTTATTCCAT....................................................... 22 0 1 3.00 3 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................TTATTTGTATTTAAGCGTAATATGCACA......... 28 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TAACATGAAGCTGAAATTTGCTAATT........................................................................ 26 0 1 3.00 3 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................TATTTGTATTTAAGCGTAATATGCACA......... 27 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCCC.................................................. 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAA................................................................................................... 20 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................ATTTAAGCGTAATATGCACATAATACA.. 27 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................TTTGTATTTAAGCGTAATATGCACATA....... 27 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATTTGATTCTTTTATTCCA........................................................ 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAATTT................................................................................................ 23 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................TTTGTATTTAAGCGTAATATGCACATAA...... 28 0 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAAATAATTGAAATCAAATT................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......TGGATCCTTTGGGTAATCGATCAAGTAAC...................................................................................................................................... 29 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TTCTTTTATTCCATTGCAGTTTATATG.......................................... 27 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......TGGATCCTTTGGGTAATCGATCAAG.......................................................................................................................................... 25 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........TCCTTTGGGTAATCGATCAAGTAACTT.................................................................................................................................... 27 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATTTGATTCTTTTATTCCATT...................................................... 23 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................TATGTGTAATTATTTGTATTTAAGCGT................... 27 0 1 2.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TTGGGTAATCGATCAAGTAACTTAAATA............................................................................................................................... 28 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..GCTTTGGATCCTTTGGGTAATCGAT.............................................................................................................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TAATCGATCAAGTAACTTAAATAT.............................................................................................................................. 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCAT....................................................... 20 0 1 2.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TTGGATCCTTTGGGTAATCGATCAAGT......................................................................................................................................... 27 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AAATTAACATGAAGCTGAAATTTGC............................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TTAACATGAAGCTGAAATTTGCTAATT........................................................................ 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTGATTCTTTTATTCCATTGCAGA................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................ATTTGTATTTAAGCGTAATATG............. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................TAAGCGTAATATGCACATA....... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TCCATTGCAGTTTATATGTGTAATTAT................................. 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAAATAATTGAAATCAAATT................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................AATTATTTGTATTTAAGCGTAATAT.............. 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............TGGGTAATCGATCAAGTAAC...................................................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................TTAAATATTAACTAGGTAAAATAAT............................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ATCCTTTGGGTAATCGATCAAGTAACT..................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCAGA................................................. 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTAATTTGATTCTTTTATTCCAT....................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TTATATGTGTAATTATTTGT............................. 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TTGGGTAATCGATCAAGT......................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................TTTAAGCGTAATATGCACATAATACA.. 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAAATAATTGAAATCAAATTAAC.............................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................TATTTGTATTTAAGCGTAATATGCA........... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............TTTGGGTAATCGATCAAGTAACTTA................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................TGTGTAATTATTTGTATTTAAGCGTAA................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................GTAATTATTTGTATTTAAGCGTAATATG............. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TTTGATTCTTTTATTCCATTGC.................................................... 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TTATATGTGTAATTATTTGTATTTAAGC..................... 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TTGGATCCTTTGGGTAATCGATCAAG.......................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................AATCGATCAAGTAACTTAA.................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATTTGATTCTTTTATTCCATTGCAGT................................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................TTTAAGCGTAATATGCACATAATACAC. 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........TCCTTTGGGTAATCGATCAAG.......................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................TATGTGTAATTATTTGTATTTAAGCGTA.................. 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........CCTTTGGGTAATCGATCAAGTAACT..................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................TAAGCGTAATATGCACATAA...... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TGCTAATTTGATTCTTTTATTCCATTGC.................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAAATAATTGAAATCAAATTAA............................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCAGTA................................................ 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TAATCGATCAAGTAACTTAAATATTAACT......................................................................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TATATGTGTAATTATTTGTATTTAAGCGT................... 29 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................GTAATTATTTGTATTTAAGC..................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................GGGTAATCGATCAAGTAACTTAAATAT.............................................................................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ATTTGATTCTTTTATTCCATTGCT................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

...............................................................................................TTTGATTCTTTTATTCCATTGCAAA................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TAATTTGATTCTTTTATTCC......................................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....TTTGGATCCTTTGGGTAAT.................................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TAATCGATCAAGTAACTTAAATATTA............................................................................................................................ 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................TATGTGTAATTATTTGTATTTAAGCGTAA................. 29 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
GCGCTTTGGATCCTTTGGGTAATCGA............................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................TTAACATGAAGCTGAAATTTGCTA........................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................TCGATCAAGTAACTTAAATATTAACT......................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................ATTTGATTCTTTTATTCCATTGCCA.................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................TTTGATTCTTTTATTCCATTGCA................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......TGGATCCTTTGGGTAATCGATCAAGTA........................................................................................................................................ 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................................................TAATTATTTGTATTTAAGCGTAATAT.............. 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................................................................TTAAGCGTAATATGCACATAATACA.. 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................ATTTGATTCTTTTATTCCATTGCAGTCC............................................... 28 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................AATTATTTGTATTTAAGCGTAATATG............. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGCGAAACCTAGGAAACCCATTAGCTAGTTCATTGAATTTATAATTGATCCATTTTATTAACTTTAGTTTAATTGTACTTCGACTTTAAACGATTAAACTAAGAAAATAAGGTAACGTCAAATATACACATTAATAAACATAAATTCGCATTATACGTGTATTATGTGT

**************************************************(((((((((..(((.((((((((.((.............)).)))))))))))..)))))...))))..**************************************************
Read
size

#
Mismatch
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Count

Total
Norm Total

SRR2096013

Ovary_Strain_9_oxidized

SRR060687

9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106728

larvae

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:8788931-

8789100 +
dvi_271 GCG--CT-----TTGGA--TCC---TTTGGGTAATCG---------AT-C-AAGTAA---CTTAAATATTAACTAGGTAAAATAAT-TGAAATC-AA-ATTAA--------------CATGAAGCTGAAATTTGCTAATTTGA---TTCTTT--T-ATTC--CATTGCAGTTTATATGTGTAATTATTTGTAT---TTAAGCGTAATATGCACATAATACACA-C

droMoj3 scaffold_6680:6551704-
6551870 -

GTG--CT-----TCGGA--TTC---TTTGA---TTGG---------TTGACATCTAA---AATATTTACTAGGTAAGTTTGA-----ATA---T-TA-ATTAAAGTATACTCA--AAAC------AGTT----GCTAATCACGTGTTTC--T----CTTCTTCATTGCAGTTTAAATATCTAATTGGTAATGC---TTAGACGTAGAATGCACATTAATACACAC

droGri2 scaffold_15110:4541349-
4541513 +

GCG--CC-----TTTGGGAGTC--CTTTGGGTTTCTG---------TCTT-AAATTT---TTTAAATACTAGGTAAATATTA-----AAACT-TGAA-TCGAT---ATT-ATT--TAAT------GTAC----GCTAACTTATTGCTTC--T--C-TGTC--TATTGCAGTTTAAATATGTAGTTGGTAATACTACTT-------AGCCATTAATAATA-CACAA

dp5 XR_group8:4405623-4405760
+

ACA--TA-----TTCGA--TTG---ATTGGCGATTCATAAATATAAATCT-AAATAT---TTCATACCTTAGGTAAGTTGTT-----TAATTAT-GGACTTGA-------GCT--GGAG------CAAA----ACTAATTCTGGGACTC-----T-CTTC--TCTTGCAGTTTTTAATTCACA--------ACA------------------------------A

droPer2 scaffold_29:640048-640185
+

ACA--TA-----TTCGA--TTG---ATTGGCGATTCATAAACATAAATCT-AAATAT---TTTATACCTTAGGTAAGTTGTT-----TAATTAT-GGACTTGA-------GCT--GGAG------CAAA----ACTAATTCTGGGACTC-----T-CTTC--TCTTGCAGTTTTTAATTCACA--------AAA------------------------------A

droAna3 scaffold_13337:11793798-
11793934 -

ACTTAAA-----CTGGG--GTA---TGTTGCGTTTTA---------TTTT-ACATAAAAAAATATACATTAGGTAAGTTGTA-----CGAAAAA-TTATATTT-------TTT-AAAAG------TAAA----ACTAATTGAA--------A--T-CTTC--AATTTCAGCTTGTAAAAATCC--------ATTA---------TGATT-------------T-C

droBip1 scf7180000396589:2186188-
2186332 +

ACTTAAC-----TTGGG--GTA---TGTTGCGTTTTA---------TTTT-ACACAAA-ATATATACTTTAGGTAAGTTCTT-----CGAAAAC-CCTTATTT-------CTTTAAAAC------ACAA----ACTTATGGAT--------T--T-CTTC--TCTTTCAGCTTTTAAGAATCC--------ATTA---------TGATTT--CATCGA---AC-A

droKik1 scf7180000302383:196159-
196296 -

TCG--CTTATTTTTGGG--GTA---TGTGGCTATTAT---------TTTA--AC------ATCATACATTTGGTAAGTTTGT---TTAAACA-A-TAAATTAA-------ATT--ATAT------AGAG----ACTAATTTAT--------T--TATCTT--CTTTACAGATTTTACATCTA-------------------------ATGCACATTAAATCAC--

droFic1 scf7180000453052:409196-
409339 +

TTG--CG-----TTGGG--GTA---TGTGGCGTTTGA---------TTTT-ACTTTA---ACCTTACATTAGGTAAGTTGTT-----TATTGAA-AATAGCAT-------AAT--ATGT------TTTA----ACTAATTAAA---CT---GT-T-TTTT--CCTTACAGTCTGTACGTCTGC--------ATT-----------AACTGCACATTT-ATCAC-C

droEle1 scf7180000491249:1024820-
1024960 -

AC----G-----TTGGG--GTA---TGTGGCGTATAA---------TTTA-AAATAA---ATCATACATTAGGTAAGTTGTT-----ATATTATAAA-TCAGA---A---ATA--TAAA------TGAA----ACTTATACCA---CTC--T--C-TTTC--TCTTACAGTTTGTACATCTAT--------ACT-----------AATTGCACATTTAATC----

droRho1 scf7180000780101:100056-
100201 +

CTTT-CG-----TTGGG--GTA---TGTGGCGTTTAA---------TTTT-AATTAA---ATCATTCATTGGGTAAGTTTCA-----TATTAAA-TAAACCGA-------TTT--AAAG------TAAA----ACTAATTTAAA--AT---G--T-TTTC--TTTTACAGTTAGTACATCTAT--------ACT-----------AAATGCACATTAAATCAC-C

droBia1 scf7180000300910:922109-
922256 -

AT----G-----TTGGG--GTA---TGTGGCGCATAA---------TTTA-AAACAA---ATCATACATTAGGTAAGTTGAT-----CATCAAA-ACTCCCGC-------ATT--AAAT------TAAA----ACTAATTCAAAC------GTTC-TTTC--TCTTACAGTCTGTACATCTAT--------ACCAA-------CTAATTGCACATTAAATCAC-C

droTak1 scf7180000415111:300071-
300223 +

TTA--CG-----TTGGG--GTA---TGTGGCGCTTAA---------TTTAAAAATAA---ATCATACATTAGGTAAGTAGTT-----GATTAAA-ACCCTCGC-------ATT--AAAT------TGAA----ACTAATTAAAATCTTC--T--C-TTTC--CCTTACAGTTTGTACATCTCT--------ACTAA-------CTAATTGCACATTAAATCAC-C

droEug1 scf7180000409184:860737-
860876 -

CTTT-CG-----TTGCG--GTA---TGTGGCGTTTAT---------TTTA-AAATTA---AACATGCATTAGGTAAGTTTAA-----AAAGATG-AAACATGC-------TTT--ATGT------CGAT----ACTAATTAA--------------TTTC--TCTTACAGTTTGTACGTCTAC--------ATT-----------AATTTCACATTGAATCAC-C

dm3 chr3L:826851-826993 - AC----G-----TTGGG--GTATGTTGTGGCGCTTAA---------TTCT-AACTAA---ATTATACACTAGGTAAGTGATT-----AAACAAA-CAGTGCGC-------TTT--GAAT------TGAA----ACTAATTCAC--------A--A-TTTC--CTTTGCAGATCGTACATCTAT--------ACT-----------AACTGCACATTAAATCAC-C
droSec2 scaffold_2:854697-854843 - CTTT-CG-----TTGGG--GTA---TGTGCCGCTTAA---------TTCT-AACTAA---ATTATACACTAGGTAAGTGATT-----AAACAAA-CAGTGCGC-------TTT--GAAT------TGAG----ACTAATTCAC--------G--T-TTTC--CTTTGCAGATCGTACATCTAT--------ACTAA-------CTAACTGCACATTAAATCAC-C
droYak3 3L:822540-822682 - TCA--CG-----TTGGG--GTA---TGTGGCGCTTAA---------TTTT-AACTAA---ATTATACATTAGGTGAGTTTCT---TAAAACA-A-GAGTACAT-------TTT--AAAT------GGTA----GCTAACTTGC--------G--T-TTTC--CTTTGCAGATCGTACATCTAT--------ACT-----------AACTGCACATTGAATCAC-C
droEre2 scaffold_4784:842419-

842557 -
GCA--CG-----TTGGG--GTA---TGTGGCGCTTAG---------TTGT--ACTAA---ATTATACATTAGGTGAGTTGTT-----AGACAAA-GG-TACAC--------TT--AAAT------TGAA----GCTAACTTGC--------G--T-TTTC--CTTTGCAGATCGTACATCTAT--------ACT-----------AACTGCACATTAAATCAC-C
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GAGGAGCTTCTCGAAAGCCAATCCCTTTCGACGACAAAGCGAGCGATTGGGTTTTCTAGCTTAACCAATGTGGCACTTCCAATGAAAAATCAATTCGAAATCGTTGGATGTTCTCAGTATTGGTTATTGGCCAGAAGAACCCAAACACAGCTATAAGAAACCAAAAATAAAATAAACAACAAAAGAC
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size

#
Mismatch
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Total
Norm Total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M047

female
body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

SRR060681

Argx9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060678

9x140_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060679

140x9_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060665

9_females_carcasses_total

M028

head

SRR060664

9_males_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060680

Â 9xArg_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR1106730

embryo_16-
30h

GSM1528803

follicle
cells

M061

embryo

SRR060668

160x9_males_carcasses_total
SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR060669

160x9_females_carcasses_total
SRR2096058

Ovary_Min_98

SRR060667

160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

V116

male
body

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060689

160x9_testes_total

M027

male
body

SRR060682

9x140_0-
2h_embryos_total

V047

embryo

SRR060655

9x160_testes_total

SRR060656

9x160_ovaries_total

SRR060670

9_testes_total

SRR1106729

mixed
whole
adult body

SRR060666

160_males_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR060683

160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106717

embryo_6-
8h

SRR1106719

embryo_8-
10h

SRR1106722

embryo_10-
12h

SRR1106723

embryo_12-
14h

.............................................................TAACCAATGTGGCACTTCCAATGAAAAA.................................................................................................. 28 0 1 62.00 62 8 0 9 9 3 0 0 6 0 2 4 2 5 2 3 0 0 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGA...................................................................................................... 24 0 1 51.00 51 2 5 5 0 1 3 2 0 2 4 0 0 0 0 3 1 0 2 0 3 0 1 2 0 1 0 0 0 0 0 1 3 1 3 1 0 0 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAAA.................................................................................................... 26 0 1 49.00 49 6 1 6 7 9 0 0 5 0 0 4 1 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTTATT........................................................... 25 0 1 38.00 38 0 0 0 1 1 6 11 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 6 0 0 0 2 4 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAAT........................................................................................................ 22 0 1 37.00 37 1 3 0 0 0 0 1 1 1 2 2 2 1 0 0 3 0 3 0 0 0 3 1 0 2 1 5 1 0 0 1 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTT.............................................................. 22 0 1 32.00 32 0 2 0 0 0 4 1 0 6 1 0 0 0 1 0 0 2 0 0 1 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 3 3 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATG....................................................................................................... 23 0 1 25.00 25 0 5 0 0 0 0 0 1 3 3 0 1 0 1 0 1 0 3 0 1 0 0 1 0 0 0 0 0 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAAAA................................................................................................... 27 0 1 24.00 24 7 0 5 2 1 0 0 1 0 1 1 0 3 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAA..................................................................................................... 25 0 1 20.00 20 4 0 4 3 1 0 0 3 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCA.......................................................................................................... 21 0 1 19.00 19 3 3 0 1 0 0 1 0 0 0 2 0 0 1 0 0 1 2 0 0 0 1 0 0 0 0 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAAAAAT................................................................................................. 29 0 1 18.00 18 5 0 3 2 3 0 0 1 0 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCA.......................................................................................................... 20 0 1 17.00 17 0 4 0 0 0 0 0 0 1 1 0 1 0 0 0 2 0 0 0 1 0 0 0 0 0 0 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAA......................................................................................................... 21 0 1 14.00 14 0 0 0 0 1 0 0 1 0 2 0 2 0 2 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.......................................................................................................TTGGATGTTCTCAGTATTGGTTAT............................................................ 24 0 1 13.00 13 0 0 0 0 0 1 3 1 0 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGT............................................................... 21 0 1 10.00 10 0 1 0 0 0 2 0 0 1 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGAAAAA.................................................................................................. 29 0 1 8.00 8 1 0 0 2 3 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCAATTCGAAATCGTTGGATGTTC.......................................................................... 24 0 1 7.00 7 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGAAA.................................................................................................... 27 0 1 7.00 7 1 0 0 0 0 1 2 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCC........................................................................................................... 19 0 1 6.00 6 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCC........................................................................................................... 20 0 1 6.00 6 0 1 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGAAAA................................................................................................... 28 0 1 5.00 5 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTTT............................................................. 23 1 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCAATTCGAAATCGTTGGATGTTCTCA....................................................................... 27 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................TGGATGTTCTCAGTATTGGTTATT........................................................... 24 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0

........................................................................................ATCAATTCGAAATCGTTGGATGTTCT......................................................................... 26 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAA......................................................................................................... 22 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCTCAGTATTGGTTATTG.......................................................... 18 0 1 3.00 3 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGG................................................................ 20 0 1 3.00 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................GATGTTCTCAGTATTGGTTATTG.......................................................... 23 0 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TCAATTCGAAATCGTTGGATGTTCT......................................................................... 25 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGAA..................................................................................................... 26 0 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAAT........................................................................................................ 23 0 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCTCAGTATTGGTTATTGGCTT...................................................... 22 2 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................CAATGTGGCACTTCCAAT........................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTTA............................................................. 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

............................................................................................................TGTTCTCAGTATTGGTTATTG.......................................................... 21 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACCAATGTGGCACTTCCAATGA...................................................................................................... 23 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGAAAAAT................................................................................................. 30 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AATCGTTGGATGTTCTCAGTATT.................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACCAATGTGGCACTTCCAATGAAAA................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................GTTCTCAGTATTGGTTATTGGC........................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TATTGGCCAGAAGAACCCAAACAC....................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................CAATGTGGCACTTCCAATGAAAAA.................................................................................................. 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TGAAAAATCAATTCGAAATCGTTGGA............................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAATT................................................................................................... 27 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TCAGTATTGGTTATTGGCCAG..................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................GTTCTCAGTATTGGTTATTG.......................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................CAGTATTGGTTATTGGCCAGA.................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGAAAAATC................................................................................................ 30 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCGAAATCGTTGGATGTTC.......................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................TGGATGTTCTCAGTATTGGTT.............................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TGTGGCACTTCCAATGAAAAA.................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................AATTCGAAATCGTTGGATGTTCTCA....................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCAATTCGAAATCGTTGGATGTTCTC........................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................AAAAATCAATTCGAAATCGTTGGATGT............................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAATGT...................................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATCAATTCGAAATCGTTGGATGTTC.......................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ATGTTCTCAGTATTGGTTATTGGT........................................................ 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACCAATGTGGCACTTCCAATGA...................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................GTTGGATGTTCTCAGTATTGGTT.............................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................CTTAACCAATGTGGCACTTCCAATGAAA.................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................TGGATGTTCTCAGTATTGGTTATTGG......................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ATGTTCTCAGTATTGGTTATTGA......................................................... 23 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TCGAAATCGTTGGATGTTCTCAGTAT................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTTCCAAA........................................................................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TGTTCTCAGTATTGGTTATTGGC........................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................AGTATTGGTTATTGGCCAGAAGAACCC............................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........CTCGAAAGCCAATCCCTTTCGACG.......................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCTCAGTATTGGTTATTGGC........................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................TGGATGTTCTCAGTATTGGTTATTAAA........................................................ 27 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTTAA............................................................ 24 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AATCGTTGGATGTTCTCAGTATTGGT............................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TCGAAATCGTTGGATGTTCTCAGTATC.................................................................. 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................AATGTGGCACTTCCAATGAAAAA.................................................................................................. 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CGAAATCGTTGGATGTTCT......................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................CAGAAGAACCCAAACACAGCTATAAGA............................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TGTTCTCAGTATTGGTTAT............................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACCAATGTGGCACTTCCAAT........................................................................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TGTGGCACTTCCAATGAAA.................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCTCAGTATTGGTTATTT.......................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTG................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCAATTCGAAATCGTTGGATGTTCTCAGTATTGGTTAT............................................................ 39 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

............................................................TTAACCAATGTGGCACTTCCAATG....................................................................................................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TTGGATGTTCTCAGTATTGGTTATTG.......................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATCAATTCGAAATCGTTGGATGTTC.......................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................AATGAAAAATCAATTCGAAATCGTTGGATGTTCTCAGTATTGGT............................................................... 44 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TGTTCTCAGTATTGGTTATT........................................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAATCAATTCGAAATCGTTGGAT.............................................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TTCTCAGTATTGGTTATTG.......................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TAACCAATGTGGCACTT............................................................................................................. 17 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTCCTCGAAGAGCTTTCGGTTAGGGAAAGCTGCTGTTTCGCTCGCTAACCCAAAAGATCGAATTGGTTACACCGTGAAGGTTACTTTTTAGTTAAGCTTTAGCAACCTACAAGAGTCATAACCAATAACCGGTCTTCTTGGGTTTGTGTCGATATTCTTTGGTTTTTATTTTATTTGTTGTTTTCTG

********************************************.((((((((((.(((((((((((((((.((.((((((((....((.....))..)))))))).))..))).)))))))))..))).)).))))))))**********************************************
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SRR2096057

Ovary_Min_50

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060676

9xArg_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663
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2h_embryos_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V116

male
body

SRR2096058

Ovary_Min_98

SRR2096013

Ovary_Strain_9_oxidized

SRR2096055

Ovary_Min_43

M047

female
body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060670

9_testes_total

SRR1106722

embryo_10-
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SRR060657

140_testes_total

SRR060659
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GSM1528803

follicle
cells

SRR060667

160_females_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

.............................................................ATTGGTTACACCGTGAAGGTTAC....................................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................................GGTTACACCGTGAAGGTTACT...................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:9559457-

9559643 -
dvi_24635 GAGGAG------CTTCTCGAAAG----------C------------------------CAATC----CCTTTCGACGAC--------AAAGCGAGCGA---------------TT-GGGTTTTCTAGCTTAACCAATGTGGCACTTCCAATGAAAAATCAATTCGAAATCGTTGGATGTTCTCAGTATTGGTTATTGGCCAGAAGAACCCAAACACAGCTATAAG-------AAAC---------CA-AAAATAAAATAAACAACAAAA---GAC

droMoj3 scaffold_6540:7667645-
7667819 -

dmo_270 GAGGAGGTGAACCC---------------------------------------------------------TCGACGAC--------AAAGCGAACGA---------------TT-GAGTTTTCTAGCTTAACCAATGTGGCACCTCCAATGAAAAATCAATTCGAAATCGTTGGATGTTCTCAATATTGGTTATTGGCCAGAAGAGCTCAAACACAGCTATAAG-------AA------A------CGAAACCATCAAATATATGATATAAACT

droGri2 scaffold_14906:2448931-
2449124 -

dgr_463 ATC----------TTCACAAAAGAGAGATTAAGCAAAGCAAAAAAGGGCGTTCAGTTCGTAAA--------T----------------AGA----------------------TT-GGGTTTTCTAGCTTAACCAATGTGGCACTTCCAATGAAAAATCAATTTGCAATCGTTGGATGTTCTCAGTATTGGTTATTGGCCAGATGAATCCAAACACAGCAATAATTAAAAC---------------------CAAATACAACAACAAAA---AAC

droWil2 scf2_1100000004902:9400173-
9400378 +

dwi_5416 GACAAC------CT-------AG----------T------------------------GTATC----ATTTTAAACGGCTCTTCATTAAGGCTAGCGTTTTTTCATGTTGTTAAA-GTTGCTTCTAGCTTAATCAATGCGACACTTCCAATGAGGAATCCATTCGAAATCGTTGGATGATATCAGTATTGGTTATTGGCGAGAAGCATCTAAAAGCAGCTTTAAG-------TTAA-CAAA------CAATT-AGATTGTTAAGCATTAT--AAG

dp5 2:16675584-16675698 - dps_3828 --------------------------------------------------------------------------------------------------------------------GGGGTCTCTGGCTTAACCAATGTGGCACTTCCAATGAAAAATCAATTACAAGTCGTTGGACGTTCTCAGTATTGGTTATTGGCAAGAAGAGCCCACAGGCAGCTATAAG-------AG------T-------------------------------TAC
droPer2 scaffold_0:3721652-3721766

+
dpe_2482 --------------------------------------------------------------------------------------------------------------------GGGGTCTCTGGCTTAACCAATGTGGCACTTCCAATGAAAAATCAATTACAAGTCGTTGGACGTTCTCAGTATTGGTTATTGGCAAGAAGAGCCCACAGGCAGCTATAAG-------AG------T-------------------------------TAC

droAna3 scaffold_12911:3664287-
3664409 -

dan_200 ATA-------------------------------------------------------------------------------------CGG----------------------CG-GGCGATTCTGGCCTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGTCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGGCCCGAGACAACTGTTGT-------CC------A-------------------------------CCC

droBip1 scf7180000396640:523332-
523453 -

ATA-------------------------------------------------------------------------------------CGG----------------------CG-GGCGACTCTGGCCTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGTCCTTGGATGCTCTCAGTATTGGTTTTTGGCGAGATTGGCCCCGCGGCAACTGTTGT-------CT--------------------------------------ACC

droKik1 scf7180000302810:681848-
682013 +

AAAGAGTGGGACGC-------GG----------T------------------------GTATC-------------------------CGG----------------------CGCGGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGGAATCAATTGCAAGTCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCCAGGCAGCTATAGT-------TG------T-------TGTTCCGCTTAGTCCGAGTAA-TTTTC

droFic1 scf7180000454114:125798-
125928 +

GAG----------TTTAC----------------------------------------------------------------------CG-----------------------GC-GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGAGGCAGCGGTATTGGGCACTAG---------------------------------------A-

droEle1 scf7180000491194:1479846-
1480001 +

AAAGTG-----CTC-------GG----------A------------------------GTCTCAGACTTTTT----------------TGG----------------------CG-GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGACGTTGGATGCTCTCAGTATTGGTTATTGGCAAGATTGGCCCCGAGACAGCAGTATTCT-----AG------G------CACTT--------------GGA---TAC

droRho1 scf7180000779322:264810-
264952 -

----------------------------------------------------------------------------------------CGG----------------------CG-GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATAGGCCCCTAGGCAGCAATATTAGGCACTGG-------TACCCATAGTTCCGATCAGT--------------

droBia1 scf7180000302035:101939-
102069 +

--------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCTGTATTGGTTATTGGCGAGATTGGCCCCGAGGCAGCGTCACT-------AGGTCTAGG------CAGTTCCGATCAG---------------

droTak1 scf7180000415712:510701-
510803 +

--------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGTTTGGCCCCGAGGCAGC--------------------------------------------------------

droEug1 scf7180000409488:463420-
463564 -

----------------------------------------------------------------------------------------CGG----------------------CC-GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGAGACAGCATTTCT-------AA------G------CAGTTTCGTTCAGTCCGAGTTAAAACTC

dm3 chr3R:27444091-27444227 + --------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGGGACAGCATTACT-------AG------A------CAGTTCCGATCAGTCCGCACTA---AACdroSim2 3r:26724064-26724200 + dsi_32457 --------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGGGACAGCATTACT-------AG------A------CAGTTCCGATCAGTCCGCACTA---AAC

droSec2 scaffold_2807:1133-1269 + dse_1845 --------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGGGACAGCATTACT-------AG------A------CAGTTCCGATCAGTCCGCACTA---AAC
droYak3 3R:28380205-28380342 + dya_1797 --------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGGGACAGCATTACC-------AG------A------CCGTTCCGATTAGTCCGAATTAA--ACC
droEre2 scaffold_4820:530502-530616

-
der_1522 --------------------------------------------------------------------------------------------------------------------GGGGCTTCTGGCTTAACCAATGTGGCACTTCCAATGAGAAATCAATTGCAAGGCGTTGGATGCTCTCAGTATTGGTTATTGGCGAGATTGGCCCCGGGGCAGCATAACT-------AG------A------CAG-------------------------
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ID:

dvi_275

Coordinate:

scaffold_13047:19132044-19132102 +
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ACATGGGACTTTAGTTACTTAAGTTGAAAAGTTAAATATTGCAAATTTTTACGCTGCGCACGTTTTTCGTTTATTTTCAGCATCAAACGTTGAATGTGCGCCGTGTAAAAATTACGTTAATTTGTTTTTAATATAGTTAACAATTTGATATGCATGTGT

***********************************........(((((((((((.((((((((((..(((((............)))))..)))))))))).)))))))))))..........************************************
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V116

male
body

M047

female
body

V047

embryo

M061

embryo

SRR060658

140_ovaries_total

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060679

140x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060656

9x160_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060689

160x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060660

Argentina_ovaries_total

SRR060678
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head
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SRR060682

9x140_0-
2h_embryos_total

SRR060688

160_ovaries_total
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2h_embryos_total

SRR060654

160x9_ovaries_total

SRR060683

160_testes_total
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060659

Argentina_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060673

9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M027

male
body

SRR060670

9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096013

Ovary_Strain_9_oxidized
..................................................ACGCTGCGCACGTTTTTCGTTT....................................................................................... 22 0 1 60.00 60 1 6 1 0 0 2 3 0 2 1 1 7 3 2 0 0 2 0 0 3 1 1 2 2 2 0 2 1 4 1 2 4 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAA................................................... 23 0 1 32.00 32 2 0 2 0 5 0 1 0 0 4 0 1 2 0 1 0 2 1 2 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 2 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAA................................................... 22 0 1 28.00 28 0 2 2 0 1 4 0 0 0 1 0 0 0 1 3 4 1 0 1 0 2 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTT........................................................................................ 21 0 1 26.00 26 0 5 0 0 0 4 1 2 1 0 3 1 0 0 2 0 0 0 0 0 0 1 0 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTA.................................................... 22 0 1 23.00 23 2 4 0 0 1 0 2 1 2 0 3 0 0 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGT..................................................... 21 0 1 19.00 19 2 3 1 0 1 2 1 1 0 1 1 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAAA.................................................. 24 0 1 13.00 13 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 4 1 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAAAA................................................. 25 0 1 9.00 9 1 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCC......................................................... 21 0 1 8.00 8 1 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CGCTGCGCACGTTTTTCGTTTA...................................................................................... 22 0 1 7.00 7 1 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTA.................................................... 21 0 1 6.00 6 1 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................................................AACAATTTGATATGCATGTGT 21 0 1 6.00 6 2 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................................................AACAATTTGATATGCATGT.. 19 0 1 6.00 6 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGC.......................................................... 20 0 1 5.00 5 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGTAAAA................................................. 22 0 1 5.00 5 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAAA.................................................. 23 0 1 5.00 5 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTC...................................................................................... 23 1 1 5.00 5 0 0 0 0 0 0 0 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTG...................................................... 20 0 1 5.00 5 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................TTTTACGCTGCGCACGTTTTTCGTT........................................................................................ 25 0 1 4.00 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGT..................................................... 20 0 1 4.00 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................................................ACAATTTGATATGCATGTGT 20 0 1 4.00 4 0 0 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGT......................................................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTC........................................................................................ 21 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................................................TAACAATTTGATATGCATGT.. 20 0 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CGCTGCGCACGTTTTTCGTTT....................................................................................... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAT................................................... 23 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGTAAA.................................................. 21 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTG...................................................................................... 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGTAA................................................... 20 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.CATGGGACTTTAGTTACT............................................................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAAAAAA............................................... 26 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................AAACGTTGAATGTGCGCC......................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCCGT....................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............GTTACTTAAGTTGAAAAG................................................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGT..................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAAAAA................................................ 26 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................TTTTTACGCTGCGCACGTTTTTCGTTT....................................................................................... 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................CGTTGAATGTGCGCCGTGT..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................CAAACGTTGAATGTGCGCCGTGTAAAA................................................. 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................CGTTGAATGTGCGCCGTGTAAAA................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCG........................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCCGTGTAAAA................................................. 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................CAGCATCAAACGTTGAATGTGCGC.......................................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..ATGGGACTTTAGTTACTTAA......................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CGCTGCGCACGTTTTTCGTTTG...................................................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................AAACGTTGAATGTGCGCCGTGTAAAA................................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................ATAGTTAACAATTTGATATGCATGT.. 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................ATATAGTTAACAATTTGATATGCATGTGT 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................ATAGTTAACAATTTGATATGCATGTGT 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................AATATTGCAAATTTTTACGCTGCGCAC.................................................................................................. 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................AAACGTTGAATGTGCGCCGT....................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTAA..................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............TACTTAAGTTGAAAAGTTAAATATTGC..................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGA..................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................ATATAGTTAACAATTTGATATGC...... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................TTACGTTAATTTGTTTTTA............................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CGCTGCGCACGTTTTTCGTC........................................................................................ 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................CAAACGTTGAATGTGCGCC......................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................TCAAACGTTGAATGTGCGCC......................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................AATGTGCGCCGTGTAAAAA................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................GCTGCGCACGTTTTTCGTTTA...................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................AATGTGCGCCGTGTAAAA................................................. 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................ATTGCAAATTTTTACGCTGCGCAC.................................................................................................. 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................CAAACGTTGAATGTGCGCCGTGTA.................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................GTTTTTCGTTTATTTTCAGC.............................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCCGTG...................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAG................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................ATATTGCAAATTTTTACGCT........................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................CAAACGTTGAATGTGCGCCGTG...................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................................TTAACAATTTGATATGCATGT.. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................AAAGTTAAATATTGCAAATTT............................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTAAAA................................................................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................TGCAAATTTTTACGCTGCGCACGTT............................................................................................... 25 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................AATTTGTTTTTAATATAGTT..................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................ATAGTTAACAATTTGATATGC...... 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGTAAAAA................................................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................TAGTTAACAATTTGATATGCATGT.. 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............TACTTAAGTTGAAAAGTTAAAT.......................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTT...................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAC................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................CGCTGCGCACGTTTTTCGTTTAA..................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTTTAA.................................................................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................AATTTTTACGCTGCGCACGTTTTTCGT......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTAAAAAA............................................... 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AACGTTGAATGTGCGCCGTGTT.................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................................AGTTAACAATTTGATATGCATGTGT 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................ATATAGTTAACAATTTGATATGCATGT.. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................TTTTACGCTGCGCACGTTTTTCGT......................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............TACTTAAGTTGAAAAGTTAAATATT....................................................................................................................... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................ATATAGTTAACAATTTGATATG....... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAAAAC................................................ 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
...................................................CGCTGCGCACGTTTTTCGTT........................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................AAACGTTGAATGTGCGCCGTGTAA................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCCGTGT..................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................ATCAAACGTTGAATGTGCGCCGTGTA.................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................GTTGAATGTGCGCCGTGTA.................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................ATGTGCGCCGTGTAAAAA................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................GTTTATTTTCAGCATCAAA........................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................TTATTTTCAGCATCAAAC....................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ACGTTGAATGTGCGCCGTGTAAAAA................................................ 25 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................AAACGTTGAATGTGCGCCGTGTA.................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................CAAACGTTGAATGTGCGCCGTGTAAAAA................................................ 28 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................ATTTTTACGCTGCGCACGT................................................................................................ 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................ACGCTGCGCACGTTTTTCGTTC....................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGTACCCTGAAATCAATGAATTCAACTTTTCAATTTATAACGTTTAAAAATGCGACGCGTGCAAAAAGCAAATAAAAGTCGTAGTTTGCAACTTACACGCGGCACATTTTTAATGCAATTAAACAAAAATTATATCAATTGTTAAACTATACGTACACA

************************************........(((((((((((.((((((((((..(((((............)))))..)))))))))).)))))))))))..........***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060682

9x140_0-
2h_embryos_total

SRR060689

160x9_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:19131994-

19132152 +
dvi_275 ACATGGGACTTTA-GTTACTT---AAGTTGAAA-----------------------------------------------AG------TTAAATATTGCA---A-ATTTTTACGCTGCGCACGTTTTTCGTTTATTTTCAGCATCA---AAC--------GTT----GAATGTGCGCCGTGTAAAAATTACGT-TAA--TTTGTTTTTAATATAGTT-----------A-----------ACAATTTGATA----TGCATGTGT

droMoj3 scaffold_6540:14559337-
14559498 -

dmo_3128 ACATGGGACTTTA-GTTACTTATTAAGTTATAAAGTTA--------------------------------------CAAAAA------TCTA------CA-----ATTTTTACGCCGCGCGCGTTTC--GTTAATTTTCAGCATCA---TAC--------GTT----AAATGCGCGCTGTGTAAAAATTACAT-TGA--TTTATTTTTTATATTGTT-----------A-----------TCAGTTTAATT----TATAAGTGT

droGri2 scaffold_14906:12138356-
12138534 +

ACATGGGACTTTA-GTTACTTATTAAGTTAAAA-A-----------------------------------------GAAAAG------TTAA------TTATCGAATTTTTACGCTGCGCACATTGC--GCCAATTCTCAGCATCA---ATCCAACAATTGTGCGTTTAATGTGCGCCGTGTAAAAATTGCATTCGA--TTTCTT-CTATTCTAGTT--------------AAA------TCAGTTTAATTCG--TATTTGTGT

droWil2 scf2_1100000004902:8617985-
8618211 -

ACATGGGACTTTATGTTACTT---AAGTTAAATAGTTACATTTGCATACATACATGCATATAAAATTAAGTTTTTTAATTACTCTTCAATGT------TAATCA-ATTTTCACGCCCAGCCTGTTTAA-TGCAATTGTCAGCATCA---ATCAAGTTGTCATT----GAATGTGCTTTGTGTGAAAATTAAAAGAAA--GTTA------TAA---TTATTTTCCTT-TCCCTT----AAACTAATTTA---TGTATGTATGTAT

dp5 2:20663610-20663801 - ---TGGGACTTTA-GTTACTTATTAAGTTGATA-GTTT-----------------------------------TTTGATAAC------TTAG------ATGTTT-ATTTTTACGCCACGCCTACTCG--CGCAATTATCAGCATCCAATTTCAATTGATTGCT----GAGTGTGCATGGTGTAAAAATGACAA-AGA--TTTGTTTATGTAATAATTAT--TCTTT-TGCCGATCGAAAGACAAT------TGTAT-TGTGTGT
droPer2 scaffold_3:3415505-3415699 - AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTT-----------------------------------TTTGATAAT------TTAG------ATGTTT-ATTTTTACGCCACGCCTACTCG--CGCAATTATCAGCATCCAATTTCAATTGATTGCT----GAGTGTGCATGGTGTAAAAATGACAA-AGA--TTTGTTTATGTAATAATTAT--TCTTT-TGCCGACCGAAAGACAAT------TGTAT-TGTGTGT
droBip1 scf7180000396708:3004615-

3004775 +
AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAGT------TAAG------CTGTTA-GTTTTCACGCCTCGCACACTTT--GACAATCACCAGCATCA---CTCAATCGATTGCA----GAGTGTGCCTGGTGTGAAAACGACAAACGACTTTTGTTTTAATAA---T-AT--TCTTT-TGC----------------------------------

droKik1 scf7180000302461:994887-
995071 +

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GCTAAG------TTAG------CTGTTG-GTTTTCACGCCTCGCACACTTTTTTCCAATCTCCAGCATCA---CTCAAAGGATTGAGG---GAGTGTGCCCGATGTGAAAACGACAG-TAAA-TTTGTTTATTTAA---T-----TAATT-TGCCAAAAGAAAGACAA-------CG--TGTGTGTGT

droFic1 scf7180000454104:639912-
640071 +

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-ATTTTCACGCCCCGCACACTTT---GCAGTCACCAGCATCA---CTCAATAGATTGTG----GAGTGTGCAAGGTGTGAAAAAGACCG-CGA--TTTGTTTATGTAA---T-----T-TTT-TGCTAAACG----------------------------

droEle1 scf7180000486474:1268159-
1268316 +

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTAG------CAGTTG-GTTCTCACGCCTCGCACACTTT---GCAGTCACCAGCATCA---TTAAATCGATTGTG----AAGTGTGCTCGGTGTGAAAACGACGG-CGA--TTTGTTTATATAA---T-----TATTT-TGCCGA-------------------------------

droRho1 scf7180000777941:37169-37323
-

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTAG------CAGTTG-GTTTTCACGCCTCGCACACTTT---GCAGTCATCAGCATCA---CTCAATCGATTGTG----GAGTGTGCTCAGTGTGAAAACGACGG-CGA--TTTGTTTGTATAA---T-----TATTT-TGC----------------------------------

droBia1 scf7180000302402:3696303-
3696456 -

AACTGGGACTTCA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCACACT-G---GCAGTCACCAGCATCA---CTCAATCGACTGTG----GAGTGTGCTTGATGTGAAAACGACGG-CGAT-TTTGTTTATATAA---T-----TTTGT-CG-----------------------------------

droTak1 scf7180000415397:174616-
174770 +

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCACACT-C---GCAGTCAGCAGCATCA---CTCAATCGATTGCC----GAGTGTGCACGGTGTGAAAACGACGG-CGA--TTTGTTTATATAA---T-----TTTTTTCGC----------------------------------

droEug1 scf7180000409794:294269-
294440 +

AACTGGGACTTTA-GTTACTTATTAAGTTGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCATACT-T---GCAGTCACCAGCATCA---CGAAATCGATTGTG----GAGTGTGCACGGTGTGAAAACGACGG-TAA--TTTGTTTATATAA---T-----TTTTT-CGCCAAACGAAAGA----------------CATGTGT

dm3 chr3R:10728280-10728432 - AACTAGGACT-TA-GTTACTCATTAAGATGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCACGCT-C---GCAGTCACCAGCATCA---CTCAATCGACTGTG----GAGTGTGCACGGTGTGAAAACGACCG-TGA--TTTGTTTATTTCA---T-----TTCTT-TGC----------------------------------
droYak3 3R:15699433-15699585 + AACTAGGACT-TA-GTTACTTATTAAGATGATA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCACACT-T---GCAGTCACCAGCATCA---CTCAATCGACTGTG----GAGTGTGCACGGTGTGAAAACGACGG-CGA--TTTGTTTATTTAA---T-----TTCTT-TGC----------------------------------
droEre2 scaffold_4770:10264375-

10264526 -
AACTAGGACT-TA-GTTACTTATTAAGATGTTA-GTTG--------------------------------------GTTAAG------TTGG------CAGTTG-GTTTTCACGCCTCGCACACT-T---GCAGTCACCAGCATCA---CTCAATCGACTGTG----GAGTGTGCATGGTGTGAAAACGGCGG-CGA--TTTGTTTATTTCA---T-----TTCTTTT------------------------------------

Generated: 09/08/2015 at 08:08 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
1
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ID:
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

GCATGCCAAGTTCAGCAAGATTAGCGATAACGAGGACCAGGTCGATGCTGAGCTCGCTGATGAGACTGGCCACAGTCGTTATAAGAAAAGGCTGAGCTCAACGGCGAGCGCAGCAGCGATCTCGCCAGCGCCCAATGTGGAGGCCAATAATGCCAAGAATGT

***********************************...((((((.(((((.((((((((.((((.((((((....((.......))...)))).)))))).)))))))).))))).))))))..**************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

M027

male
body

SRR2096059

Ovary_Min_164

M028

head
SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096055

Ovary_Min_43

SRR2096058

Ovary_Min_98

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total
SRR2096060

Ovary_Min_193

V053

head

SRR060678

9x140_testes_total

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060671

9x160_males_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

V116

male
body

M061

embryo

SRR060657

140_testes_total

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060683

160_testes_total

SRR1106730

embryo_16-
30h

SRR2096014

Ovary_Strain_160_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060669

160x9_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR1106729

mixed
whole
adult body

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060673

9_ovaries_total

SRR1106727

larvae

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR060661

160x9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

..................................................AGCTCGCTGATGAGACTGGCCA.......................................................................................... 22 0 1 138.00 138 22 10 9 4 11 8 11 11 8 2 5 4 5 1 1 2 0 3 1 1 4 0 0 0 0 0 3 4 0 0 3 1 0 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCC........................................................................................... 21 0 1 73.00 73 6 10 7 7 5 7 3 1 1 1 7 2 1 1 2 1 0 1 2 3 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0

..................................................AGCTCGCTGATGAGACTGGC............................................................................................ 20 0 1 35.00 35 3 3 4 7 1 1 3 0 2 3 0 1 0 2 0 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAGGCTGAGCTCAACGGCGAGC..................................................... 22 0 1 15.00 15 0 2 3 1 1 1 1 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCCT.......................................................................................... 22 1 1 12.00 12 2 5 0 0 1 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGCC........................................................................................... 23 0 1 12.00 12 1 0 1 0 0 2 1 0 0 3 0 0 0 0 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGC............................................................................................ 22 0 1 11.00 11 0 0 0 0 0 0 0 0 0 2 0 0 1 2 0 0 0 0 0 1 0 0 0 1 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGCA.................................................. 22 0 1 10.00 10 1 0 0 0 0 1 0 0 1 3 0 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGG............................................................................................. 19 0 1 10.00 10 7 0 0 0 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGC................................................... 21 0 1 10.00 10 4 0 0 0 0 0 0 3 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...........................................................................TCGTTATAAGAAAAGGCTGAGCTCAACGGCGAGC..................................................... 34 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTGAGCTCAACGGCGAGCGCAG................................................. 22 0 1 4.00 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGCTT................................................. 23 2 1 4.00 4 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCT........................................................................................... 21 1 1 3.00 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................GGTCGATGCTGAGCTCGCTG....................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAGGCTGAGCTCAACGGCGAG...................................................... 21 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................CAGGTCGATGCTGAGCTCGCTG....................................................................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGT................................................... 21 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................AGGTCGATGCTGAGCTCGCTG....................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............CAAGATTAGCGATAACGAGGACC............................................................................................................................ 23 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCCC.......................................................................................... 22 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TCGTTATAAGAAAAGGCTGAGCTCA.............................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTGAGCTCAACGGCGAGCGCAGC................................................ 23 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGTT.................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCGCTGATGAGACTGGCCA.......................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGAGCTCAACGGCGAGCGCAGC................................................ 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCGCTGATGAGACTGGCCACAGT...................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................CGGCGAGCGCAGCAGCGATCTC....................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TCGTTATAAGAAAAGGCTGAGCTCAACGGCGAGCT.................................................... 35 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TCGTTATAAGAAAAGGCTGAGC................................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AAAAGGCTGAGCTCAACGGCGAGC..................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGCCA.......................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GCTGAGCTCGCTGATGAGAC................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCCTT......................................................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCGCTGATGAGACTGGCCACA........................................................................................ 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCTCGCTGATGAGACTGGCC........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................CACAGTCGTTATAAGAAAAGG....................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CGCTGATGAGACTGGCCACA........................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................GCGAGCGCAGCAGCGATCTC....................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AGCTCGCTGATGAGACTGGCG........................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAG...................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGGCTGAGCTCAACGGCGAGC..................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TCGTTATAAGAAAAGGCTGAGCT................................................................ 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGAGCTCAACGGCGAGCGCAGCT............................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................GAGGACCAGGTCGATGCTGAG.............................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCGCTGATGAGACTGGCC........................................................................................... 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................GGCGAGCGCAGCAGCGATCTC....................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................GCGATAACGAGGACCAGGTCGATGCT................................................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGTT........................................................................................... 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................CTCGCTGATGAGACTGGCCA.......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGC..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGAC................................................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GCTGAGCTCAACGGCGAGCGCT.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CGCTGATGAGACTGGCCAC......................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGCCT.......................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CTCAACGGCGAGCGCAGCAGCGATCTC....................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGAGCTCAACGGCGAGCGCAG................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

............................................................................................TGAGCTCAACGGCGAGCGCAGCAGCGATC......................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................GATAACGAGGACCAGGTCGATGCTGAG.............................................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAGCTCGCTGATGAGACTGGCT........................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................CAGCGATCTCGCCAGCGCCCAATGTGGA..................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GCTGATGAGACTGGCCAC......................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGTACGGTTCAAGTCGTTCTAATCGCTATTGCTCCTGGTCCAGCTACGACTCGAGCGACTACTCTGACCGGTGTCAGCAATATTCTTTTCCGACTCGAGTTGCCGCTCGCGTCGTCGCTAGAGCGGTCGCGGGTTACACCTCCGGTTATTACGGTTCTTACA

**************************************...((((((.(((((.((((((((.((((.((((((....((.......))...)))).)))))).)))))))).))))).))))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

SRR060655

9x160_testes_total

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR1106727

larvae

M028

head

SRR1106725

embryo_14-
16h

SRR1106714

embryo_2-
4h

V047

embryo

SRR1106723

embryo_12-
14h

SRR060668

160x9_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR1106720

embryo_8-
10h

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:7609917-

7610078 -
dvi_377 GCATGCCAAGTTCAGCAAGATTAGCGATAACGAGGACCAGGTCGA------------TGCTGAGCTCGCTGATGAGACTGGCCACA-GT----------CGTTA----T---AAGAAAAGGC---TGAGCTCAACGGCGAGC---G------CAGCAGCG---------------------------------------------ATCTCGCCAGC---GCCCAATGTGGAGGCCAATAATGCCAAGAATGT

droMoj3 scaffold_6496:14370082-
14370219 -

GCATGCCAAGTTCAGTAAGATCAGCGACAACGAGGAT------------------------CAGATCGATGATGAGACTAGTCGCG-CT----------CATTA----T---CCGAATCGGC---TGAGCCCAGCTGTGACC---------------------------------------------------------------TCGCCATT------GCCCAATGTCGAGGCAAACAATGCCAAGAATGT

droGri2 scaffold_15245:1137530-
1137742 -

GCATGCCAAGTTCAGTAAGATTAGCGATAATGAGGATCAGTTCGA------------TGCTGAGCACGATGATGAGCCCAGCCACG-GT----------CGTTG----CACGACGAAACGGC---TAAGCTCAATGCCGGGC---C------CAGTAGCGACCACAACACCAATATCCACATCCACATTGCCATCGCCATCGCCATCGTCATTGGCGCTGCCCAATGTGGAGGCGAACAATGCCAAGAATGT

droWil2 scf2_1100000004822:946314-
946472 +

ACATGCCAAATTCAGCAAAATTAGCGATACAGAGGAA---GCCGATAGCGACTTAC------GATTTGATGATAAGGTCAAGCAAC-A-A-----CA------A----T---C----TCAAT---TGACCTCATCATCAAAT---CTGTTGGGC---------------------------------------------------GCCAATGCTAC---ACCCAATGTACAGCTAAACAATGCCAAGAATCT

dp5 3:6195236-6195388 - GCACGCTCGGTTCAGAAAGATCAGCGATACAGAGGAC---GCCTATGTCGACGCCCAGGGCGGGCCTGATGATCGGGCCAGCCAGT-T-GGCTGGCA------A----T---GCCAACAGAC---TGGCCCTATTATCGAGC---G------AC---------------------------------------------------TCC------------------GTCCAGGTCAATAACGCTAAAAATCT
droPer2 scaffold_2:6410081-6410233

-
GCACGCTCGGTTCAGAAAGATCAGCGATACAGAGGAC---GCCTATGTCGACGCCCAGGACGGGCCTGATGATCGGGCCAGCCAGT-T-GGCTGGCA------A----T---GCCAACAGAC---TGGCCCTATTATCGAGC---G------AC---------------------------------------------------TCC------------------GTCCAGGTCAATAACGCTAAAAATCT

droAna3 scaffold_13266:13645147-
13645296 +

ACACGCCAGATTCAGCAAGATCAGCGACACGGAGGAC---GCCGG------------AGAGGAGCCCGGAGATCGGCCCAGCCAAT-T-G------A------A----T---TCCAATCGAC---TGGTCCAGTCCTCGAGC---T------CA---------------------------------------------------TGCGCTTTGGC---CCCCAACGTGCAGTTGAATAATGCCAAGAATCT

droBip1 scf7180000396759:2491592-
2491741 -

GCACGCCAAGTTCAGCAAGATTAGCGACACGGAGGAC---GTCGG------------CGAGGAGCTCGGTGATCGGCCCAGCCAAT-T-G------A------G----T---TCCAATCGAC---TGGTCCCGTCCTCGAGC---T------CT---------------------------------------------------TGCGTTTTGGC---TCCCAACGTGCAGTTGAATAATGCCAAGAACCT

droKik1 scf7180000302470:1394171-
1394332 -

GCACGCCAGGTTCAGCAAGATCAGCGATACGGAGGAC---GCAGG------------TCAAGAGCCCGGGGATCGGGCTAGTCAGT-T-GGGCAGCAATACAAA----C---ACCAACAGAC---TGGCCCCATCCTTGAGT---G------CA---------------------------------------------------TCCACACTGGC---GCCCAATGTACAGCTGAACAATGCCAAGAACCT

droFic1 scf7180000453948:2474561-
2474713 +

GCACGCGAGGTTCAGCAAGATCAGCGACACGGAGGAT---GCCGG------------AGACGAGTCCGGGGATCGAACCAGCCAGG-C-C------A---CCGC----C---ACCGGCCGAC---TGGCCCCATCCCCGAGT---G------GC---------------------------------------------------TCCGCATTGGC---GCCCAACGTGCAGCTGAACAACGCCAAGAACCT

droEle1 scf7180000491214:1377268-
1377423 +

GCACGCCAGGTTCAGCAAGATCAGCGACACGGAGGAG---GCCCC------------AGATGAGCCCGGGGATCGGGCCAGTCAACACTC------A------GCTCCC---AGCTCCCGAC---TGGCCCCATCCTCCAGT---G------GC---------------------------------------------------TCCAGCCTGGC---GCCCAATGTTCAGCTGAACAATGCCAAGAACAT

droRho1 scf7180000780084:365278-
365424 +

GCACGCCAGGTTCAGCAAGATCAGCGACACGGAGGAT---GCCGC------------CGACGAGCCCGGGGATCGGGCCAGCCAAG-C--------------------C---ACCAGCCGAC---TGGCCCCATCCTCGGGT---G------GC---------------------------------------------------TCCGCATTGGC---GCCCAACGTGCAGCTGAACAACGCCAAGAATAT

droBia1 scf7180000301754:5204462-
5204608 -

GCACGCCAGGTTCAGGAAGATCAGCGACACGGAGGAC---GCCGG------------AGACGAGCCCGGGGATCGGTCCAGCCAGG-C--------------------C---ACCAACCGAC---TGGCCCCATCCTCGAGC---G------GC---------------------------------------------------TCCGCAGTGGC---GCCCAACGTGCAGCTGAACAACGCCAAGAACCT

droTak1 scf7180000415243:232483-
232635 -

GCACGCGAGGTTCAGCAAGATCAGCGACACGGAGGAT---GCCGG------------GGAAGAGTCCGGGAATGGGGTCAGCCAGC-C--------------------C---ACCAGCCGACTGTTGGCCCCATCCTCGAGCAATA------GC---------------------------------------------------TCCGCTTTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAACCG

droEug1 scf7180000409672:2162779-
2162925 +

GCATGCTAGATTCAGCAAGATCAGCGACACGGAGGAT---GCCGG------------AGATGAGCACGGGGATCGGGCCAGCCAAG-C--------------------C---ACCAACCGAT---TGGCCCCATCCTCGAGC---G------GC---------------------------------------------------TCCCTATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAATCT

dm3 chr2R:12955307-12955453 - ACACGCAAGATTTAGCAAGATCAGCGACACGGAGGAC---GCCGG------------AAACGAGCCCAGGGATCAGGCCAGCCAAT-C--------------------T---ACTAACCGGC---TGACCCCATCCTCGAGC---G------GA---------------------------------------------------TCCGGATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAATCT
droSim2 2r:13626294-13626440 - ACACGCAAGGTTTAGCAAGATCAGCGACACGGAGGAC---GCCGG------------AAACGAGCCCAGGGATCAGGCCAGCCAAT-C--------------------T---ACCAACCGGC---TGGCCCCATCCTCGAGC---G------GA---------------------------------------------------TCCGGATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAATCT
droSec2 scaffold_1:10463801-

10463947 -
ACACGCAAGGTTTAGCAAGATCAGCGACACGGAGGAC---GCCGG------------AAACGAGCCCAGGGATCAGGCCAGCCAAT-C--------------------T---ACCAACCGGC---TGGCCCCATCCTCGAGC---G------GA---------------------------------------------------TCCGGATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAATCT

droYak3 2R:18511834-18511980 + GCACGCAAGGTTTAGCAAGATTAGCGACACGGAGGAC---GCCGA------------AGATGAGCCCAGGGATCGGGCCAGCCAAT-C--------------------C---ACCAACCGGC---TGGCCCCATCCTCGAAC---G------GC---------------------------------------------------TCCTCATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAACAT
droEre2 scaffold_4845:12886907-

12887053 +
GCACGCAAGGTTCAGCAAGATCAGCGACACGGAGGAC---GCCGA------------AGATGAGCCCAGGGATCAGGCCAGCCAAT-C--------------------C---ACCAACCGGC---TGGCCACATCCTCGAGC---G------GC---------------------------------------------------TCCGCATTGGC---GCCCAACGTGCAGCTGAACAATGCCAAGAATCT
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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ID:

dvi_265

Coordinate:

scaffold_12723:4640892-4640954 +

Confidence:

confident

Class:

Testes-restricted

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_265  scaffold_12723:4640932-4640953 +
2. dvi_268  scaffold_12963:330288-330309 -

star

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTTGTTTTGCCAGACATAATCGGAACGGAATCGATAAGCTCCTAACTAATTACAGACTGCACCAAGCTTTAATAAATGTGAAGATAATTAATGCTTGATGCTGTCTATAATTAGTTAAGCTTTATTCCCATCATCACTTGTTATTCGTTCAATAGTCATAAAC

***********************************(((((..((((((((((.((((.(((.(((((.(((((...(((....)))))))).))))).))).)))).))))))))))))))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

V116

male
body

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

M027

male
body

SRR060666

160_males_carcasses_total

SRR060675

140x9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060664

9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

V053

head

SRR060655

9x160_testes_total

SRR060656

9x160_ovaries_total

SRR060657

140_testes_total

SRR060683

160_testes_total
SRR2096058

Ovary_Min_98

SRR060685

9xArg_0-
2h_embryos_total

SRR1106727

larvae

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

SRR060659

Argentina_testes_total

SRR060660

Argentina_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060688

160_ovaries_total

..........................................................................................ATGCTTGATGCTGTCTATAATT................................................... 22 0 2 65.00 130 22 28 30 11 7 1 3 2 4 4 1 1 1 1 0 0 2 0 2 3 0 0 0 0 0 0 2 1 1 0 0 0 0 1 0 1 0 0 0 0 1

..................................................TACAGACTGCACCAAGCTTTAA........................................................................................... 22 0 1 29.00 29 1 2 5 4 3 2 4 1 0 1 0 0 0 0 2 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAAT.................................................... 21 0 2 23.50 47 6 4 1 7 4 2 1 1 0 4 3 2 1 1 0 0 1 0 1 0 0 0 2 0 2 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TACAGACTGCACCAAGCTTTAAT.......................................................................................... 23 0 1 10.00 10 6 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATC................................................... 22 1 2 10.00 20 4 4 3 3 1 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TACAGACTGCACCAAGCTTTA............................................................................................ 21 0 1 8.00 8 3 2 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TACAGACTGCACCAAGCTTTAATC......................................................................................... 24 1 1 7.00 7 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTATAAT.................................................... 23 0 2 6.50 13 2 5 1 0 1 0 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATAAT.................................................... 22 0 2 6.50 13 1 5 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0

.................................................TTACAGACTGCACCAAGCTTTA............................................................................................ 22 0 1 6.00 6 1 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATAATC................................................... 23 1 2 4.50 9 1 3 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTATA...................................................... 21 0 2 4.00 8 3 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATTC.................................................. 23 1 2 3.50 7 0 1 2 1 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTACAGACTGCACCAAGCTTT............................................................................................. 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATA...................................................... 20 0 2 3.00 6 3 0 1 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAA..................................................... 20 0 2 2.50 5 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATTT.................................................. 23 1 2 2.50 5 1 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACAGACTGCACCAAGCTTTAAT.......................................................................................... 22 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TACAGACTGCACCAAGCTTT............................................................................................. 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCTTGATGCTGTCTATAATT................................................... 21 0 2 2.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTATAATC................................................... 24 1 2 2.00 4 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATAA..................................................... 21 0 2 1.50 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTAT....................................................... 20 0 2 1.50 3 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATA...................................................... 19 0 2 1.50 3 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTAT....................................................... 19 0 2 1.50 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAATTACAGACTGCACCAAGCT............................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATTACAGACTGCACCAAGCTT.............................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TTGATGCTGTCTATAATTAGTT............................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACAGACTGCACCAAGCTTTAATC......................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATGCTGTCTATAATTAGTTAAG............................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TACAGACTGCACCAAGCTTTAATAAA....................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACAGACTGCACCAAGCTTT............................................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTACAGACTGCACCAAGCTTTAT........................................................................................... 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TTGATGCTGTCTATAATTAGTC............................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCTTGATGCTGTCTATAAT.................................................... 20 0 2 1.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTATAA..................................................... 22 0 2 1.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCTTGATGCTGTCTATAATTAG................................................. 23 0 2 1.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAAAA................................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTAATGCTTGATGCTGTCTATAAT.................................................... 24 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTA........................................................ 19 0 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGCTTGATGCTGTCTATA...................................................... 18 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATTCC................................................. 24 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATT...................................................... 19 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GCTTGATGCTGTCTATAATT................................................... 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAATGCTTGATGCTGTCTATCC..................................................... 22 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATAATT................................................... 23 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATGCTTGATGCTGTCTATAAAA................................................... 23 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................CGATAAGCTCCTAACTAA.................................................................................................................. 18 0 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAAA.................................................... 21 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATTTC................................................. 24 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATTCA................................................. 24 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGCTTGATGCTGTCTATAATA................................................... 22 1 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAACAAAACGGTCTGTATTAGCCTTGCCTTAGCTATTCGAGGATTGATTAATGTCTGACGTGGTTCGAAATTATTTACACTTCTATTAATTACGAACTACGACAGATATTAATCAATTCGAAATAAGGGTAGTAGTGAACAATAAGCAAGTTATCAGTATTTG

************************************(((((..((((((((((.((((.(((.(((((.(((((...(((....)))))))).))))).))).)))).))))))))))))))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060657

140_testes_total

SRR060655

9x160_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR060658

140_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

SRR060674

9x140_ovaries_total

M061

embryo

SRR060673

9_ovaries_total

SRR060688

160_ovaries_total

SRR060656

9x160_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

V047

embryo

SRR060654

160x9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106728

larvae

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

..................................................ATGTCTGACGTGGTTCGAAATT........................................................................................... 22 0 1 2943.00 2943 619 473 361 164 252 133 229 164 255 161 65 17 13 11 11 5 0 3 1 1 0 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...................................................TGTCTGACGTGGTTCGAAATT........................................................................................... 21 0 1 1861.00 1861 287 237 168 243 213 83 167 127 59 218 44 3 0 1 2 1 1 2 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

....................................................GTCTGACGTGGTTCGAAATT........................................................................................... 20 0 1 1238.00 1238 171 190 173 140 141 77 82 117 30 79 20 15 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.................................................AATGTCTGACGTGGTTCGAAA............................................................................................. 21 0 1 1107.00 1107 260 238 211 23 23 79 94 20 136 14 4 0 0 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTAATTACGAACTACGACAGAT........................................................ 22 0 2 792.50 1585 505 348 348 5 80 123 6 96 18 19 23 0 8 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TAATGTCTGACGTGGTTCGAAA............................................................................................. 22 0 1 692.00 692 166 135 116 22 4 41 60 11 110 7 4 1 0 1 1 4 5 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTTAATTACGAACTACGACAGAT........................................................ 23 1 2 572.00 1144 371 293 290 3 40 86 0 47 0 5 7 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCTTAATTACGAACTACGACAGAT........................................................ 24 2 2 247.00 494 164 113 103 2 18 42 0 39 0 4 7 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTCTGACGTGGTTCGAAATT........................................................................................... 22 1 1 231.00 231 18 21 15 41 29 4 5 29 0 40 28 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAATTACGAACTACGACAGAT........................................................ 21 0 2 203.50 407 90 99 109 0 19 32 8 20 18 2 5 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................AATTACGAACTACGACAGATAT...................................................... 22 0 2 182.00 364 116 99 77 0 17 23 1 14 0 3 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.................................................AATGTCTGACGTGGTTCGAAATT........................................................................................... 23 0 1 176.00 176 23 44 28 11 7 10 22 7 7 9 6 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGTCTGACGTGGTTCGAAA............................................................................................. 20 0 1 157.00 157 41 35 28 7 4 7 7 12 11 1 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCTGACGTGGTTCGAAATT........................................................................................... 19 0 1 139.00 139 21 37 30 10 7 14 10 3 0 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AATGTCTGACGTGGTTCGAAAT............................................................................................ 22 0 1 128.00 128 29 17 20 1 4 6 20 9 13 2 5 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTAATGTCTGACGTGGTTCGAAA............................................................................................. 23 1 1 127.00 127 32 24 34 5 6 10 3 5 0 2 2 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TAATGTCTGACGTGGTTCGAA.............................................................................................. 21 0 1 110.00 110 29 25 20 8 4 7 6 2 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATTAATTACGAACTACGACAGAT........................................................ 23 0 2 90.50 181 53 47 44 1 5 15 0 11 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGTCTGACGTGGTTCGAAATT........................................................................................... 23 1 1 66.00 66 16 15 9 7 9 0 3 3 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAATGTCTGACGTGGTTCGAAA............................................................................................. 22 1 1 63.00 63 16 10 12 2 0 5 6 1 8 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTACGAACTACGACAGATAT...................................................... 21 0 2 62.50 125 32 24 22 0 15 13 2 7 1 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTAATTACGAACTACGACAGAT........................................................ 22 1 2 61.50 123 39 16 26 2 8 7 1 15 0 3 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AATGTCTGACGTGGTTCGAA.............................................................................................. 20 0 1 60.00 60 17 9 13 4 1 4 4 1 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTGTCTGACGTGGTTCGAAATT........................................................................................... 23 2 1 59.00 59 6 3 2 9 11 2 0 6 0 9 9 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

........................................................................................ATTACGAACTACGACAGAT........................................................ 19 0 2 55.00 110 42 18 24 0 4 7 1 11 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TAATGTCTGACGTGGTTCGAAAT............................................................................................ 23 0 1 44.00 44 9 6 4 0 0 0 5 1 14 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGTCTGACGTGGTTCGAAAT............................................................................................ 21 0 1 43.00 43 8 6 9 2 7 1 1 4 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ACTTAATTACGAACTACGACAGAT........................................................ 24 2 2 40.00 80 26 19 20 0 2 7 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAATTACGAACTACGACAGATAT...................................................... 23 1 2 39.50 79 30 20 16 0 3 3 0 5 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTAATGTCTGACGTGGTTCGAA.............................................................................................. 22 1 1 39.00 39 15 3 6 1 5 1 1 1 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGTCTGACGTGGTTCGAAAT............................................................................................ 20 0 1 37.00 37 7 6 5 2 1 3 2 2 2 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGTCTGACGTGGTTCGAAA............................................................................................. 19 0 1 31.00 31 5 4 5 4 1 4 4 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGTCTGACGTGGTTCGAAATT........................................................................................... 22 1 1 30.00 30 5 5 2 3 5 3 2 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATTACGAACTACGACAGAT........................................................ 20 0 2 28.50 57 21 16 15 0 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTCTGACGTGGTTCGAAA............................................................................................. 18 0 1 24.00 24 3 1 7 3 0 0 2 4 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CATGTCTGACGTGGTTCGAAATT........................................................................................... 23 1 1 20.00 20 1 3 2 5 3 0 1 2 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTAATGTCTGACGTGGTTCGAA.............................................................................................. 22 0 1 18.00 18 4 4 4 2 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGTCTGACGTGGTTCGAAA............................................................................................. 21 1 1 17.00 17 4 2 3 0 0 2 1 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AATTAATTACGAACTACGACAGAT........................................................ 24 1 2 16.50 33 7 7 14 0 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCTGACGTGGTTCGAAATT........................................................................................... 21 1 1 16.00 16 3 4 3 1 0 0 1 0 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAATGTCTGACGTGGTTCGAAATT........................................................................................... 24 1 1 15.00 15 3 2 2 2 0 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................ACCTTAATTACGAACTACGACAGAT........................................................ 25 3 2 15.00 30 10 11 6 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CCTAATTACGAACTACGACAGAT........................................................ 23 2 2 14.50 29 11 6 8 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TTTAATTACGAACTACGACAGAT........................................................ 23 1 2 14.50 29 8 8 10 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTCTGACGTGGTTCGAAAT............................................................................................ 19 0 1 14.00 14 1 5 3 1 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTAATGTCTGACGTGGTTCGAAAT............................................................................................ 24 1 1 13.00 13 1 2 1 1 2 2 1 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAATGTCTGACGTGGTTCGAAAT............................................................................................ 23 1 1 13.00 13 5 1 1 0 0 2 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAATTACGAACTACGACAGATAT...................................................... 23 0 2 12.50 25 7 9 3 0 0 1 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CTTGTCTGACGTGGTTCGAAATT........................................................................................... 23 2 1 11.00 11 1 1 0 4 1 1 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTACGAACTACGACAGATAT...................................................... 20 0 2 10.50 21 4 2 1 0 6 3 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTAATGTCTGACGTGGTTCGAAA............................................................................................. 23 0 1 10.00 10 3 2 1 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATGTCTGACGTGGTTCGAA.............................................................................................. 19 0 1 9.00 9 3 1 2 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTGTCTGACGTGGTTCGAAATT........................................................................................... 23 2 1 7.00 7 0 0 0 2 2 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTGTCTGACGTGGTTCGAAAT............................................................................................ 21 1 1 7.00 7 0 0 0 3 0 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGTCTGACGTGGTTCGAAATT........................................................................................... 22 1 1 6.00 6 0 0 1 2 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCTGACGTGGTTCGAAATT........................................................................................... 20 1 1 6.00 6 1 0 0 0 2 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CATGTCTGACGTGGTTCGAAA............................................................................................. 21 1 1 5.00 5 1 0 0 1 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTTGTCTGACGTGGTTCGAAATT........................................................................................... 23 2 1 5.00 5 1 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCTAATGTCTGACGTGGTTCGAAA............................................................................................. 24 2 1 5.00 5 2 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAAATGTCTGACGTGGTTCGAAA............................................................................................. 23 2 1 5.00 5 2 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AAATTAATTACGAACTACGACAGAT........................................................ 25 2 2 5.00 10 2 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................ATAATTACGAACTACGACAGAT........................................................ 22 1 2 5.00 10 2 2 2 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GATGTCTGACGTGGTTCGAAATT........................................................................................... 23 1 1 4.00 4 1 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GATGTCTGACGTGGTTCGAAA............................................................................................. 21 1 1 4.00 4 0 0 1 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CCTAATGTCTGACGTGGTTCGAA.............................................................................................. 23 2 1 4.00 4 0 0 0 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CTGACGTGGTTCGAAATT........................................................................................... 18 0 1 4.00 4 0 0 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGTCTGACGTGGTTCGAAATTA.......................................................................................... 22 0 1 4.00 4 0 1 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATCTGACGTGGTTCGAAATT........................................................................................... 20 1 1 4.00 4 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AACTTAATTACGAACTACGACAGAT........................................................ 25 3 2 3.50 7 2 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTTAATGTCTGACGTGGTTCGAA.............................................................................................. 23 1 1 3.00 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GAATGTCTGACGTGGTTCGAAA............................................................................................. 22 1 1 3.00 3 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGTCTGACGTGGTTCGAA.............................................................................................. 20 1 1 3.00 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATAATGTCTGACGTGGTTCGAAA............................................................................................. 23 1 1 3.00 3 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTCTGACGTGGTTCGAAATTA.......................................................................................... 21 0 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAAATGTCTGACGTGGTTCGAAATT........................................................................................... 25 2 1 3.00 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GTTAATTACGAACTACGACAGAT........................................................ 23 1 2 3.00 6 0 1 1 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCAATTACGAACTACGACAGATAT...................................................... 24 2 2 2.50 5 0 1 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATGTCTGACGTGGTTCGAAAT............................................................................................ 22 1 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGTCTGACGTGGTTCGAAATT........................................................................................... 21 1 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTGTCTGACGTGGTTCGAAAT............................................................................................ 22 2 1 2.00 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCTGACGTGGTTCGAAATTA.......................................................................................... 20 0 1 2.00 2 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAATGTCTGACGTGGTTCGAA.............................................................................................. 21 1 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTGTCTGACGTGGTTCGAAA............................................................................................. 21 2 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCGTCTGACGTGGTTCGAAATT........................................................................................... 22 2 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AATGTCTGACGTGGTTCG................................................................................................ 18 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AATGTCTGACGTGGTTCGA............................................................................................... 19 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TACGAACTACGACAGATAT...................................................... 19 0 2 2.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCAATTACGAACTACGACAGAT........................................................ 22 2 2 2.00 4 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTAATTACGAACTACGACAGATAT...................................................... 24 1 2 2.00 4 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTACGAACTACGACAGAT........................................................ 18 0 2 1.50 3 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAATTACGAACTACGACAGAT........................................................ 21 1 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AAAATTACGAACTACGACAGATAT...................................................... 24 2 2 1.50 3 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TCTAATTACGAACTACGACAGAT........................................................ 23 2 2 1.50 3 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCCTAATTACGAACTACGACAGAT........................................................ 24 3 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTACGAACTACGACAGATATT..................................................... 22 0 2 1.50 3 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCTTAATTACGAACTACGACAGAT........................................................ 24 2 2 1.50 3 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GTAATGTCTGACGTGGTTCGAAA............................................................................................. 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAAATGTCTGACGTGGTTCGAAAT............................................................................................ 24 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCTGACGTGGTTCGAAAT............................................................................................ 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTTAATGTCTGACGTGGTTCGAA.............................................................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ACTGACGTGGTTCGAAATT........................................................................................... 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GAATGTCTGACGTGGTTCGAAAT............................................................................................ 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AGTCTGACGTGGTTCGAAA............................................................................................. 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GTAATGTCTGACGTGGTTCGAA.............................................................................................. 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CTATGTCTGACGTGGTTCGAAATT........................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATATGTCTGACGTGGTTCGAAATT........................................................................................... 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCCGTCTGACGTGGTTCGAAATT........................................................................................... 23 3 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATTACGAACTACGACAGATA....................................................... 21 0 2 1.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GATTACGAACTACGACAGATAT...................................................... 22 1 2 1.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................ACGAACTACGACAGATAT...................................................... 18 0 2 1.00 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TCCTTAATTACGAACTACGACAGAT........................................................ 25 3 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:4640842-

4641004 +
dvi_265 TTTGTTTTGCCAGACATAATCGGAACGGAATCGATAAGCTCCTAACTAATTACAGACTGCACCAAGCTTTAATAAATGTGAAGATAATTAATGCTTGATGCTGTCTATAATTAGTTAAGCTTTATTCCCATCATCACTTGTTATTCGTTCAATAGTCATAAAC

droMoj3 scaffold_6500:10610725-
10610732 +

TATGTTTT-----------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 09:31 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640842-4641004
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_265.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640932-4640953
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_268.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:330288-330309
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12723:4640842-4641004
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_265.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10610725-10610732


ID:

dvi_353

Coordinate:

scaffold_9572:4364-4466 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_356  scaffold_171:695-717 -
2. dvi_353  scaffold_9572:4424-4446 +

star

1. dvi_356  scaffold_171:734-756 -
2. scaffold_7818:2254-2276 +
3. scaffold_7818:2290-2312 +
4. scaffold_9572:1182-1204 +
5. scaffold_9572:2120-2142 +
6. scaffold_9572:2156-2178 +
7. dvi_353  scaffold_9572:4385-4407 +
8. scaffold_12875:14741796-14741818 -
9. scaffold_12875:14742300-14742322 -

10. scaffold_12963:12329107-12329129 +
11. scaffold_12963:12329180-12329202 +
12. scaffold_12963:12329216-12329238 +
13. dvi_23904  scaffold_12970:8296539-8296561 -
14. scaffold_12970:9264929-9264951 +
15. scaffold_13246:2569616-2569638 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATATCTCAGCAGGGAGTTCTGTCGATTCGAAACGTCATATCTCCAGCAGGGAGTTCTGTCGTTTTGGAACGTCTTATCTCCGCGCGGAGCTATGTTGTTTTGGAAAGTCATATCTCTACGCGGAGCTATGACGTTTTGGAACGTCATATCTCCAGCAGGCAGTTCTGTCGTTTTGGAACGTCATATCTCCGCGCGGAGCTATG

********************************************************((.((((((((((((((.((.(((((((.((((.((((..............)))).)))).))))))).)).)))))))))))))).))..*******************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060688

160_ovaries_total

M047

female
body

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060656

9x160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060673

9_ovaries_total

V116

male
body

SRR060687

9_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

SRR060685

9xArg_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

M061

embryo

SRR060677

Argx9_ovaries_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060660

Argentina_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

V047

embryo

SRR060681

Argx9_testes_total
SRR2096060

Ovary_Min_193

V053

head
SRR2096056

Ovary_Min_46

SRR060674

9x140_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

M027

male
body

SRR060670

9_testes_total

SRR060675

140x9_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR060672

9x160_females_carcasses_total

SRR060655

9x160_testes_total
SRR2096057

Ovary_Min_50

SRR060679

140x9_testes_total

SRR060667

160_females_carcasses_total

SRR060664

9_males_carcasses_total
SRR2096058

Ovary_Min_98

SRR060669

160x9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060678

9x140_testes_total

M028

head

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096013

Ovary_Strain_9_oxidized

GSM1528803

follicle
cells

SRR060658

140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR1106722

embryo_10-
12h

..............................................................................................................TATCTCTACGCGGAGCTATGACG...................................................................... 23 0 2 286.50 573 157 113 105 26 37 30 21 27 11 7 8 7 5 0 5 0 0 0 0 3 0 1 0 2 2 1 2 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACG...................................................................... 22 0 2 21.00 42 7 3 14 5 0 2 0 1 2 2 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATG............................................................................................................. 23 0 15 20.67 310 0 0 26 13 0 4 0 0 53 1 0 17 3 54 0 16 4 17 8 0 19 3 2 1 1 6 0 1 9 1 8 6 5 0 6 4 1 0 2 2 4 0 2 0 3 2 2 0 2 1 0 0 1 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACA...................................................................... 23 1 2 17.00 34 9 11 5 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAC....................................................................... 22 0 2 14.00 28 5 6 2 3 1 1 2 1 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGACG...................................................................... 21 0 2 12.00 24 2 6 7 2 0 0 1 0 1 2 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGA..................................................................... 24 1 2 10.00 20 5 7 4 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACT...................................................................... 23 1 2 9.00 18 7 6 0 0 1 0 1 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTA............................................................................................................... 21 0 20 6.80 136 0 1 22 1 0 3 0 0 6 4 0 2 1 20 0 7 7 7 10 0 6 1 1 1 0 3 0 2 7 0 4 2 2 0 0 2 0 1 4 0 1 2 1 0 0 2 0 0 0 1 0 2 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTAT.............................................................................................................. 22 0 20 6.20 124 0 0 14 3 0 2 0 0 12 6 0 5 3 9 0 19 2 12 13 0 6 0 0 0 2 6 0 0 0 0 0 2 2 0 1 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..............................................................................................................TATCTCTACGCGGAGCTATGA........................................................................ 21 0 2 3.50 7 2 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACC...................................................................... 23 1 2 2.50 5 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGT..................................................................... 24 0 2 2.00 4 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACAA..................................................................... 24 2 5 2.00 10 5 0 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............GTTCTGTCGATTCGAAAC.......................................................................................................................................................................... 18 0 2 1.50 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGAAA................................................................... 26 3 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAAA...................................................................... 23 2 3 1.33 4 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAA....................................................................... 22 1 3 1.33 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGAC....................................................................... 21 0 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTATG............................................................................................................. 22 0 15 0.93 14 0 0 2 1 0 0 0 0 5 0 0 0 0 0 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTT........................................................................................................ 21 0 20 0.70 14 0 0 0 0 0 0 0 0 0 3 0 0 0 0 4 0 0 0 0 0 0 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGAC....................................................................... 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACAC..................................................................... 23 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGACA...................................................................... 21 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGATA...................................................................... 23 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACGA..................................................................... 23 1 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGC..................................................................... 24 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGAA.................................................................... 25 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATG......................................................................... 20 0 6 0.50 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGGA................................................................................................... 21 0 20 0.45 9 0 0 0 2 0 0 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATA............................................................................................................. 23 1 20 0.45 9 0 0 0 0 0 3 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGCGGAGCTATGTTGTTTTGG.................................................................................................... 21 0 20 0.40 8 0 0 1 2 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCT................................................................................................................ 20 0 20 0.40 8 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1

....................................................................................CGGAGCTATGTTGTTTTGGAA.................................................................................................. 21 0 20 0.35 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGGAAA................................................................................................. 22 0 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................................................TATCTCCGCGCGGAGCTATG 20 0 20 0.30 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATGA............................................................................................................ 24 1 20 0.30 6 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGG.................................................................................................... 19 0 20 0.25 5 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTAA.............................................................................................................. 22 1 20 0.25 5 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................TCATATCTCCAGCAGGCAGTTCTGTCG................................. 27 0 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTA............................................................................................................... 20 0 20 0.20 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTG.......................................................................................................... 21 0 20 0.20 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................................CGTCATATCTCCGCGCGGAGC.... 21 0 20 0.20 4 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGG.................................................................................................... 20 0 20 0.20 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTTCTGTCGTTTTGGAACGTCT................................................................................................................................. 22 0 16 0.19 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTA........................................................................... 18 0 6 0.17 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TATCTCCGCGCGGAGCTATGTT........................................................................................................... 22 0 20 0.15 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TATCTCCGCGCGGAGCTATGTTG.......................................................................................................... 23 0 20 0.15 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATCTCCGCGCGGAGCTATGTTG.......................................................................................................... 22 0 20 0.15 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGCGGAGCTATGTTGTTTTGGA................................................................................................... 22 0 20 0.15 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GGAGCTATGTTGTTTTGGAA.................................................................................................. 20 0 20 0.15 3 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AACGTCTTATCTCCGCGCGGA................................................................................................................... 21 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGC................................................................................................................. 19 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTC............................................................................................................... 21 1 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTAT.............................................................................................................. 21 0 20 0.10 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGCGGAGCTATGTTGTTC....................................................................................................... 19 1 20 0.10 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGGA................................................................................................... 20 0 20 0.10 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTGT......................................................................................................... 22 0 20 0.10 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGCGCGGAGCTATGTTGTTTT...................................................................................................... 21 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATGT............................................................................................................ 24 0 15 0.07 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TTATCTCCGCGCGGAGCTATG............................................................................................................. 21 0 18 0.06 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................TCATATCTCCAGCAGGGAGTTCTGTCTG............................................................................................................................................. 28 2 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAAAA..................................................................... 24 3 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................................TGGAACGTCATATCTCCGCGC......... 21 0 20 0.05 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGGG................................................................................................... 21 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTTC....................................................................................................... 22 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGCGGAGCTATGTTGTTTTG..................................................................................................... 21 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCGCGCGGAGCTATGTTG.......................................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGGAA.................................................................................................. 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTG.......................................................................................................... 19 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TTTTGGAACGTCTTATCTCCG......................................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTGTT........................................................................................................ 23 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATCTCCGCGCGGAGCTATGTTGA......................................................................................................... 23 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TTATCTCCGCGCGGAGCTAT.............................................................................................................. 20 0 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTC........................................................................................................ 21 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................CTCCGCGCGGAGCTATGTTGTTA....................................................................................................... 23 1 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................CTCCGCGCGGAGCTATGTTGTT........................................................................................................ 22 0 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................................TCGTTTTGGAACGTCATATCTC.............. 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................TCATATCTCCAGCAGGGAGTTCTGTC............................................................................................................................................... 26 0 20 0.05 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGCGGAGCTATGTTGTTTT...................................................................................................... 20 0 20 0.05 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTTT....................................................................................................... 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................................TCATATCTCCGCGCGGA...... 17 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................................................GAACGTCTTATCTCCGCGCGG.................................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATAGAGTCGTCCCTCAAGACAGCTAAGCTTTGCAGTATAGAGGTCGTCCCTCAAGACAGCAAAACCTTGCAGAATAGAGGCGCGCCTCGATACAACAAAACCTTTCAGTATAGAGATGCGCCTCGATACTGCAAAACCTTGCAGTATAGAGGTCGTCCGTCAAGACAGCAAAACCTTGCAGTATAGAGGCGCGCCTCGATAC

*******************************************************((.((((((((((((((.((.(((((((.((((.((((..............)))).)))).))))))).)).)))))))))))))).))..********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096059

Ovary_Min_164

M047

female
body

SRR2096057

Ovary_Min_50

SRR2096056

Ovary_Min_46

SRR060688

160_ovaries_total

V053

head

..................................................................................................................................TGCAAAACCTTGCAGTATA...................................................... 19 0 20 0.05 1 0 1 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_9572:4314-4516

+
dvi_353 ATATCTCAGCA--------------------------GGGAGTTCTGTCGATTCG-AAACGTCATATCTCCAG------------------------------------------------------------CAGG--GAGTTCTGTCGTTTTGG-AACGTCTTATCTCCGCGCGGAGCTATGTTGTTTTGGAAAGTCATATCTCTACGCGGAGCTATGACG------------------------------------------------------------TTTT--------------------------GGAACGTCATATCTCCAGCAGGCAGTTCTGTCGTTTTGGAACGTCATATCTCCGCG--------------------------------------------------------------------------------------CGGAGCTATG

droWil2 scf2_1100000006560:820-
1004 +

--------GCG--------------------------CGGAGATATGTCGTTTCA-AAACGTCATATCTCCGCCGTTAAAAAAACGACATA---------------------------------------------------------------------------TCTCCGCGCGAAATTATGTCGTTTCAGAACGACATATCTCCGCCCGA---------------------------------------------------------------------------------------------------------------------------AATTATGTCGTTTCAGAACGACATATCTCCGCGCGGAGATATGTCGTTTTTCTAACGGCGGAGATATGTCG-----------------------------------------------GCGGAGATATG

dp5 Unknown_group_95:17608-
17786 -

ATATCTCCGC-CGTGTCACAAACGACATATCTCCGCGCGGAGATATGACGTTTTG-AAACGACATATCTCCGCCGTTCCACAAACGACATA---------------------------------------------------------------------------TCTCCGCGCGGAGTTATGACGTTTTGAGACGACATATCTCCGCGCGG---------------------------------------------------------------------------------------------------------------------------AGGTATGTCGCTTTAAAACGACATAATTTCGCG--------------------------------------------------------------------------------------CGGAGATATG

droPer2 scaffold_166:88367-
88545 -

ATATCTCCGC-CGTGTCACAAACGACATATCTCCGCGCGGAGATATGACGTTTTG-AAACGACATATCTCCGCCGTTCCACAAACGACATA---------------------------------------------------------------------------TCTCCGCGCGGAGTTATGACGTTTTGAGACGACATATCTCCGCGCGG---------------------------------------------------------------------------------------------------------------------------AGGTATGTCGCTTTAAAACGACATAATTTCGCG--------------------------------------------------------------------------------------CGGAGATATG

droKik1 scf7180000302704:11133-
11310 +

T-ATCTCCGCG--------------------------CGGAGTTATGTCGCTTTA-AAACGACATATCTCCGCCAAACTAGAAACGACATA---------------------------------------------------------------------------TCTCCGCGCGGAGTTATGTCGCTCTAAAGCGACATATCTCCG-------------------------------------------------------------------------------------------------CCGAACTAGAAACGACATATCTCC-GCGCGGAGCTATGTCGTTTTAAAGTGACATAACTCCGCG--------------------------------------------------------------------------------------CGGAGGTATG

droEle1 scf7180000488503:13861-
13999 -

GA-------------------------------------GAGTTCTGTCGTTTAA-AAGCGACAGAGATAT-------------------------------------GAC---------------------GCGCG--GAGTTATGTCGTTTTGA-AACGTCTCTTCTCCACGCGGAGAGATGTCGCTTGT-----------------------------------------------------------------------AGAAGGGCGG---------------------------------------------------------------AGGTATGTCGTTTTAAAACGACAT--CTCCGCT------------------------------------------------------------------G-------------------------CAAG

droRho1 scf7180000759646:399-
577 -

AA-------CG--------------------------CGGAGTTATGTCGTCTAA-AAACGACA-------------------------TATCTCCGCGGGGAGATATGACGTTTAAAAACGACATATCTCCGCTCG--AAAATATTTCGTTT-TA-AACGACATATCTCCGCGCGGAGATATGTCGTTTGT-----------------------------------------------------------------------AGAAGGGCGG---------------------------------------------------------------AGTTATGTCGCTTTAAAACGACATATCTCCGCG--------------------------------------------------------------------------------------CGAAGTT---

droBia1 scf7180000301511:729-
904 +

ATATCTCCGC-AG-----------------------------AACAAACGTTTTA-ACGCGACTTAACTCC-------------------------------------------------------------GCGCG--GAGATATGTCGCCTTGT-AACGTCATATCTCCGCGCGGAGATATGTCGTTTTT-----------------------------------------------------------------------TGTTCAGCGGAGATGTGTCGTTTTA--------------------------------------------------------------AAAGCGACATAACTCCGCGCGGAGATTTGACG-------------------------------------------------TTTTGAAAACGACATTTCT------------TCG

droTak1 scf7180000415995:48012-
48212 +

ATATCTCCGCG--------------------------CTGAGATATGACGTTTAA-AAGCGACATATCTCCG-------------------------------------------------------------CGCG--AAAATATTTCGTTTTTA-AACGTCACATCACATGGCGAAGATATGTCGTTTTTAAACGTCATATCTCCGCGT---------------------------------------------------------------------------------------------------------------------------------------------------------------TGAT--------------TAACGGGGGAGATATGTCGTTTTTAAACGTCATATCTCCGCCTTTCTGCAAACGAAATATCTCCGCGCGGAGGTATG

droYak3 2L:20314068-20314226 - A--------------------------------------------------------AACGACACATCTCCGCCGATAATAA--------------------------------------------------GCTGGATGAGTTGTGTCGTTTTCAAAACGACATATCTCCTCCCGAAGTTTTTTGA-----------------------------------------------------------------------------GTTCGGAGGAGATATGTCGTTTTCAAAGCGACATATCTCATCCGA---------------------------AA----------TTAAAACGACATACCTCCTAG--------------------------------------------------------------------------------------CGGAGATATG
droEre2 scaffold_4690:18024846-

18025027 -
--------------------------------------GGAGTTATGTCGCTTTAAAAACGATATATTTCCGTCAAACTAAAAACGACATA---------------------------------------------------------------------------TCTCCGCGCGGAACTTTGTTGTTTTACAACGACATTATTCCGCGCAGAGATATGACGTTTCATAGGACATAACTCCGTGAGGAGATATATCGTTTTTAGATCGACGG---------------------------------------------------------------AGATATGTCG---------------------C--------------------------------------------------------------------------------------GTGGACTTATG
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Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ22199-in]; Antisense to CDS [Dvir\GJ22199-cds]; Antisense to CDS [Dvir\GJ22199-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAACTGCAGCAAAAGCGGGTATTAATCAGCTGATATATCCCAAATGACACTGCCTGAATGTGGCACGACGGTAAAAGCTTCCGCACCATTGTGCACCATTCAGCTAGTGTTATTGGGATCTGAACGCCTTGCCTGTCTCCTTACAATGTTCGACATCAGGC

***********************************.(((((((.((((((((.(((((((..((((((.(((....((....))))).))))))..))))))).)))))))))))))))....**************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V053

head

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

M027

male
body

SRR060667

160_females_carcasses_total

M061

embryo

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060681

Argx9_testes_total

SRR060666

160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060676

9xArg_ovaries_total

V116

male
body

M028

head

SRR060669

160x9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR2096014

Ovary_Strain_160_oxidized

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060658

140_ovaries_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060657

140_testes_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

GSM1528803

follicle
cells

SRR060664

9_males_carcasses_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096058

Ovary_Min_98

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096057

Ovary_Min_50

SRR2096013

Ovary_Strain_9_oxidized

SRR060654

160x9_ovaries_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060663

160_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060661

160x9_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096060

Ovary_Min_193
..................................................TGCCTGAATGTGGCACGACGGT......................................................................................... 22 0 1 207.00 207 46 21 15 14 6 0 9 2 8 5 7 4 6 6 2 4 1 4 3 3 6 0 0 4 1 1 2 4 0 0 2 3 2 0 3 2 1 0 0 0 1 0 0 1 2 2 1 1 1 0 0 1 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGG.......................................................................................... 21 0 1 54.00 54 32 1 0 2 2 0 0 1 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 2 0 2 1 0 0 0 1 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0
....................................................CCTGAATGTGGCACGACGGTA........................................................................................ 21 0 1 32.00 32 0 0 1 2 1 7 0 0 0 0 0 1 0 0 0 0 2 1 0 4 0 1 3 0 0 1 0 0 0 1 0 0 1 1 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 1
......................................................................................CATTGTGCACCATTCAGCTAGT..................................................... 22 0 1 20.00 20 1 1 1 1 1 0 1 1 1 1 2 1 1 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TTGTGCACCATTCAGCTAGTGT................................................... 22 0 1 19.00 19 3 1 0 2 0 0 0 0 1 1 1 1 1 0 0 3 0 0 0 0 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTT........................................................................................ 23 1 1 11.00 11 3 1 1 0 1 0 0 1 1 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTA........................................................................................ 23 0 1 8.00 8 3 1 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACG........................................................................................... 20 0 1 8.00 8 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................CATTGTGCACCATTCAGCTAG...................................................... 21 0 1 8.00 8 1 2 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTC........................................................................................ 23 1 1 6.00 6 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................GCCTGAATGTGGCACGACGGT......................................................................................... 21 0 1 6.00 6 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................TATATCCCAAATGACACTG............................................................................................................. 19 0 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGG.......................................................................................... 19 0 1 5.00 5 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGGTAA....................................................................................... 22 0 1 4.00 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGGT......................................................................................... 20 0 1 3.00 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGGTAT....................................................................................... 22 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGA......................................................................................... 22 1 1 3.00 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTAAA...................................................................................... 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTAA....................................................................................... 24 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGC......................................................................................... 22 1 1 2.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................CATTGTGCACCATTCAGCTA....................................................... 20 0 1 2.00 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................CCATTGTGCACCATTCAGCTA....................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CTGCCTGAATGTGGCACGACGGT......................................................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGA.......................................................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................CTGCCTGAATGTGGCACGACGG.......................................................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................TGCCTGAATGTGGCACGACGGTTT....................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................GCCTGAATGTGGCACGACGG.......................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................CATTGTGCACCATTCAGCTAGTT.................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................AAATGACACTGCCTGAAT...................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................GCCTGAATGTGGCACGACGGTAA....................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................GTATTAATCAGCTGATATATCC......................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................GCCTGAATGTGGCACGACGGTA........................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................CCCAAATGACACTGCCTGAATG..................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
........................................................................................................TAGTGTTATTGGGATCTGAACGCCT................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGGA......................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
.....................................................................................................................ATCTGAACGCCTTGCCTG.......................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................GCCTGAATGTGGCACGACG........................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................ACACTGCCTGAATGTGGCACGACGGT......................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................CCTGAATGTGGCACGACGGTAAAA..................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TTGTGCACCATTCAGCTAGTGTT.................................................. 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................TTGTGCACCATTCAGCTAGT..................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTTGACGTCGTTTTCGCCCATAATTAGTCGACTATATAGGGTTTACTGTGACGGACTTACACCGTGCTGCCATTTTCGAAGGCGTGGTAACACGTGGTAAGTCGATCACAATAACCCTAGACTTGCGGAACGGACAGAGGAATGTTACAAGCTGTAGTCCG

**************************************.(((((((.((((((((.(((((((..((((((.(((....((....))))).))))))..))))))).)))))))))))))))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060659

Argentina_testes_total

SRR060680

Â 9xArg_testes_total

SRR060682

9x140_0-
2h_embryos_total

V116

male
body

SRR060657

140_testes_total

V053

head

SRR1106727

larvae

SRR1106728

larvae

SRR060666

160_males_carcasses_total

GSM1528803

follicle
cells

M061

embryo
SRR2096059

Ovary_Min_164
................................................TGACGGACTTACACCGTGCTGC........................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:16025655-

16025815 -
dvi_173 AAACTGCAGCA------AAAG--CGG--GTATTAATCAG-----------CTGA---------TATATCCCAAA-----TGAC-ACT-GCCTGA-ATGTGGCAC-----------------GACGGTAAAAGCTTCCGCACCATTGTGCACCA---------------------------------------------------TTCAG----------------CTAGTGTT-ATT---------------------------------------------GGGATC-----------------------TGAACGCC---------------------------------------------------TTGCCTGTCTCCTTACAATGTTCGACATCAGGC

droMoj3 scaffold_6496:7758222-
7758451 +

AAACTGCAACAAAGATAAGA--ATGGGGAGAATACAGCA-----------TAGGATTTTCAATAA--------ACCAAATAAC-ACT-AG-----ACGAC-CATTAAATTTAGAAAAATCTAGCAACAAAAAC-TTTGAATCAACTTG-------------------------------AAACTTATTTTTAGATATAATCTTA-------------------------------TAGTAAGATAGGCTCAACTAAAAATATTCGAAACTTATATAAGAGTT------------------------------AGAGTGA---------------------------------------------------TTTGGCTGGCACTTACAACATTTGATATGATGG

droGri2 scaffold_15245:12829747-
12829812 -

TGT------GC------CAT--ATTCAGCTAGTATTATT-----------TT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GGGTC-----------------------TCA----------------------------------------------------------ATGCCTTGCCTTACAATGTTGCCCATCGAGG

droWil2 scf2_1100000004822:2683389-
2683475 +

AAACTATATAT------AA----TTCGAGGAAAAATGAG-----------AGAT---------TTATCTAAAGA--------TATG--A---------------------------------------------------------------------------------------ATCGAAA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTATTATCTCATACCACATTTGATAACAAAG

dp5 3:6971220-6971304 - AAACTGCAGAT------GA----T-------------------------------------------------------------TA-AGG---C----------------------------------------------------------------------------------------------------------------AGATAGAGGTAAAGAGCTACAGCGGC-CAGGAGGAG----------------------------------------------------------------------------------------------------------------------------------TAGTAGATCTTACAATGTTCGACAGAGTGG
droPer2 scaffold_2:7173231-7173315

-
AAACTGCAGAT------GA----T-------------------------------------------------------------TA-AGG---C----------------------------------------------------------------------------------------------------------------AGATAGAGGTAACGAGCTACAGCGGC-CAGGAGGAT----------------------------------------------------------------------------------------------------------------------------------TAGTAGATCTTACAATGTTCGACAGAGTGG

droAna3 scaffold_13266:4600751-
4600833 -

AAACTGTGGGG------GAAAGTATGAA------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTGATTAGGAATCTATAAGATATAAAATA--------------------------------------------------------GATCTTTGTTATACCACATTAGAGATCATTG

droBip1 scf7180000395751:407295-
407376 -

GAACTGTGGGG------AAAG--TGT-------------GGGTTCTATA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------AAGAAGTACCG-----------------------------------------------------GGTATA-----------------------TAGTGT-------------------------------------------------------CTATTTCTACCTACCGTATTCGAAATCAATG

droKik1 scf7180000302696:406949-
407091 +

GAACTGTGGGG------CAGGGGAAGAG-ATTTC---------------------------------------------------TT-AAA---T----------------------------------------------------------------------------------------------------------------AG--------------------------ATAAAAACA-------------------------------------AAATAAA-----------------------TCATCTTCTTTCTTCAAAACTGAATTTAGTTTTTTTGTCATGAGTTCTTTTGGAGTTCTTAGGTTCATCACTCACCACATTCGACAGACACG

droFic1 scf7180000454066:1581211-
1581371 +

GAACTGGGGAA------AGAG--ATT-------------GCAATTAC---TTTC---------TCTCTTTCAATTTTAA---C-ACT-TTC-AA-ATGTG-TACGAAATTTA-----------TAATAATAGT-TCCGTACTAAATTGTATTAGGTTCTTTGGTTTTATCTAAGAAATCTTTA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATATAATTACGTACCACATTCGAGATCAGGG

droEle1 scf7180000490703:8728-8877
-

GAACTGTGGGG------CAAC--AGT-------------ATCTTCTAAAT-----------------------TTACGT---T-AATCTAT-AT-TTGTG-TTCGAAAACT-------------TATG--------------------------------------------------AAAAAATTTGCCTCATTTTGATCTGAAACTG----------------TCAGTACT-TTTGAGAAAT-------------------------------------AAGTGTA-----------------------ACA--------------------------------------------------------------TTACACTTACCACGTTTGACATTGTGG

droRho1 scf7180000769355:112725-
112908 +

GAACTGTGGGG------ATAT--ATT-------------GTGTTTTATAT-----------------------TTATAT---T-ACT-CGT-AT-TTGTG-TTCCAAAGTTT-------TACGTAGTACAATT-TTTACGTTATTGTA-------------------------------AAAGGTATTCTTCAGTTTGATCTGAAACTG----------------TCAGTAAT-TTGGGAAAAT-------------------------------------AAGTGTA-----------------------CAACTAGA---------------------------------------------------TATCTTTGAGCCTTACCACGTTCGAGATAATAG

droBia1 scf7180000301754:191919-
192026 +

GAACTGTAGGG------CAGGGATTGGAGCAGCATTAAG-----------GATGCACTTCCCTTAGTT-------------------------------------------------------------------------------------------------------------------------------------------------------------------AA-GTGACAGAAC-------------------------------------AAG---A-----------------------TCATAACA---------------------------------------------------TTTTCGTGACGCTTACCACGTTCGAGATCATGG

droTak1 scf7180000415363:72415-
72525 +

GAACTGCGGGG------AAAGGTATCGAG-----------------------------------------------------------------------------------------------------------------------------------------------------CAAAAGTATTCTTCAAAATGATCTTA------------------------AGCAC-TTAGTGGGGT--------------------------------------AGTATA-----------------------TCATTACA---------------------------------------------------TTTCCTTAACGCTTACCACGTTTGAGATCATGG

droEug1 scf7180000409209:43898-
44009 +

GAACTGTGGAG--GG--CAAGGCATGGAT-----------------------------------------------------------------------------------------------------------------------------------------------------CATTA--------------GCTCTT--ACTC----------------TTTGGATCGTTATAAAAGT-------------------------------------CAGTGTG------------------TCATTAAATTAAA---------------------------------------------------TTTCCTTATTACTTACCACATTTGAGATTAAGG

dm3 chr2R:6136347-6136449 - AAACTGTGGGC------AAA--ATTGGAGGAATACTGTG-----------TCGT---------TATTTTAAAAA-----------------------------------------------------------------------------------------------------------------------------------------------------------------TGGGAAAGT-------------------------------------AGGTGTA-----------------------TCGTTTCG---------------------------------------------------TTTCCCTGAGGCTTACCACGCTCGAGAGAATGG
droSim2 2r:6904422-6904559 - AAACTGTGGGC------AAA--ATTGGAGGAATACTGTG-----------TCGT---------TATTTTAAAAA--------TGTTT-ACCC----------------------------------------------------------------------------------------------------TGATTGAAAAGATGCTC----------------CCAGCACC-CTGGGAAAGT-------------------------------------AGGTGTA-----------------------TCGATTCG---------------------------------------------------TTTCCCCGAGGCTTACCACGCTCGAGAGAATGG

droSec2 scaffold_1:3742876-3743013
-

AAACTGTGGAC------AAA--ATTGGAGGAATACTGTG-----------TCGT---------TATTTTAAAAA--------TGTTT-ACCC----------------------------------------------------------------------------------------------------CGATTGAAAAGATGCTC----------------CCAGCACC-CTGGGAAAGT-------------------------------------AGGTGTA-----------------------TCGATTCG---------------------------------------------------TTTCCCCGAGGCTTACCACGCTCGAGAGAATGG

droYak3 2L:18762205-18762342 - GAACTGCGGGC------AGA--ATTGGAGAAATACTGCG-----------TGGT---------TATTTTAAAAA--------TGATT-ACTT----------------------------------------------------------------------------------------------------TGATTGAAAAGACGCTC----------------TTAGCACC-CTAGGAGAAT-------------------------------------AGGTGTA-----------------------TCGATTCG---------------------------------------------------TTATCCTGAGGCTTACCAAGCTCGAGAGAATAG
droEre2 scaffold_4929:8242227-

8242297 +
GAACTGTTGGA------CAA--ATTGGAGGAATACTGAT-----------TCGT---------TAATA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GGGCAACAGCTTACCACGCTCGAGAGTATGG

Generated: 09/08/2015 at 08:08 PM

crit.star
crit.loop
crit.mor
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crit.top3
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PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6496:7758222-7758451
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15245:12829747-12829812
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004822:2683389-2683475
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=3:6971220-6971304
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_2:7173231-7173315
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13266:4600751-4600833
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000395751:407295-407376
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302696:406949-407091
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454066:1581211-1581371
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000490703:8728-8877
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000769355:112725-112908
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301754:191919-192026
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415363:72415-72525
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409209:43898-44009
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2R:6136347-6136449
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2r:6904422-6904559
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_1:3742876-3743013
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2L:18762205-18762342
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4929:8242227-8242297


ID:

dvi_283

Coordinate:

scaffold_13049:129758-129821 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12722-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AATGTGTGTACATAATAATATAAGCAATAACCATATTTTCTGTTCATGCATGGATTTTACTTTTGATTTCATTATTTATTTCATTTTTCAATGAAATTAAAAATAAAATGCATGCAAAATGCAGAAACGAACAGAAAATAATATAAAATTGTACTTAAAATCAG

***********************************.(((((((...((((((.((((((.(((((((((((((................))))))))))))).)))))).))))))....))))))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060674

9x140_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR060676

9xArg_ovaries_total
SRR2096058

Ovary_Min_98

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060677

Argx9_ovaries_total
SRR2096059

Ovary_Min_164

SRR060685

9xArg_0-
2h_embryos_total

SRR060675

140x9_ovaries_total
SRR2096057

Ovary_Min_50

SRR060684

140x9_0-
2h_embryos_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060671

9x160_males_carcasses_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060681

Argx9_testes_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060678

9x140_testes_total

SRR060672

9x160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

M027

male
body

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060679

140x9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

M028

head

M061

embryo

SRR060654

160x9_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR060689

160x9_testes_total

V053

head

V116

male
body

..................................................TGGATTTTACTTTTGATTTCAT............................................................................................ 22 0 1 164.00 164 20 22 4 0 15 15 13 7 12 0 0 6 0 9 4 0 3 2 0 5 7 1 4 2 0 0 5 2 0 3 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTCAT............................................................................................ 23 0 1 64.00 64 2 0 0 11 0 0 0 1 0 14 8 0 6 0 0 6 1 3 7 1 0 0 0 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAATGCAT................................................... 22 0 1 44.00 44 1 0 3 0 0 0 0 6 1 0 0 4 2 0 6 0 3 1 0 0 0 0 0 1 2 1 0 1 3 1 0 0 0 1 0 0 2 2 0 0 1 0 1 1 0 0

.................................................ATGGATTTTACTTTTGATTTCA............................................................................................. 22 0 1 23.00 23 0 0 2 6 0 0 0 1 0 1 5 0 4 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATTTTACTTTTGATTTCATT........................................................................................... 22 0 1 14.00 14 6 0 2 2 0 0 0 0 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCATT........................................................................................... 23 0 1 11.00 11 0 0 0 0 2 2 2 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCA............................................................................................. 21 0 1 9.00 9 0 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTC.............................................................................................. 21 0 1 5.00 5 0 0 0 2 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAATGCA.................................................... 21 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTCATC........................................................................................... 24 1 1 4.00 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCATA........................................................................................... 23 1 1 4.00 4 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATTTTACTTTTGATTTCAT............................................................................................ 21 0 1 4.00 4 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTC.............................................................................................. 20 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAATGCATG.................................................. 23 0 1 3.00 3 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCATC........................................................................................... 23 1 1 3.00 3 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCAA............................................................................................ 22 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTT............................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1

..................................................TGGATTTTACTTTTGATTTCAAA........................................................................................... 23 2 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTCAA............................................................................................ 23 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GATTTTACTTTTGATTTCATT........................................................................................... 21 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAATTAAAAATAAAATGCATG.................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATTTTACTTTTGATTTCATTC.......................................................................................... 23 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAATGCATC.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................GAAATTAAAAATAAAATGCATGC................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCATTAAAA....................................................................................... 27 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATGAAATTAAAAATAAAATGCAA................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATTTCATTAG......................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAATGCATTA................................................. 24 2 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGATTTTACTTTTGATT................................................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAATTAAAAATAAAATGCATGC................................................. 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATTTTACTTTTGATTTCATTA.......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTCATT........................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GGATTTTACTTTTGATTTCATC........................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGGATTTTACTTTTGATTTCATA........................................................................................... 24 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TTTACTTTTGATTTCATT........................................................................................... 18 0 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TGAAATTAAAAATAAAAT....................................................... 18 0 3 0.33 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTACACACATGTATTATTATATTCGTTATTGGTATAAAAGACAAGTACGTACCTAAAATGAAAACTAAAGTAATAAATAAAGTAAAAAGTTACTTTAATTTTTATTTTACGTACGTTTTACGTCTTTGCTTGTCTTTTATTATATTTTAACATGAATTTTAGTC

************************************.(((((((...((((((.((((((.(((((((((((((................))))))))))))).)))))).))))))....))))))).***********************************
Read
size

#
Mismatch

Hit
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Total
Norm Total

SRR2096014

Ovary_Strain_160_oxidized

SRR060666

160_males_carcasses_total

V116

male
body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:129708-

129871 +
dvi_283 AATGTGTGTACATAATAATATAAGCA--ATAACCAT-ATTTTCT---------------------------GTTCATGCATGGATTTTACTTTTGATTTCATTATTTATTTCATTTTTCAATGAAATTAAAAATAAAATGCATGCAAA--------------------ATGCAGAAACGAACAGA---AAATAATATAAAATTGTACTTAAAATCAG

droMoj3 scaffold_6500:10767458-
10767598 -

AATGTGAATAAAA-----------TAAAGTAAAAAT--AGTTTT---------------------------GTTGAGGCTTAATTATTATATTATACA---ATATATATTTTATATTTA----------ATAAAAAACTGAATTCTATATAATA----GAAAAAATA---------------AAT---AAATAAAAAATAAATATCCA-CAAATAAA

droGri2 scaffold_15126:2830562-
2830676 +

ACTTTGCGGTTGACATTACAACAGCA--ATAACAAA-AGTGTATATGCAAACAAGCACATCGTATTTCGTTGTTTCTTCCTTGTTTTTCTCTTGACTTA---------------------ATTAAA------------------------------------------------------------------------------TACCAAAAGACAG

droWil2 scf2_1100000004830:157328-
157454 +

CAGATGTGTATATTAAAGTGTATGTACATTAAGTAT-AATTTGT---------------------------GTTTATGCCTGGATTTTTTATATAAATTT-----------------------------------------------------AGTCAGAGAAAATAAATGTAAAAAAAACCCGACATAAATAATATACAAT-GCACT--------T

droKik1 scf7180000302577:1249986-
1250045 +

TGT--------------GTTTGCACACGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTTTTATTCGCTCCCA--------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000454105:1394525-
1394561 +

AA------------------------CGTTAAATATCAATTTGC---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491249:2222619-
2222655 -

CA------------------------CGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000777063:181256-
181292 -

CA------------------------CGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000302428:2424896-
2424932 +

CA------------------------CGTTAAATATAAATTTGT---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415378:343527-
343624 -

T------------------ATATGCACGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTTTTATTCTCTCTTG-----TGTGCGATTCTTGA----AA---------------------------TGCCAGAGAA----------------------------TTATTAACAAT-AAA---------AT

droEug1 scf7180000409466:805021-
805068 +

AGTC-------------GTATATGCAAGTTAAATATCAATTTGT---------------------------GCTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

dm3 chr3L:3084149-3084196 + AGTC-------------GTATATGCAAGTTAAATATCAATTTTT---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------
droSim2 3l:2941781-2941828 + AGTC-------------GTATATGCAAGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droSec2 scaffold_2:3077651-3077698
+

AGTC-------------GTATATGCAAGTTAAATATCAATTTGT---------------------------GTTTCTGCATGGATTTT---------------------------------------------------------------------------------------------------------------------------------

droYak3 3L:8863343-8863376 - A--------------------------GTTAAATATCAATTTGA---------------------------GTTTATGCATGGATTT----------------------------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4784:3092330-

3092383 +
AGTC-------------GTATATGCAAGTTAAATATCAATTTGT---------------------------GTTTATGCATGGATTTTGTATTT---------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:10 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:129708-129871
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:129708-129871
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_283.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:10767458-10767598
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15126:2830562-2830676
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004830:157328-157454
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302577:1249986-1250045
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454105:1394525-1394561
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491249:2222619-2222655
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000777063:181256-181292
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302428:2424896-2424932
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415378:343527-343624
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409466:805021-805068
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3L:3084149-3084196
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3l:2941781-2941828
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_2:3077651-3077698
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3L:8863343-8863376
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4784:3092330-3092383


ID:

dvi_356

Coordinate:

scaffold_171:675-777 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

mature

1. dvi_356  scaffold_171:695-717 -
2. dvi_353  scaffold_9572:4424-4446 +

star

1. dvi_356  scaffold_171:734-756 -
2. scaffold_7818:2254-2276 +
3. scaffold_7818:2290-2312 +
4. scaffold_9572:1182-1204 +
5. scaffold_9572:2120-2142 +
6. scaffold_9572:2156-2178 +
7. dvi_353  scaffold_9572:4385-4407 +
8. scaffold_12875:14741796-14741818 -
9. scaffold_12875:14742300-14742322 -

10. scaffold_12963:12329107-12329129 +
11. scaffold_12963:12329180-12329202 +
12. scaffold_12963:12329216-12329238 +
13. dvi_23904  scaffold_12970:8296539-8296561 -
14. scaffold_12970:9264929-9264951 +
15. scaffold_13246:2569616-2569638 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATATCTCAGCAGGGAGTTCTGTCGATTCGAAACGTCATATCTCCAGCAGGGAGTTCTGTCGTTTTGGAACGTCTTATCTCCGCGCGGAGCTATGTTGTTTTGGAAAGTCATATCTCTACGCGGAGCTATGACGTTTTGGAACGTCATATCTCCAGCAGGCAGTTCTGTCGTTTTGGAACGTCATATCTCCGCGCGGAGCTATG

********************************************************((.((((((((((((((.((.(((((((.((((.((((..............)))).)))).))))))).)).)))))))))))))).))..*******************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060688

160_ovaries_total

M047

female
body

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060656

9x160_ovaries_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060673

9_ovaries_total

V116

male
body

SRR2096059

Ovary_Min_164

M061

embryo

SRR060677

Argx9_ovaries_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

SRR060660

Argentina_ovaries_total

SRR060676

9xArg_ovaries_total

V047

embryo

SRR060685

9xArg_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060681

Argx9_testes_total

V053

head
SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR060674

9x140_ovaries_total

M027

male
body

SRR060670

9_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060675

140x9_ovaries_total
SRR2096055

Ovary_Min_43

SRR060672

9x160_females_carcasses_total

SRR060655

9x160_testes_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total
SRR2096057

Ovary_Min_50

SRR060679

140x9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060669

160x9_females_carcasses_total
SRR2096058

Ovary_Min_98

SRR2096013

Ovary_Strain_9_oxidized

SRR060666

160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060678

9x140_testes_total

M028

head

SRR060657

140_testes_total

SRR060658

140_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR1106722

embryo_10-
12h

..............................................................................................................TATCTCTACGCGGAGCTATGACG...................................................................... 23 0 2 286.50 573 157 113 105 26 37 30 21 27 11 7 8 7 5 0 5 0 3 0 0 1 2 1 2 0 0 2 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACG...................................................................... 22 0 2 21.00 42 7 3 14 5 0 2 0 1 2 2 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATG............................................................................................................. 23 0 15 20.67 310 0 0 26 13 0 4 0 0 53 1 0 17 3 54 0 4 0 19 2 3 1 6 0 17 8 1 16 1 1 9 8 6 0 6 5 1 0 4 2 2 4 3 0 0 2 0 2 2 1 0 2 1 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACA...................................................................... 23 1 2 17.00 34 9 11 5 4 2 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAC....................................................................... 22 0 2 14.00 28 5 6 2 3 1 1 2 1 1 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGACG...................................................................... 21 0 2 12.00 24 2 6 7 2 0 0 1 0 1 2 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGA..................................................................... 24 1 2 10.00 20 5 7 4 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACT...................................................................... 23 1 2 9.00 18 7 6 0 0 1 0 1 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTA............................................................................................................... 21 0 20 5.80 116 0 0 22 1 0 3 0 0 6 4 0 2 1 20 0 7 0 6 1 1 1 3 0 7 0 0 0 2 0 7 4 2 0 0 2 0 1 2 4 0 1 0 0 2 1 2 0 0 0 0 0 1 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGA........................................................................ 21 0 2 3.50 7 2 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTAT.............................................................................................................. 22 0 20 3.35 67 0 0 14 0 0 2 0 0 0 0 0 5 0 9 0 2 0 6 0 0 0 6 0 0 13 0 0 0 0 0 0 2 0 1 2 0 0 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0

..............................................................................................................TATCTCTACGCGGAGCTATGACC...................................................................... 23 1 2 2.50 5 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGT..................................................................... 24 0 2 2.00 4 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACAA..................................................................... 24 2 5 2.00 10 5 0 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............GTTCTGTCGATTCGAAAC.......................................................................................................................................................................... 18 0 2 1.50 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGAAA................................................................... 26 3 2 1.50 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAA....................................................................... 22 1 3 1.33 4 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAAA...................................................................... 23 2 3 1.33 4 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGAC....................................................................... 21 0 2 1.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTATG............................................................................................................. 22 0 15 0.93 14 0 0 2 1 0 0 0 0 5 0 0 0 0 0 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTT........................................................................................................ 21 0 20 0.75 15 0 0 2 4 0 0 0 0 0 3 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGAC....................................................................... 20 0 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACAC..................................................................... 23 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGC..................................................................... 24 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TCTCTACGCGGAGCTATGACA...................................................................... 21 1 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGACGAA.................................................................... 25 2 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATCTCTACGCGGAGCTATGACGA..................................................................... 23 1 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGATA...................................................................... 23 2 2 0.50 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATG......................................................................... 20 0 6 0.50 3 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGGA................................................................................................... 21 0 20 0.50 10 0 0 1 2 0 0 0 0 3 0 0 0 0 0 1 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGG.................................................................................................... 19 0 20 0.50 10 0 0 0 1 0 0 0 0 0 4 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGCGGAGCTATGTTGTTTTGG.................................................................................................... 21 0 20 0.40 8 0 0 0 2 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGGAAA................................................................................................. 22 0 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGG.................................................................................................... 20 0 20 0.30 6 0 0 0 0 0 0 0 0 1 0 0 0 0 0 3 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCT................................................................................................................ 20 0 20 0.25 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...............................................................................................................................................TCATATCTCCAGCAGGCAGTTCTGTCG................................. 27 0 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGGA................................................................................................... 20 0 20 0.20 4 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGGAA.................................................................................................. 21 0 20 0.20 4 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTG.......................................................................................................... 21 0 20 0.20 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTA............................................................................................................... 20 0 20 0.20 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GTTCTGTCGTTTTGGAACGTCT................................................................................................................................. 22 0 16 0.19 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTA........................................................................... 18 0 6 0.17 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATA............................................................................................................. 23 1 20 0.15 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGCGGAGCTATGTTGTTTTGGA................................................................................................... 22 0 20 0.15 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................CTCCGCGCGGAGCTATGTTGTT........................................................................................................ 22 0 20 0.15 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0

...........................................................................ATCTCCGCGCGGAGCTATGTTG.......................................................................................................... 22 0 20 0.15 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTC............................................................................................................... 21 1 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................TATCTCCGCGCGGAGCTATGTT........................................................................................................... 22 0 20 0.10 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTAA.............................................................................................................. 22 1 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................................TCGTTTTGGAACGTCATATCTC.............. 22 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGC................................................................................................................. 19 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATGA............................................................................................................ 24 1 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTTT....................................................................................................... 22 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..........................................................................TATCTCCGCGCGGAGCTATGTTG.......................................................................................................... 23 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................CTTATCTCCGCGCGGAGCTAT.............................................................................................................. 21 0 20 0.10 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CGCGCGGAGCTATGTTGTTTT...................................................................................................... 21 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCTTATCTCCGCGCGGAGCTATGT............................................................................................................ 24 0 15 0.07 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................TTATCTCCGCGCGGAGCTATG............................................................................................................. 21 0 18 0.06 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................GTTTTGGAACGTCTTATCTCC.......................................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................................................................CGCGGAGCTATGTTGTTTT...................................................................................................... 19 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..........................................................................TATCTCCGCGCGGAGCTATG............................................................................................................. 20 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.....................................................................................GGAGCTATGTTGTTTTGG.................................................................................................... 18 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTGTT........................................................................................................ 23 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TTTTGGAACGTCTTATCTCCGC........................................................................................................................ 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTCCGCGCGGAGCTATGTTGT......................................................................................................... 22 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTC........................................................................................................ 21 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATCTCTACGCGGAGCTATGAAAA..................................................................... 24 3 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................CTCCGCGCGGAGCTATGTTGTTA....................................................................................................... 23 1 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................................ATATCTCCGCGCGGAGCTATG 21 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATCTCCGCGCGGAGCTATGTTGA......................................................................................................... 23 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GCGCGGAGCTATGTTGTTTTG..................................................................................................... 21 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................AACGTCTTATCTCCGCGCGGA................................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCGCGCGGAGCTATGTTG.......................................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CGGAGCTATGTTGTTTTGA.................................................................................................... 19 1 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................GCGGAGCTATGTTGTTTTGGG................................................................................................... 21 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTGTTC....................................................................................................... 22 1 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TCCGCGCGGAGCTATGTTG.......................................................................................................... 19 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATAGAGTCGTCCCTCAAGACAGCTAAGCTTTGCAGTATAGAGGTCGTCCCTCAAGACAGCAAAACCTTGCAGAATAGAGGCGCGCCTCGATACAACAAAACCTTTCAGTATAGAGATGCGCCTCGATACTGCAAAACCTTGCAGTATAGAGGTCGTCCGTCAAGACAGCAAAACCTTGCAGTATAGAGGCGCGCCTCGATAC

*******************************************************((.((((((((((((((.((.(((((((.((((.((((..............)))).)))).))))))).)).)))))))))))))).))..********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

GSM1528803

follicle
cells

M028

head

SRR060662

9x160_0-
2h_embryos_total

V053

head
SRR2096057

Ovary_Min_50

SRR060654

160x9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060679

140x9_testes_total

........................................GAGGTCGTCCCTCAAGACAG............................................................................................................................................... 20 0 20 0.10 2 0 0 2 0 0 0 0 0 0 0

............................................................................AGAGGCGCGCCTCGATACA............................................................................................................ 19 0 20 0.10 2 0 0 0 2 0 0 0 0 0 0

......................................................................................................................................................................CAGCAAAACCTTGCAGTAT.................. 19 0 20 0.05 1 0 0 0 0 0 0 0 1 0 0

...............................................................AACCTTGCAGAATAGAGGCGCGCC.................................................................................................................... 24 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0

...........................................................................................................................................................................AAACCTTGCAGTATAGAGGCGC.......... 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 1

.................................................CCTCAAGACAGCAAAACCTTGCA................................................................................................................................... 23 0 20 0.05 1 0 1 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_171:625-827 - dvi_356 ATATCTCAGCAGGGAGTTCTGTCGATTCGAAACGTCATATCTCC----AGCAGGGAGTTCTGTCGTTTTGGAACGTCTTATCTCCGCGCGGAGCTATGTTGTTTTGGAAAGTCATATCTCTACGCGGAGCTATGACGTTTTGGAACGTCATATCTCCAGCAGGCAGTTCTGTCGTTTTGGAACGTCATATCTCCGCGCGGAGCTATG
droWil2 scf2_1100000006560:824-

899 +
GGAGATA------------TGTCGTTTCAAAACGTCATATCTCCGCCGTT----------------AAAAAAACGACATATCTCCGCGCGAAATTATGTCGTTT-------------------------------------------------------------------------------------------------------

dp5 Unknown_group_200:16192-
16229 +

CGAAATA------------AG-------------T-------TCTCCAGA----------------AAAAAAGCGAAAAAATTCCG-------------------------------------------------------------------------------------------------------------------------

droPer2 scaffold_125:76806-76830
+

AAAAA-------------------------------------------------------------AAAAAAGCGAAAAAATTCCG-------------------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302704:11352-
11392 +

TAACATA------------T-----CTAAAAATTT-------ATCTTTAACAG--------------------TGTTTACAT-------------------TTT-------------------------------------------------------------------------------------------------------

droRho1 scf7180000763898:949-974
+

GACGT--------------------TTAAAAACGT-------CTTATAGAAGG----------------------------------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000299101:17808-
17824 +

CCAAA-------------------------------------------------------------AATAAAGCTAAA---------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415264:566725-
566780 +

GACGT-------------------------------------------------------------TTAAAAGCGAAATATTTTCGCGCTGAGATATGTCGCTTTTAAACGTCATAT------------------------------------------------------------------------------------------

droEre2 scaffold_4929:23995328-
23995355 +

TACAA-A------------A-----CTAAAAAGCT-------CCGTCAAAAAA----------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:44 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_171:625-827
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_356.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_171:695-717
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_353.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9572:4424-4446
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_356.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_171:734-756
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7818:2254-2276
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7818:2290-2312
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9572:1182-1204
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9572:2120-2142
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302704:11352-11392
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dvi_400
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scaffold_13049:2057936-2057992 -
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candidate-rescued
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Mirtron
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intron
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Predicted structure

Show Alternate Folds

Flybase annnotation
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GCACCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGTAGAGAGAGATCTATATTCGATTAAACTAGTAGTTTATATGGTTTCTCTCTGCCAGGTGCCATCAGCTGTTTGTCAACTATACGCGCATACCCTACAGCGAATGGG

**************************************************(((((((((((.((((((..(((((......))))).)))))))))))))))))..***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060672

9x160_females_carcasses_total

V053

head

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

M028

head

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

M047

female
body

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060655

9x160_testes_total

SRR060681

Argx9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46

M061

embryo

SRR060679

140x9_testes_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

V116

male
body

V047

embryo

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

......................................................................................TATATGGTTTCTCTCTGCCAGT................................................. 22 1 1 272.00 272 59 40 31 28 21 11 13 21 5 16 6 4 3 3 2 2 1 1 1 1 0 1 1 0 1 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCAGA................................................. 22 1 1 40.00 40 3 4 7 3 2 4 0 2 4 6 0 0 0 0 2 1 1 1 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCA................................................... 20 0 1 38.00 38 1 4 2 4 1 11 6 0 7 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCAG.................................................. 21 0 1 18.00 18 5 0 3 1 0 2 0 0 6 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCTATAT......................................................................................... 22 0 1 4.00 4 1 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCTATA.......................................................................................... 21 0 1 3.00 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCAGG................................................. 22 0 1 3.00 3 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATATGGTTTCTCTCTGCCA................................................... 21 0 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATATGGTTTCTCTCTGCCAG.................................................. 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCAGC................................................. 22 1 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCT............................................................................................. 18 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCTATATT........................................................................................ 23 0 1 2.00 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCATT................................................. 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGTTTCTCTCTGCCAGT................................................. 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAGAGAGAGATCTATATTCGA..................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCAGTA................................................ 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATGGTTTCTCTCTGCCACT................................................. 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCTAT........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATATGGTTTCTCTCTGCCA................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAGTAGAGAGAGATCTA............................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGTGGACCTCGAGGACAGCGCTCCCGACGTGGAGTAGTGAGTGGTTCATTCATCTCTCTCTAGATATAAGCTAATTTGATCATCAAATATACCAAAGAGAGACGGTCCACGGTAGTCGACAAACAGTTGATATGCGCGTATGGGATGTCGCTTACCC

***************************************************(((((((((((.((((((..(((((......))))).)))))))))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

M027

male
body

V116

male
body

SRR060687

9_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

M047

female
body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:2057886-

2058042 -
dvi_400 GCACCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGTA---GA--G--AGAGA-T-------CTATATTCGATTAAACTA----------------------------GT------------------------------------AGTT-------TATA----TGGT----------------------------T-----T-----------CTCT-----CTGCCAGGTGCCATCAGCTGTTTGTCAACTATACGCGCATACCCTACAGCGAATGGG

droMoj3 scaffold_6654:1793541-
1793700 +

GCAGCTGGAGTTCGTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGTA---GC---TT-AATC-AC------------------------------------------------------------------------------------------CAT-----------ATATACATATATTTGATTCTTGAT--CA-------AA------TC--T----TC-CATT-----CGACCAGGTGCCATCAGTTGTATGTCAACTATACGCGAATACCCTTTAGCGAATGGG

droGri2 scaffold_15110:3108633-
3108834 -

GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACAAAGTAAGTA---GA---CT-AATC-C----------------------------TTTACCAAATCATTAAATGAGATTCGTAATAAATCCATCACCAATCATTTAAATGAAATTACC-----------A--A---TAATCCCAATAAT--------------------------T-----------CTGA-----CCAACAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATACCGTTTAGCGAATGGG

droWil2 scf2_1100000004762:3924722-
3924886 -

GCAGCTGGAGCTCCTGCCGCGAGGGTTGCACCTCATCACTCACCAAGTAGGTTCA-GC---TA-AAGT-ACCGATAACCATATTTCTCTAATTTA------------------------------------------------------------------------------A-------------------CTTGGG--CG--------AC-----TT-CT-------TTTT-----TTCTTAGGTGCCATCAGTTGTTTGTCAACTATACGCGTATACCCTTTAGCGAATGGG

dp5 XR_group8:8346781-8346943 - GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGTG---AG--AAG-AGTA-GG------------------------------------------------------------------------------------------CCT-AT-----T--G---TAATCCAATCGATTCT-GATTCCATATC---GAT-----TC-C----------AT-----GTACCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTACAGCGACTGGG
droPer2 scaffold_40:538384-538443 - GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACTAAGTAAGTG---A-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GAAGAG
droAna3 scaffold_13337:14602329-

14602478 -
GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGGCTCTTC-AG--A-----G-------------------------GA----------------------------------------------------------------TA----ATAAG---A----AGTC---------------CTGAAACT---AAC-----TC--A-------C-AA-----ATTTCAGGTGCCATCAGTTGTTTGTCAACTACACGCGCATCCCGTTCAGCGAGTGGG

droBip1 scf7180000396641:708947-
709098 +

GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTAAGGATATCAAAG--T-----G-------------------------GAC---------------------------------------------------------------TA----ATATG---A----AGTC---------------CTGAAA--------CTAAGTA----------TTTA-----ATTTCAGGTGCCATCAGTTGTTTGTCAACTACACGCGCATCCCGTTCAGCGAGTGGG

droKik1 scf7180000302383:565501-
565659 -

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTAATTT---GA---AC-ATTT-AA-------TATATTT--------------------------------------------------------------------------------AT-----T--G----AATT---------------TAATAACT---CAT-----TT-CT-CTCTCTC-TT-----AAACCAGGTGCCATCAGTTGTTTGTCAACTACACACGCATCCCGTTTAGCGAGTGGG

droFic1 scf7180000454113:1411768-
1411920 -

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGGGTTCT----TA--A--TAA--------------------------------------------------------------------------------------------TA----TTGTGAAGG----GATC---------------CGTTTACT---CAACT-----ATT-------TTTA-----TAAGCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATACCGTTTAGCGAATGGG

droEle1 scf7180000491249:5044040-
5044190 -

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTTGGTATA----AC--A--TAAT-------------------------------------------------------------------------------------------CGTT-------TATA----TATC---------------AATCTTCC---AA-CC-----ATTT------GTAT-----TTACCAGGTGCCATCAGTTGTTTGTCAACTACACGCGCATCCCGTACAGCGACTGGG

droRho1 scf7180000766748:21353-
21504 +

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGAGTATCCAA--A-----AAAG-------------------------------------------------------------------------------------------------TACTTCATA----TAGC---------------CTCTTGCT---AAACC-----A-T-------GTTA-----ATATCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCCTTCAGCGACTGGG

droBia1 scf7180000302428:888221-
888373 -

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGGGTCCA----AG--C--TAAC-------------------------------------------------------------------------------------------CAAGAT-----G--A----TGTG---------------TATTTACT---AAGCTATGTA----------TTCA-----CTGCCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCCTTCAGCGAATGGG

droTak1 scf7180000415707:45546-
45704 +

GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGAGACTCTG------A--AT-AC------------------------------------------------------------------------------------------CAAGGA-----A--ATATATATA---------------TATTTACT---AAGAT-----A-T-------GTTATCTGAAAACTAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATACCGTTCAGCGAATGGG

droEug1 scf7180000409466:1946549-
1946700 -

GCAGCTGGAGCTCCTGTCGCGAGGGCTGCACCTCATCACTCACCAAGTTAGTTCAT---GG--A--TAAG-------------------------------------------------------------------------------------------TCTTAT-----T--A----AATC---------------TAGTTACT---GAT-----TCAAT-------GGTA-----ATACCAGGTGCCATCAGTTGTTTGTCAACTACACGCGTATCCCGTTCAGCGAATGGG

dm3 chr3L:4181152-4181300 - GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACATCATCACTCACCAAGTGGGTAT-----CG--A--TATG-------------------------------------------------------------------------------------------CCTGAT-----T--A----TATC---------------TACATACT---AAC-----TC-CT-------CTTA-----TGTCCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTTCAGCGAATGGG
droSim2 3l:4141330-4141478 - GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGAGTGTT----TG--A--TATG-------------------------------------------------------------------------------------------CCTGAT-----T--A----TATC---------------TACATACT---AAC-----TC-CT-------CTT------ATCCCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTTCAGCGAATGGG
droSec2 scaffold_2:4173863-4174012

-
GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTTAGTGCT----TG--C--TATG-------------------------------------------------------------------------------------------CCTGAT-----T--A----TATA---------------TATTAACT---AAT-----TC-CT-------CTTA-----TGTCCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTTCAGCGAATGGG

droYak3 3L:4752919-4753073 - dya_707 GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTGGGTCCT----TC--A--TTTG-------------------------------------------------------------------------------------------CCTGTT-----T--A----TATACT-------------TTTGTTGTAAATGT-----TG-GT-------CTTA-----TTCACAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTTCAGCGAATGGG
droEre2 scaffold_4784:6891693-

6891845 -
GCAGCTGGAGCTCCTGCCGCGAGGGCTGCACCTCATCACTCACCAAGTCGGTCCT----CA--G--TACG-------------------------------------------------------------------------------------------CCTTAT-----T--A----TATA---------------CATTATATACATAT-----TC-GC-------CTTA-----CTCCCAGGTGCCATCAGTTGTTTGTCAACTATACGCGCATCCCGTTCAGCGAATGGG

Generated: 09/08/2015 at 07:17 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
0
0
0
0
1
1
1
1
1
1
0
0
0
1
1

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:2057886-2058042
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13049:2057886-2058042
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_400.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6654:1793541-1793700
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15110:3108633-3108834
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004762:3924722-3924886
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XR_group8:8346781-8346943
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396641:708947-709098
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302383:565501-565659
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454113:1411768-1411920
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491249:5044040-5044190
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000766748:21353-21504
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302428:888221-888373
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415707:45546-45704
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409466:1946549-1946700
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3L:4181152-4181300
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3l:4141330-4141478
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_2:4173863-4174012
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3L:4752919-4753073
http://compgen.cshl.edu/~jmohamme/static/droYak3/html/dya_707.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4784:6891693-6891845


ID:

dvi_276

Coordinate:

scaffold_12928:2986323-2986387 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCCCACACAAAAAATAAAAAACACAATATACAAATATAATCAGGGGTTTGAACTTCATCTTTCAGTACTTTCTGTTTGCATAATCCAACAAGAAAGTACTTAAGATGAAGTTCGAGCCCCTAATTATATATCTTTTACTTTTTATTGTGATGCACTGTTCAATAA

***********************************(((((.((((((((((((((((((((..((((((((((..(((.......)))..)))))))))).)))))))))))))))))))).)))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096014

Ovary_Strain_160_oxidized

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

M028

head

SRR060656

9x160_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR060658

140_ovaries_total

SRR060688

160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

V116

male
body

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

V053

head

M061

embryo
SRR2096055

Ovary_Min_43

SRR060663

160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060675

140x9_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060682

9x140_0-
2h_embryos_total

SRR060660

Argentina_ovaries_total

SRR060673

9_ovaries_total

SRR060689

160x9_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060654

160x9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060678

9x140_testes_total

SRR060683

160_testes_total

SRR1106717

embryo_6-
8h

SRR1106723

embryo_12-
14h

SRR2096058

Ovary_Min_98

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR1106712

embryo_0-
2h

..................................................AACTTCATCTTTCAGTACTTTCT............................................................................................ 23 0 1 93.00 93 17 15 7 1 7 0 0 12 1 1 1 3 0 0 0 2 2 3 0 1 1 1 2 2 1 1 1 0 0 1 1 1 0 0 0 0 1 0 0 1 1 0 1 1 0 1 1 0 1 0

............................................................................................AAAGTACTTAAGATGAAGTTCG................................................... 22 0 1 89.00 89 4 4 10 7 5 0 5 0 5 9 7 5 0 0 2 2 0 0 5 3 2 4 1 0 0 2 2 1 0 0 0 0 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0

..............................................TTTGAACTTCATCTTTCAGTACT................................................................................................ 23 0 1 22.00 22 0 0 0 1 1 12 0 0 0 0 1 0 5 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGA.................................................. 22 0 1 16.00 16 1 0 5 2 2 0 0 0 1 0 0 0 0 0 1 1 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTTGAACTTCATCTTTCAGTACTT............................................................................................... 24 0 1 14.00 14 6 5 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCG................................................... 21 0 1 12.00 12 2 0 0 1 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAAGTACTTAAGATGAAGTTC.................................................... 21 0 1 9.00 9 0 0 0 2 0 0 1 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTT.............................................................................................. 21 0 1 7.00 7 2 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAAGTACTTAAGATGAAGTTCGA.................................................. 23 0 1 7.00 7 0 0 0 2 0 0 0 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTTC............................................................................................. 22 0 1 5.00 5 2 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGAAA................................................ 24 2 1 4.00 4 0 0 0 1 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGT.................................................. 22 1 1 3.00 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................ACTTCATCTTTCAGTACTTTCT............................................................................................ 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTTCG............................................................................................ 23 1 1 2.00 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTACTTAAGATGAAGTTCGATT................................................ 22 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGC.................................................. 22 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTGAACTTCATCTTTCAGTACTT............................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GAACTTCATCTTTCAGTACTTTC............................................................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AGTACTTAAGATGAAGTTCGA.................................................. 21 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTTCC............................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAAGTACTTAAGATGAAGTTCGT.................................................. 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTACTTAAGATGAAGTTCGAA................................................. 21 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GAACTTCATCTTTCAGTACTT............................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTTGAACTTCATCTTTCAGTAC................................................................................................. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGATT................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................AGTACTTAAGATGAAGTTCGATA................................................ 23 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGAACTTCATCTTTCAGTACTTT.............................................................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AAAGTACTTAAGATGAAGTTCGAT................................................. 24 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTACTTAAGATGAAGTTCGAGC................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTGAACTTCATCTTTCAGTACTTTCA............................................................................................ 26 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTTCTA........................................................................................... 24 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GTACTTAAGATGAAGTTCGA.................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.....................................................TTCATCTTTCAGTACTTTCT............................................................................................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................AAGTACTTAAGATGAAGTTCGAAT................................................ 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AACTTCATCTTTCAGTACTTTCTAAA......................................................................................... 26 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGGGTGTGTTTTTTATTTTTTGTGTTATATGTTTATATTAGTCCCCAAACTTGAAGTAGAAAGTCATGAAAGACAAACGTATTAGGTTGTTCTTTCATGAATTCTACTTCAAGCTCGGGGATTAATATATAGAAAATGAAAAATAACACTACGTGACAAGTTATT

************************************(((((.((((((((((((((((((((..((((((((((..(((.......)))..)))))))))).)))))))))))))))))))).)))))..***********************************
Read
size

#
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Hit
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Total
Norm Total

M028

head

M027

male
body

SRR060687

9_0-
2h_embryos_total

M047

female
body

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060679

140x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060669

160x9_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060659

Argentina_testes_total

V116

male
body

...............................................TACTTGAAGTAGAAAGTCATGAAA.............................................................................................. 24 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:2986273-

2986437 +
dvi_276 TCCCA--CACAAAA-----AA-T--A---AAAAACACAATATAC---------------------------------------------AAATATAATC----AGGGGTTTGAAC---------------------------------------------------------------TTCATCTTTCAGTACTTTCTGTTTGCATAATCCAACAAGAAAGTACTTAAGATGAAGTTCGAGCC----------CCTAATTATATATCTTTTACTTTTTAT-----TGTGATGCACTG-------TTCAATAA

droMoj3 scaffold_6496:8507073-
8507233 -

AACAAA---AAAAA-----AATT--A---AAA-AAAA---ACAAATGCAGT--------------TTACATTT--ATTTTTCAACGACA-----------------------------------------------------ATAA-------------------------------------------ATAAAAATAAATAAAAAAATTAAAAAAAAAAATAGTTTAGAA----------ATATCTTTAAAAAATATATAATATTATTTTCCTTTTTTT-----TTTTTTAACATA-------TTTAATAA

droGri2 scaffold_15110:17347639-
17347790 -

TCTTA--AACCAAACAAAAAA-A--A---AAAAATAAAA----T---------------------------------------------AAATATATTGCGCAAAGTGTTTGG-------CAATTGGTTAGAGCATTTAATATAAATTCTAAATAGAAAGTGACGAAATTGCGTGAAATTAAATTCA----------------------------------------------------------------------------------------TAAAAGTCTATATTGCGA-------AATT-TAAGTAA

droWil2 scf2_1100000004963:3861027-
3861188 +

TCAGACAGACACAC-----AA-C--G---GAA-ACAAGAAATTT---GAATCTAAAAATATATACATACATTCAACTGCTTGAACAACA-----------------------------------------------------AACACTTCCAATGGAA-------------------------------------------------------AAAAAAACTAAC--ATTTGAAGTCTTATTT----------CTGGTTTATACACTTTTTACCCTTTTT-----TTTTGTGT-------TATTTT---TAA

dp5 4_group3:2499180-2499212 - TAACT--AACAAAT-----AA-T--A---AAA----TAAACCAT---------------------------------------------AAATAA-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droPer2 scaffold_5:5484768-5484812

+
TATTTA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTATTTTGTATTTATTAT-----TGTGTTGCATTGTATAATT--T-----

droAna3 scaffold_13334:1352799-
1352838 +

AACACA-CACAAAA-----AA-A--A---AAAATGAAAAATTAC---------------------------------------------AAAAAAAA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000396696:392122-
392148 -

CCAAAA------AA-----AA-T--A---AATGATATGATACAC----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302592:286775-
286864 -

TCAAAT--TCACAA-----AA-CGCCTCTATAAAAAAAA--TAT-----------------ATATATGCATGTGTACGTGTGA-------------------------------------------------------------------------------------GTGGGTGACCTCAACCTTTTCTTTGTTTGTGT-------------------------------------------------------------------------------------------------------T--T-----

droFic1 scf7180000449984:816-1002 + TCACA--AAAAAGA-----AA-T--A---GAAAATAAGAAGTAC---------------------------------------------TAATATAACT----AGTGCAGTGAAATATATTAAAGAGTTGAAGTTTTTAATATAAATA-----------------------------------------ATACCCATACATTTTAAGATTCACTGAAAAAATATTA--AATAAAGTTGGAACT----------ATCTA---TAAAATCTTTTTTTTTAATTTCCTTGTTCCGTAT-----TAT--TTTACAA
droEle1 scf7180000491272:779496-

779523 -
CTTACA---TAAAA-----AA-T--A---AATAGCACAACAT------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000779780:62820-
62855 -

CCTAAT---CAAAA-----AA-A--A---AAAAACAAAATTTGT---------------------------------------------AAATAT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droEug1 scf7180000409008:648183-
648215 -

CTCACA---TACAA-----AA-T--A---CAAAATACAAAATAC---------------------------------------------AAA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

dm3 chrUextra:9898702-9898738 - TTTTG------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TATCTTTTGCTTTTTAT-----ATTTATACTCTG-------TTC-----
droSim2 2l:11424558-11424596 - CCCAAA---CATTG-----CA-A--A---AAAAAAAGAAAATAC---------------------------------------------AAATAAAAT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droYak3 2L:8168285-8168324 - CCAAA--CATCGAA-----AA-A--A---AAAAAAAGAAAATAC---------------------------------------------AAATAAAAT----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4770:3219219-

3219272 +
TTCATA---CAAAA-----TA-T--T---TAAAATACAATATAA---------------------------------------------AATTATTGTA----AAGAAATTGAAA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--T-----
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CAAGGTGTAGTGCAAGCTATTGGGAAATATTTGTTAAATGTTGAACGAGTTGTCTAACAGAGCAAGTCCATAGTGCAACTGGAAAACATGGGCTTGGGCATGTTGGGCATGTCGTAATATTTGATTATCAAATGGATAAGAGCTTGCTAAGCTGAGGTCG

***********************************(((((((..((((..(((((((((...(((((((((.((...........)))))))))))....)))))))))..))))))))))).*************************************
Read
size

#
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Norm Total

V116

male
body

V053

head

M047

female
body

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060667

160_females_carcasses_total

SRR060683

160_testes_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060672

9x160_females_carcasses_total

SRR060655

9x160_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total

SRR060666

160_males_carcasses_total

SRR060688

160_ovaries_total

M061

embryo

SRR060656

9x160_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

SRR2096080

embryo_0-2h
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day old
nondysgenic
mothers

V047
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M027
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body
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head

SRR060669

160x9_females_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
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dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR1106729

mixed
whole
adult body

SRR060654

160x9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060670

9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

..................................................TGTCTAACAGAGCAAGTCCAT......................................................................................... 21 0 1 47.00 47 14 5 3 0 2 5 0 1 2 1 2 2 2 0 0 3 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTCTAACAGAGCAAGTCCATA........................................................................................ 22 0 1 21.00 21 9 0 1 0 2 2 0 0 1 0 1 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATG................................................. 23 0 1 20.00 20 5 3 2 0 3 0 2 1 0 0 0 0 0 1 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGC.................................................... 20 0 1 17.00 17 4 2 3 1 0 0 1 0 1 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCA................................................... 21 0 1 17.00 17 9 2 1 0 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCAT.................................................. 22 0 1 16.00 16 5 0 1 3 2 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGG..................................................... 19 0 1 5.00 5 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATT................................................. 23 1 1 4.00 4 1 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTCTAACAGAGCAAGTCCA.......................................................................................... 20 0 1 3.00 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGG...................................................... 18 0 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................TGTCTAACAGAGCAAGTCCATAAA...................................................................................... 24 2 1 3.00 3 0 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATGA................................................ 24 1 1 2.00 2 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCAA.................................................. 22 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATGT................................................ 24 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GTCTAACAGAGCAAGTCCAT......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATAA................................................ 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTCTAACAGAGCAAGTCCATAAAA..................................................................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATGTT............................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCAAT................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCATGTAAA............................................. 27 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................TATCAAATGGATAAGAGCTTGCTAAGC........ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGGCAC.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................TTGGGCATGTTGGGCATT................................................. 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGGGCTTGGGCATGTTGGCAT................................................... 21 3 13 0.08 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTTCCACATCACGTTCGATAACCCTTTATAAACAATTTACAACTTGCTCAACAGATTGTCTCGTTCAGGTATCACGTTGACCTTTTGTACCCGAACCCGTACAACCCGTACAGCATTATAAACTAATAGTTTACCTATTCTCGAACGATTCGACTCCAGC

*************************************(((((((..((((..(((((((((...(((((((((.((...........)))))))))))....)))))))))..))))))))))).***********************************
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12723:888884-889043

+
dvi_101 CAAGGT--GTAGTGCAAGCTATTG-GGAAATATTTGTTAAATGTTGAACGAGTTGTCTAACAGAGCAAGTCCATAGTGCAACTGGAAAACATGGGCTTGGGCATGTTGGGCATGTCGTAATA--TTTGATTATCAA-ATGGAT-AAGAGCTTGCTAAGCTGAGGTCG

droMoj3 scaffold_6496:7974600-
7974632 -

CAAA--------------------------------------------------------------------------------------------------------------------------------------TGGATGAAAAACTTTATAAATTTATTCAA

droGri2 scaffold_15203:1297757-
1297796 -

TTGATT-----------------------------------------------------------------------------------------------------------------------------GTCAA-TTGTGA-AAGAGCTTGAAAAAACAAAGTTT

droWil2 scf2_1100000004762:3994359-
3994394 -

ATATTT-------------------------------------------------------------------------------------------------------------------------CAT--TCAA-ATAAGC-AAG----TGCCAAGCC--AGGTG

droPer2 scaffold_110:86474-86517 + ATATTT-------------------------------------------------------------------------------------------------------------------------GGTTATCAA-ATAGAT-GGTATCGTACTTCGCTGAGACCT
droAna3 scaffold_13034:1166006-

1166013 -
TGAG---------------------------------------------------------------------------------------------------------------------------------------------------------------GACA

droBip1 scf7180000395142:53151-53224
-

AAATACTT----------------------------TTAAACGATAACCGGGCTCTTTAGTAGAGCAAATTTATTTTGAAATTCAGAAATATTTACTTTA-----------------------------------------------------------------GC

droKik1 scf7180000302707:324193-
324237 +

CGAAAT--ACATTGCAAACCGATG-GAAAATATTTGCTTA-------------------------------------------------------------------------------------------------------------------AAG----GTGAA

droFic1 scf7180000453840:92485-92526
+

CATATCTT--------------A------------------------------------------------------------------------------------------------CTA--TTTTGTTTTTAA-ATGGAG------------CAACAAAGGTCA

droEle1 scf7180000491214:3904092-
3904142 -

GTCACT-----------------C-AGAAATGTTTGCAAAGTGACAACCGAGTTGTTTAGCAGC--------------------------------------------------------------------------------------------------GTGAG

droRho1 scf7180000779157:18739-18820
-

GGAAGCTT--------------CGGT---CTT-------------------------------------------------------------------GGCATCTTCGACATTCTGTTATAAATATAATTATGGATTTGAATTAA-AATCTTTAAAACTGAACTCT

droBia1 scf7180000301410:9983-10027
-

GTTGGA-----------------------------------------------------------------------------------------------------------------ATT--TTCTTTTATTAA-ATGGTA-AAAATCTTCTTTAG-----ATGA

droTak1 scf7180000415789:829215-
829289 +

CACCAT--AAAATGGAATCG-TTGGG---ATTTTTGACAAATGTGAAACTCGTGTTCTAACAGAGCACTTCCAC--------------------------------------------------------------------------------------CATCCAA

droEug1 scf7180000409710:34489-34533
+

CATGTCGT--------------AAGG---TTT-----------------------------------------------------------------------------------------------G-----AAA-ACAGAT-GTAAACTTTT---TCCCAATTTG

droYak3 v2_chrUn_4989:123521-123560
-

TAATT------------------------------------------------------------------------------------------------------------------------------ATCGAAATTGTATAA-GGCACTTTCAGCCGCGTTCG
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hide 3p reads  show mid mismatch reads

AACGTATTGTACAAAAGATTATAGCCGCCTGCTGTTGGCTCTGTTAGACTAACAGTAGCAGCAACAGTCGCTGCGGTGCAGGTTGCCGCTGGCTGAGCTGAGACTGTTGCAAGCCAATCCGGTCGGAATCCAGAGGGAAACTCTATGGCATTGTTCTGATC
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........................................................................................CTGGCTGAGCTGAGACTGTTGC................................................... 22 0 1 66.00 66 25 6 5 3 5 5 2 2 4 0 2 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTG.................................................... 21 0 1 29.00 29 9 1 3 3 3 1 1 0 3 1 0 0 0 0 2 0 0 1 0 0 1 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTT..................................................... 20 0 1 12.00 12 3 4 1 2 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
..................................................AACAGTAGCAGCAACAGTCGCTG........................................................................................ 23 0 1 8.00 8 1 1 0 0 0 2 2 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTGA................................................... 22 1 1 4.00 4 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTGT................................................... 22 1 1 4.00 4 1 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGT...................................................... 19 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTGCA.................................................. 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGGCTGAGCTGAGACTGTTGT................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTGCT.................................................. 23 1 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................AACAGTAGCAGCAACAGTCGCT......................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
..........................................................................................GGCTGAGCTGAGACTGTTGC................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGGCTGAGCTGAGACTGTT..................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTG....................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................TGGCTGAGCTGAGACTGTTGC................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTT.................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTGGCTGAGCTGAGACTGTTGCC.................................................. 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................TGAGCTGAGACTGTTGCT.................................................. 18 1 2 1.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTGCATAACATGTTTTCTAATATCGGCGGACGACAACCGAGACAATCTGATTGTCATCGTCGTTGTCAGCGACGCCACGTCCAACGGCGACCGACTCGACTCTGACAACGTTCGGTTAGGCCAGCCTTAGGTCTCCCTTTGAGATACCGTAACAAGACTAG
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12726:862078-

862238 -
dvi_103 AACGTATTGTACAAAAGATTATAGCCG-CCTGCTGTTGGCTCTGTTAGACT--AACAGTAGCAGCAACAGTCGCTGCGGTGCAGGTTGCCGCTGGCTGAGCTGAGACTGTTGCAAGCCAATCCGGTCGGAATCCAGAGGGAAACTCTATGGCATTGTTCTGATC

droMoj3 scaffold_6473:9344396-
9344453 +

AACGTGTTGT--------TAACAGCCGACGCGCTGTTAAGGCGATGCAACTGTAACAGCAGCAACA--------------------------------------------------------------------------------------------------

droGri2 scaffold_14853:4662150-
4662197 -

C-------------------------------------------------------AGCAGCAGCAGCAGCAGCGACGTTGCCGCTGGCCGCTGG--GAGCAGAG-----------------------------------------------------------

droKik1 scf7180000297778:18859-
18859 -

A-------------------------------------------------------------------------------------------------------------------------------------------------------------------
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TCCTTTACGGGACCGCGCGTGGCAATGGTTGTGGGCGCGTCCACCTACACGTGAGTGCCTGTCACAATTGTATATTGATAGCAATAAATATGCCTTTGTTACGCTCTGCAGGCTCTTCATGATCACATTCCTGTTCCCGTCGACGGCGCTGCTGTATGTGG
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........................................................................................TATGCCTTTGTTACGCTCTGCAG.................................................. 23 0 1 109.00 109 27 15 6 13 6 14 5 1 2 2 1 1 3 0 2 1 1 0 0 0 3 1 0 0 0 0 1 1 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0

..........................................................................................TGCCTTTGTTACGCTCTGCAG.................................................. 21 0 1 60.00 60 11 4 11 6 0 4 6 2 1 1 1 2 2 1 0 0 1 2 0 0 0 0 0 2 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCA................................................... 22 0 1 29.00 29 6 4 3 4 1 0 0 1 0 2 0 0 0 2 0 1 1 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTG..................................................... 20 0 1 22.00 22 0 0 0 0 10 0 0 0 0 2 1 2 0 0 1 1 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAA.................................................. 23 1 1 21.00 21 4 1 1 0 0 0 0 4 2 0 3 0 0 1 0 0 1 0 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGC.................................................... 21 0 1 11.00 11 0 0 2 0 1 0 0 2 0 0 2 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAGT................................................. 24 1 1 5.00 5 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATGCCTTTGTTACGCTCTGCAG.................................................. 22 0 1 4.00 4 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCT...................................................... 19 0 1 4.00 4 0 0 0 0 1 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAAA................................................. 24 2 1 3.00 3 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCCTTTGTTACGCTCTGCAGT................................................. 22 1 1 3.00 3 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCCTTTGTTACGCTCTGCAA.................................................. 21 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGA.................................................... 21 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................CACATTCCTGTTCCCGTCGACGGC.............. 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAAAT................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................TCCTGTTCCCGTCGACGGCGCTGCTGT...... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCTGTCACAATTGTATAT...................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCTGTCACAATTGTATA....................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGG.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................TCCCGTCGACGGCGCTGCT........ 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAGTT................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGTTT.................................................. 23 3 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAAAA................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAGAA................................................ 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTGCCTGTCACAATTGTATATTGA................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................GGCAATGGTTGTGGGCGCGTCCACC.................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGT.................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........GACCGCGCGTGGCAATGGTTGTGGGC............................................................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................GCCTTTGTTACGCTCTGCAG.................................................. 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATGCCTTTGTTACGCTCTGCA................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................TCACATTCCTGTTCCCGTCGACGGCGC............ 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TGCCTTTGTTACGCTCTGCAGA................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGCCTTTGTTACGCTCTGCAGC................................................. 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGGAAATGCCCTGGCGCGCACCGTTACCAACACCCGCGCAGGTGGATGTGCACTCACGGACAGTGTTAACATATAACTATCGTTATTTATACGGAAACAATGCGAGACGTCCGAGAAGTACTAGTGTAAGGACAAGGGCAGCTGCCGCGACGACATACACC
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:8244515-

8244675 -
dvi_16006 TCCTTTACGGGACCGCGCGTGGCAATGGTTGTGGGCGCGTCCACCTACACGTGAGTGCCTGTCA----C---------------------AATTGTATATTGAT-AGCAATAAATATGC--C-TTTGT-T-------ACGCTCTGCAGGCTCTTCATGATCACATTCCTGTTCCCGTCGACGGCGCTGCTGTATGTGG

droMoj3 scaffold_6540:27947859-
27948016 +

TCGTTTACAGGACCTCGCGTGGCGATGGTTGTGGGTGCATCCACCTACACGTAAGTTTCAG----ATGA----TTCA--ATTCCAACGGTGTATTG---------------ACCTAT--TA------TTC-------TATTGCTGCAGGCTCTTCATGATCACCTTTCTGTTCCCATCGACTGTGCTGCTGTATGTGG

droGri2 scaffold_15074:1365435-
1365599 +

TCCTTCACAGGACCACGGGTGGCAATGGTTGCGGGTGCCGCAACTTACACGTATGAATTGA--AAATGAG--CACTCAGC--AGTCAGCAATATTGAA-------ATAATCAAAT-------------AA-------TATTCTTGCAGCGCCTTCATGATCACATTTCTGTTTCCATCCACGTGGCTGTTGTATGTGG

droWil2 scf2_1100000004943:15037644-
15037807 -

TCATTTACCGGACCTCGTGCGGCCATGGTAGTGGGAGCCTTAACCTATACGTGAGTGAATCCTT----A---ATTAATA---AGAAAGATCAGCAG------ATATC---TAATTTC--TA------ATT-------TTGTTTTCTAGTGCGTTTATGATTACGTTTATATTCCCATCGACAGTTTTGCTGTATGTCG

dp5 2:5505789-5505954 + TCGTTTACGGGACCTAGAGTGGCCATGGTGGTAGGAGCACTGACATATACGTGAGTGGATCCAT----ACA-------------GGAATTCAAAATGG-------TTCAGTAAATACGA--TTATTCT------CTTCTTTTTCTTAGAGCCTTTATGATTACCTTTATGTTCCCATCGACGGTGCTGTTGTATGTGG
droPer2 scaffold_19:1222239-1222404 + TCGTTTACGGGACCTAGAGTGGCCATGGTGGTAGGAGCACTGACATATACGTGAGTGGATCCAT----ACA-------------GGAATTCAAAATGG-------TTCAGTAAATACGA--TTATTCT------CTTCTTTTTCTTAGAGCCTTTATGATTACCTTTATGTTCCCATCGACGGTGCTGTTGTATGTGG
droAna3 scaffold_13340:7662569-

7662735 +
TCTTTTACGGGCCCCCGAGTGGCCATGGTCGTGGGTGCATTGACCTATACGTGAGTAGATCCGA----G---ACCCAAGA--TACCAATACCATAAAG-------ATCGGTAGCTAA--TG------ATT-------CCACTTTACAGCGCTTTCATGATCACGTTCATGTTTCCGTCGACCGTACTGCTGTACGTGG

droBip1 scf7180000396708:1181686-
1181852 -

TCTTTTACGGGTCCCCGAGTGGCCATGGTCGTGGGAGCATTGACCTATACGTGAGTAGATCCAA----G---ACCCAAGA--TATCTATACAATAAAG-------ATCGTCAACTAA--TG------ATT-------TAACTTTCCAGCGCGTTCATGATCACGTTCATGTTTCCGTCGACAGTACTGCTGTACGTGG

droKik1 scf7180000302475:345615-
345774 +

TCGTTTACGGGTCCCCGCGTGGCCATGGTCGTGGGAGCATTGACCTATACGTGAGTAGATCCCC----GCG------------CTTGTCGCATTACAG-------TTCTTTAATTAA--TG------ACC-------CATCCTGGCAGGGCTTTCATGATTACGTTCATGTTCCCATCGACGGTGCTGCTGTACGTGG

droFic1 scf7180000453812:804545-
804704 -

TCGTTTACGGGTCCCCGAGTTGCCATGGTCGTGGGCGCATTGACATATACGTGAGTCGATTCTC----TTT------------AAAGGGTCAATAAAG-------TTTGGTAACTGA--TG------TTC-------CCTTTTTCCAGGGCGTTTATGATCACATTCATGTTCCCGTCCACGGTGTTGCTGTACGTGG

droEle1 scf7180000490702:14692-14867
-

TCGTTCACCGGACCCCGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTGTTTACTG----CCAT-----AC---TGTCCAGTTCATATA-----AT-TTTGGTAACTAACT--GGGCT--AACGCACCCGCTGCTTGCAGGGTCTTCATGATCACGTTCATGTTCCCATCCACGGTGCTGCTGTACGTGG

droRho1 scf7180000779237:66692-66852
+

TCGTTCACGGGACCCCGAGTGGCCATGGTCGTCGGGGCACTGACCTATACGTGAGTAGATCCCC----TTT------------GTATAATTTATAAAG-------TTTGGTATCTGA--CATT--T---C-------CCCACTTGCAGGGCCTTCATGATCACGTTTATGTTCCCATCCACGGTGCTGCTGTACGTGG

droBia1 scf7180000302155:17801-17971
-

TCGTTCACCGGTCCGCGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTCGATCCCC----A---ATCTTTTT--TGTGTGGTCAATAAAG-------TTTGGTGACTTA--TATACCT--TA-------TCCAATTGCAGGGCCTTCATGATCACGTTCATGTTCCCATCCACGGTGCTGCTGTACGTGG

droTak1 scf7180000415366:243112-
243274 -

TCGTTCACCGGACCCCGAGTGGCCATGGTGGTGGGAGCACTGACCTATACGTGAGTAGAGACCC----CTT-----------TAAGCGGTCCATAAA-----ACGTATAGTAACTGA--TAT------CA-------CCCATTTGCAGGGCCTTCATGATCACGTTCATGTTCCCATCCACGGTGCTGCTGTACGTGG

droEug1 scf7180000409615:527948-
528117 +

TCGTTCACTGGACCCCGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTTGATCACC----TTT------TC---TTGTCGGTCAATAAAG-------TTAGGTAACTGATA--TACATATAT------CTCCATTTGTAGGGCTTTCATGATCACGTTCATGTTCCCATCCACCGTGCTGCTGTACGTGG

dm3 chr3R:8280486-8280656 + TCGTTCACCGGACCACGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTATATACCC----CCCC-----ACC--GGTCCGACTCATACAT-------TTTGGTACCTAAAA--CATTTGAAA-------CTCTTTTGCAGAGCCTTCATGATCACGTTCATGTTCCCGTCGACGGTATTGCTGTACGTGG
droSim2 3r:12833804-12833969 - dsi_16735 TCGTTCACCGGACCACGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTATATACCC----CCC------------ATCCGGCTCAAACAT-------TTCGGTACCTAAAA--CATACGAAA-------CTCTTTTGCAGGGCCTTCATGATCACGTTCATGTTCCCGTCGACGGTGTTGCTGTACGTGG

droSec2 scaffold_0:13666744-13666912
-

TCGTTCACCGGACCACGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTATATAGCC----CCCA-----AC---CCTCCGGCTCATACAT-------TTTGTTACCTAAAA--TATTCGA-A-------ACCCTTTGCAGGGCCTTCATGATCACGTTCATGTTCCCGTCGACGGTGTTGCTGTACGTGG

droYak3 3R:12604262-12604426 + TCCTTTACCGGACCCCGAGTAGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTAGATCCGC----CCG-------------AACGACAAAAACAT-------TTTGGTAACTTAAA--CTATTGGAA-------CTCTTTTACAGGGCCTTCATGATTACGTTCATGTTCCCATCGACGGTGCTGCTGTACGTGG
droEre2 scaffold_4770:13340094-

13340258 -
TCCTTTACCGGGCCCCGAGTGGCCATGGTCGTGGGAGCACTGACCTATACGTGAGTAGATTCGC----CCG-------------AACGACACGTACAT-------TTTGGTAACTAAAT--CAAATCAAA-------CTCTTTTACAGGGCCTTCATGATTACGTTCATTTTCCCATCGACGGTGTTGCTGTACGTGG
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ATATATGTATACATACATAAGCAAACGTTGGGCATAAGCCACATGAGATTTGCGCGGCGGCTCTTTTAACGAGTGTAACAAAAACTCGTTATAAAAGACCACTGTGCAAATTTCATATGACTCAAATTCAAATAAACTTTGTTATACATGAGTAAGACTAT

***********************************.((.((.(((((((((((((((.((.(((((((((((((.........))))))..))))))))).))))))))))))))).)).))..*************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

M047

female
body

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096058

Ovary_Min_98

M027

male
body

V053

head

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

GSM1528803

follicle
cells

SRR060672

9x160_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total
SRR2096057

Ovary_Min_50

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060676

9xArg_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060671

9x160_males_carcasses_total

SRR060689

160x9_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

V116

male
body

SRR060668

160x9_males_carcasses_total

M061

embryo

SRR060655

9x160_testes_total

SRR060660

Argentina_ovaries_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060683

160_testes_total

SRR060687

9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060682

9x140_0-
2h_embryos_total

..................................................TGCGCGGCGGCTCTTTTAACGA......................................................................................... 22 0 1 80.00 80 4 7 7 13 6 11 8 3 0 1 2 2 0 2 0 2 4 3 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0

..................................................TGCGCGGCGGCTCTTTTAACG.......................................................................................... 21 0 1 69.00 69 17 9 8 4 1 1 4 2 2 1 0 1 0 2 0 3 2 1 2 2 0 1 2 0 0 1 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGAG........................................................................................ 23 0 1 12.00 12 0 0 2 1 6 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGAGT....................................................................................... 24 0 1 10.00 10 0 0 4 1 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTATAAAAGACCACTGTGCAA.................................................... 21 0 1 8.00 8 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAAC........................................................................................... 20 0 1 7.00 7 1 1 0 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTATAAAAGACCACTGTGCAAA................................................... 22 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACC.......................................................................................... 21 1 1 3.00 3 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAA............................................................................................ 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GTTATAAAAGACCACTGTGCAA.................................................... 22 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGG......................................................................................... 22 1 1 3.00 3 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGAAA....................................................................................... 24 2 1 3.00 3 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................GTTATACATGAGTAAGACT.. 19 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGAA........................................................................................ 23 1 1 2.00 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACCACTGTGCAAATTTCATATGACTCA..................................... 27 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTATAAAAGACCACTGTGCAAAA.................................................. 23 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACGAGA....................................................................................... 24 1 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCGCGGCGGCTCTTTTAACT.......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TCGTTATAAAAGACCACTGTGCA..................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................AGCCACATGAGATTTGCGCGGCGGC.................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CGTTATAAAAGACCACTGTGCAA.................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TCGTTATAAAAGACCACTGTGCAA.................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................GCGGCGGCTCTTTTAACC.......................................................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CCACTGTGCAAATTTCATATGACTC...................................... 25 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................AAGCCACATGAGATTTGCG........................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATAAAAGACCACTGTGCAA.................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CATGAGATTTGCGCGGCGGCTC.................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................AAACGTTGGGCATAAGCCACA...................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................GCGCGGCGGCTCTTTTAACG.......................................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TTATAAAAGACCACTGTGCA..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATAAAAGACCACTGTGCAAA................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATATACATATGTATGTATTCGTTTGCAACCCGTATTCGGTGTACTCTAAACGCGCCGCCGAGAAAATTGCTCACATTGTTTTTGAGCAATATTTTCTGGTGACACGTTTAAAGTATACTGAGTTTAAGTTTATTTGAAACAATATGTACTCATTCTGATA

*************************************.((.((.(((((((((((((((.((.(((((((((((((.........))))))..))))))))).))))))))))))))).)).))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060670

9_testes_total

SRR060689

160x9_testes_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

V116

male
body

M047

female
body

M027

male
body

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060675

140x9_ovaries_total

SRR060673

9_ovaries_total
SRR2096057

Ovary_Min_50

SRR060676

9xArg_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096058

Ovary_Min_98

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096060

Ovary_Min_193

SRR060654

160x9_ovaries_total

SRR060688

160_ovaries_total
SRR2096059

Ovary_Min_164

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060668

160x9_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

M061

embryo

SRR060658

140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

V047

embryo

SRR060656

9x160_ovaries_total

SRR060667

160_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR1106728

larvae
SRR2096013

Ovary_Strain_9_oxidized

SRR1106730

embryo_16-
30h

M028

head

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR1106718

embryo_6-
8h

SRR060662

9x160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR1106727

larvae

V053

head

........................................................................................AATATTTTCTGGTGACACGTTT................................................... 22 0 1 12092.00 12092 4063 3069 1943 1286 514 445 237 125 141 91 104 6 5 6 4 1 9 4 6 8 3 1 0 0 1 0 0 1 1 3 0 0 2 4 0 2 0 1 0 0 2 1 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

......................................................................................GCAATATTTTCTGGTGACACGTTT................................................... 24 0 1 5708.00 5708 1889 1777 769 478 121 102 67 61 72 133 30 40 48 6 5 3 4 0 12 3 10 3 13 3 4 7 1 13 1 0 9 2 2 2 1 2 1 0 0 0 2 0 3 0 0 1 0 2 1 0 1 1 0 1 0 1 1 0 0 0 0 0

.........................................................................................ATATTTTCTGGTGACACGTTT................................................... 21 0 1 5671.00 5671 1982 1307 888 646 264 200 84 64 106 58 34 10 2 3 5 0 2 4 0 2 0 0 1 0 0 1 0 0 2 0 0 0 2 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..........................................................................................TATTTTCTGGTGACACGTTT................................................... 20 0 1 4001.00 4001 1228 680 657 420 342 294 124 53 91 28 27 4 0 7 5 0 2 9 0 4 1 0 0 0 0 2 1 0 1 4 0 1 2 1 1 3 0 0 1 1 1 0 0 2 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1

...............................................TAAACGCGCCGCCGAGAAAATT............................................................................................ 22 0 1 2810.00 2810 771 588 300 170 413 97 136 165 60 18 58 7 0 2 4 0 0 4 0 0 0 0 2 0 0 0 0 1 3 1 0 0 1 1 0 0 0 0 2 0 0 4 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................CAATATTTTCTGGTGACACGTTT................................................... 23 0 1 2606.00 2606 711 664 344 208 128 147 110 34 12 9 29 16 28 0 2 29 5 5 4 0 1 17 3 21 17 3 19 1 2 2 0 11 2 1 2 0 0 4 0 5 1 0 1 0 3 0 0 0 0 0 2 0 1 0 0 0 0 1 0 0 1 0

.................................................AACGCGCCGCCGAGAAAATT............................................................................................ 20 0 1 2560.00 2560 687 522 322 166 352 97 149 143 44 13 44 4 1 4 1 0 1 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0 1 2 0 0 0 0 0 0 0 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAACGCGCCGCCGAGAAAATT............................................................................................ 21 0 1 1787.00 1787 471 346 216 95 247 86 107 127 34 11 35 4 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAATATTTTCTGGTGACACGTTT................................................... 23 1 1 1732.00 1732 638 405 290 173 51 56 21 17 19 19 7 4 0 3 7 0 2 0 0 3 0 0 0 0 1 1 0 1 0 0 0 0 0 1 0 0 1 2 2 0 0 0 0 0 0 0 2 2 0 2 0 0 0 0 0 0 0 0 1 1 0 0

......................................................................................GCAATATTTTCTGGTGACACGT..................................................... 22 0 1 1528.00 1528 547 428 268 147 14 18 8 5 17 33 2 5 16 0 0 0 1 0 1 1 4 0 2 0 1 2 0 0 0 1 2 0 0 0 1 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTATTTTCTGGTGACACGTTT................................................... 21 1 1 875.00 875 245 193 122 90 98 58 18 15 3 0 9 2 2 0 0 0 2 2 1 0 1 0 0 0 0 1 0 1 2 1 2 0 0 0 0 0 0 0 4 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTAAACGCGCCGCCGAGAAAATT............................................................................................ 23 0 1 798.00 798 174 167 69 32 141 34 64 46 8 2 38 4 0 2 1 0 1 0 0 0 5 0 2 0 0 0 0 0 1 0 1 0 0 0 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................AGCAATATTTTCTGGTGACACGT..................................................... 23 0 1 797.00 797 257 253 165 75 5 5 5 4 3 5 2 7 3 0 0 0 0 0 0 0 2 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0

...........................................................................................ATTTTCTGGTGACACGTTT................................................... 19 0 1 746.00 746 253 108 127 92 50 38 10 10 43 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACGCGCCGCCGAGAAAATT............................................................................................ 19 0 1 569.00 569 82 34 41 17 196 16 62 30 58 13 8 5 0 0 1 0 0 0 0 0 0 0 1 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AATATTTTCTGGTGACACGT..................................................... 20 0 1 562.00 562 233 96 120 63 14 7 6 2 11 5 1 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................CAATATTTTCTGGTGACACGT..................................................... 21 0 1 539.00 539 193 130 106 64 12 11 3 0 2 1 1 0 0 0 1 3 0 0 0 1 0 1 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 1 0 0 0 0

.................................................TACGCGCCGCCGAGAAAATT............................................................................................ 20 1 1 236.00 236 65 40 25 15 52 5 15 10 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGAGCAATATTTTCTGGTGACA........................................................ 23 0 1 212.00 212 35 33 15 14 36 12 14 11 27 0 15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAAACGCGCCGCCGAGAAAATT............................................................................................ 22 1 1 187.00 187 59 45 24 16 18 2 8 6 3 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCAATATTTTCTGGTGACACGTTT................................................... 24 1 1 181.00 181 57 46 21 13 4 0 7 1 0 0 1 12 13 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAAATATTTTCTGGTGACACGTTT................................................... 24 2 1 158.00 158 79 20 22 19 2 2 3 0 2 2 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AATTTTCTGGTGACACGTTT................................................... 20 1 1 135.00 135 43 10 37 19 5 6 0 1 6 3 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CCTATTTTCTGGTGACACGTTT................................................... 22 2 1 133.00 133 42 37 12 7 3 1 2 0 1 0 0 18 4 0 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CTTGAGCAATATTTTCTGGTGACA........................................................ 24 1 1 113.00 113 25 16 9 2 18 16 10 6 3 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGCAATATTTTCTGGTGACACGTTT................................................... 25 1 1 109.00 109 23 19 14 5 13 11 8 4 4 2 4 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAATATTTTCTGGTGACACGT..................................................... 21 1 1 107.00 107 41 22 20 14 0 1 0 0 7 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CATATTTTCTGGTGACACGTTT................................................... 22 1 1 87.00 87 20 25 7 5 14 8 0 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CACGCGCCGCCGAGAAAATT............................................................................................ 20 1 1 83.00 83 22 12 4 1 16 6 9 12 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GAGCAATATTTTCTGGTGACACGT..................................................... 24 0 1 81.00 81 24 19 11 5 2 6 4 3 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TTTTCTGGTGACACGTTT................................................... 18 0 1 73.00 73 13 11 24 6 5 2 4 1 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATATTTTCTGGTGACACGTTT................................................... 22 1 1 71.00 71 27 8 10 9 6 6 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AGCAATATTTTCTGGTGACACGTTT................................................... 25 0 1 71.00 71 26 24 12 3 0 2 0 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CCTAAACGCGCCGCCGAGAAAATT............................................................................................ 24 1 1 68.00 68 13 9 4 2 17 1 7 2 0 3 6 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCTAAACGCGCCGCCGAGAAAATT............................................................................................ 24 0 1 68.00 68 11 12 10 1 16 0 5 2 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..............................................TTAAACGCGCCGCCGAGAAAATT............................................................................................ 23 1 1 67.00 67 20 21 6 4 7 5 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

................................................TAACGCGCCGCCGAGAAAATT............................................................................................ 21 1 1 62.00 62 14 5 14 9 14 0 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................AAGCAATATTTTCTGGTGACACGT..................................................... 24 1 1 57.00 57 22 14 11 7 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATATTTTCTGGTGACACGT..................................................... 19 0 1 56.00 56 16 13 14 12 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AATATTTTCTGGTGACACGTT.................................................... 21 0 1 47.00 47 14 12 10 5 2 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGAGCAATATTTTCTGGTGACA........................................................ 22 0 1 46.00 46 10 3 4 5 7 2 1 2 5 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATAAACGCGCCGCCGAGAAAATT............................................................................................ 23 1 1 42.00 42 13 9 6 2 0 2 6 0 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAAAACGCGCCGCCGAGAAAATT............................................................................................ 23 2 1 36.00 36 15 8 5 1 2 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GCAATATTTTCTGGTGACACGTT.................................................... 23 0 1 30.00 30 11 4 3 3 1 1 1 0 0 0 0 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATTGAGCAATATTTTCTGGTGACA........................................................ 24 1 1 27.00 27 7 3 1 2 1 2 0 0 6 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TCAATATTTTCTGGTGACACGTTT................................................... 24 1 1 27.00 27 7 6 1 0 4 0 1 3 1 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTATTTTCTGGTGACACGTTT................................................... 21 1 1 27.00 27 9 2 7 2 1 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ACTAAACGCGCCGCCGAGAAAATT............................................................................................ 24 1 1 23.00 23 11 4 2 1 1 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GACGCGCCGCCGAGAAAATT............................................................................................ 20 1 1 22.00 22 5 1 3 2 6 2 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCAATATTTTCTGGTGACACGT..................................................... 22 1 1 21.00 21 3 9 2 3 0 1 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CTGCAATATTTTCTGGTGACACGTTT................................................... 26 2 1 21.00 21 3 4 1 1 1 4 3 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TAAACGCGCCGCCGAGAAAAT............................................................................................. 21 0 1 20.00 20 9 3 3 1 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................ATATTTTCTGGTGACACGTT.................................................... 20 0 1 19.00 19 8 4 0 3 0 0 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CAACGCGCCGCCGAGAAAATT............................................................................................ 21 1 1 19.00 19 2 1 1 0 10 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ACAATATTTTCTGGTGACACGTTT................................................... 24 1 1 18.00 18 4 3 5 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TTTTTCTGGTGACACGTTT................................................... 19 1 2 17.50 35 9 6 5 5 2 5 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGCAATATTTTCTGGTGACACGT..................................................... 23 1 1 17.00 17 3 0 3 2 2 1 2 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTTGAGCAATATTTTCTGGTGACA........................................................ 24 0 1 17.00 17 3 6 3 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTATTTTCTGGTGACACGTTT................................................... 22 2 1 17.00 17 4 4 1 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAACGCGCCGCCGAGAAAAT............................................................................................. 20 0 1 16.00 16 7 3 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CGCGCCGCCGAGAAAATT............................................................................................ 18 0 1 15.00 15 1 1 0 0 8 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCCAATATTTTCTGGTGACACGTTT................................................... 25 2 1 15.00 15 5 2 0 2 0 0 0 0 0 0 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACGCGCCGCCGAGAAAATTG........................................................................................... 21 0 1 14.00 14 4 4 2 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATTTTCTGGTGACACGT..................................................... 18 0 1 14.00 14 2 0 9 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CAAACGCGCCGCCGAGAAAATT............................................................................................ 22 1 1 14.00 14 2 5 0 1 3 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................GATATTTTCTGGTGACACGTTT................................................... 22 1 1 13.00 13 4 2 3 0 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTTTTCTGGTGACACGTTT................................................... 19 1 1 13.00 13 4 1 2 0 1 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GAATATTTTCTGGTGACACGTTT................................................... 23 1 1 12.00 12 2 4 1 2 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TATTTTCTGGTGACACGTT.................................................... 19 0 1 12.00 12 7 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AAAATATTTTCTGGTGACACGT..................................................... 22 2 1 12.00 12 3 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAACGCGCCGCCGAGAAAATTG........................................................................................... 22 0 1 11.00 11 3 2 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TAATATTTTCTGGTGACACGTTT................................................... 23 1 1 11.00 11 3 3 4 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AAAGCAATATTTTCTGGTGACACGT..................................................... 25 2 1 11.00 11 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CTAAACGCGCCGCCGAGAAAAT............................................................................................. 22 0 1 11.00 11 3 2 1 0 1 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TTACGCGCCGCCGAGAAAATT............................................................................................ 21 2 1 11.00 11 6 2 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACGCGCCGCCGAGAAAAT............................................................................................. 19 0 1 10.00 10 1 1 3 1 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAATATTTTCTGGTGACACGTT.................................................... 22 1 1 9.00 9 2 1 3 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTATTTTCTGGTGACACGT..................................................... 19 1 1 9.00 9 2 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GAAACGCGCCGCCGAGAAAATT............................................................................................ 22 1 1 9.00 9 1 0 2 0 0 1 0 0 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CATTTTCTGGTGACACGTTT................................................... 20 1 1 8.00 8 2 0 1 1 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GCAATATTTTCTGGTGAC......................................................... 18 0 1 8.00 8 1 0 1 0 1 1 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CAATATTTTCTGGTGACACGTT.................................................... 22 0 1 8.00 8 3 2 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CCGCGCCGCCGAGAAAATT............................................................................................ 19 1 1 7.00 7 0 0 0 0 4 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................CCTTTTCTGGTGACACGTTT................................................... 20 2 1 7.00 7 2 2 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GAGCAATATTTTCTGGTGACACGTTT................................................... 26 0 1 7.00 7 2 1 1 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GAGCAATATTTTCTGGTGACA........................................................ 21 0 1 7.00 7 1 2 1 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TCGCGCCGCCGAGAAAATT............................................................................................ 19 1 1 6.00 6 0 0 1 0 0 0 0 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GTATTTTCTGGTGACACGTTT................................................... 21 1 1 6.00 6 2 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AATAAACGCGCCGCCGAGAAAATT............................................................................................ 24 2 1 6.00 6 2 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCGCCGCCGAGAAAATT............................................................................................ 18 1 1 6.00 6 1 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AATATTTTCTGGTGACACG...................................................... 19 0 1 6.00 6 2 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GAACGCGCCGCCGAGAAAATT............................................................................................ 21 1 1 6.00 6 2 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TAAACGCGCCGCCGAGAAAA.............................................................................................. 20 0 1 5.00 5 1 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CAAATATTTTCTGGTGACACGTTT................................................... 24 2 1 5.00 5 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ACAATATTTTCTGGTGACACGT..................................................... 22 1 1 5.00 5 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGAGCAATATTTTCTGGTGACACGTTT................................................... 27 0 1 5.00 5 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GCAATATTTTCTGGTGACAC....................................................... 20 0 1 5.00 5 0 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GTAAACGCGCCGCCGAGAAAATT............................................................................................ 23 1 1 4.00 4 0 0 0 0 1 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................AATTGAGCAATATTTTCTGGTGACA........................................................ 25 2 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAACGCGCCGCCGAGAAAA.............................................................................................. 19 0 1 4.00 4 1 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GCAATATTTTCTGGTGACA........................................................ 19 0 1 4.00 4 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTATTTTCTGGTGACACGTTT................................................... 22 2 1 4.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CAATATTTTCTGGTGACA........................................................ 18 0 1 4.00 4 0 0 1 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ACCTATTTTCTGGTGACACGTTT................................................... 23 3 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAAAACGCGCCGCCGAGAAAATT............................................................................................ 23 2 1 4.00 4 0 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGAGCAATATTTTCTGGTGACACGT..................................................... 25 0 1 4.00 4 0 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCACGCGCCGCCGAGAAAATT............................................................................................ 21 2 1 4.00 4 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAATATTTTCTGGTGACACGTTT................................................... 24 2 1 4.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ACATATTTTCTGGTGACACGTTT................................................... 23 2 1 4.00 4 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CCTATTTTCTGGTGACACGT..................................................... 20 2 1 4.00 4 1 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATAACGCGCCGCCGAGAAAATT............................................................................................ 22 2 1 4.00 4 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTTAAACGCGCCGCCGAGAAAATT............................................................................................ 24 2 1 4.00 4 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAAAACGCGCCGCCGAGAAAATT............................................................................................ 24 3 2 3.50 7 5 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTTCTGGTGACACGTTT................................................... 18 1 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTAAACGCGCCGCCGAGAAAAT............................................................................................. 22 1 1 3.00 3 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................AAGCAATATTTTCTGGTGACACGTTT................................................... 26 1 1 3.00 3 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................GATTTTCTGGTGACACGTTT................................................... 20 1 1 3.00 3 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAGCAATATTTTCTGGTGACACGT..................................................... 24 1 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GCTAAACGCGCCGCCGAGAAAATT............................................................................................ 24 1 1 3.00 3 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AGAGCAATATTTTCTGGTGACACGT..................................................... 25 1 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTATTTTCTGGTGACACGTT.................................................... 20 1 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTGAGCAATATTTTCTGGTGACA........................................................ 23 1 1 3.00 3 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AAAGTATACTGAGTTTAAG................................ 19 0 1 3.00 3 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAAACGCGCCGCCGAGAAAAT............................................................................................. 21 1 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCACGCGCCGCCGAGAAAATT............................................................................................ 21 2 1 3.00 3 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACAACGCGCCGCCGAGAAAATT............................................................................................ 22 2 1 3.00 3 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9428960-

9429120 +
dvi_172 ATATATGTATACATACATAAGCAAACGTTGGGCATAAGCCACATGAGATTTGCGCGGCGGCTCTTTTAACGAGTGTAACAAAAACTCGTTATAAAAGACCACTGTGCAAATTTCATATGACTCAAATTCAAATAAACTTTGTTATACATGAGTAAGACTAT

droSim2 3r:1513959-1514035 + ATATATATATATATATATATTTATATTTTATACATAAGACACGTTG-----ACGCGGCAAGTATTTTGCCCAGCGCAACAGA-------------------------------------------------------------------------------

Generated: 09/08/2015 at 09:20 PM

crit.star
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crit.total
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crit.top3
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crit.uri
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rescue.known
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PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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ID:

dvi_13168

Coordinate:

scaffold_12970:5215117-5215206 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ19262-in]; CDS [Dvir\GJ19262-cds]; CDS [Dvir\GJ19262-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTAGCGAAGAATTTATGGAGCTGGTGCGAGGCAAGGCCAAGACATGGACGGTAAGTGTCAATATTATTATTTATTAAGCCAACTAAACCTTCTGCTGACGTGACATAATAATATAATATAATTGACATTTTAAATAACAGGTTGGCCGCAATTTTGATGCATCCGTATCGGAACACCATATACGCGGCCT

**************************************************..((((((((((((((((((((((..(((..............)))...)))).))))))))))........)))))))).....*******************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060679

140x9_testes_total

M047

female
body

SRR060678

9x140_testes_total

SRR060665

9_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060680

Â 9xArg_testes_total

V116

male
body

SRR060664

9_males_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060667

160_females_carcasses_total

SRR060675

140x9_ovaries_total

M061

embryo

SRR060666

160_males_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060683

160_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060659

Argentina_testes_total

SRR060668

160x9_males_carcasses_total

SRR060689

160x9_testes_total
SRR2096060

Ovary_Min_193

V053

head

M027

male
body

SRR060657

140_testes_total

SRR060670

9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060658

140_ovaries_total

M028

head

SRR060662

9x160_0-
2h_embryos_total

..................................................GTAAGTGTCAATATTATTATTT...................................................................................................................... 22 0 1 57.00 57 3 6 3 2 2 0 5 4 1 3 6 4 1 1 2 5 3 2 0 1 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTATT................................................................................................................... 25 0 1 25.00 25 2 0 4 1 5 0 1 0 0 2 2 0 1 0 0 0 1 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTAT.................................................................................................................... 24 0 1 15.00 15 5 0 1 1 0 0 0 1 0 1 0 1 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTATTC.................................................................................................................. 26 1 1 11.00 11 2 0 4 0 0 0 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATAATATAATTGACATTTTAAAT....................................................... 23 0 1 7.00 7 0 0 0 1 0 0 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTATC................................................................................................................... 25 1 1 6.00 6 0 0 3 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTATTCC................................................................................................................. 27 2 1 5.00 5 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATT....................................................................................................................... 21 0 1 4.00 4 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................GCATCCGTATCGGAACACC............. 19 0 1 4.00 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGTCAATATTATTATTT...................................................................................................................... 21 0 1 3.00 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TAAGTGTCAATATTATTATTTATT................................................................................................................... 24 0 1 3.00 3 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................CGTATCGGAACACCATATA........ 19 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTCAATATTATTATTTC..................................................................................................................... 23 1 1 3.00 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................CGCAATTTTGATGCATCCGTATCGGAAC................ 28 0 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TTAGCGAAGAATTTATGGAG.......................................................................................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0
...................................................TAAGTGTCAATATTATTATTTATTC.................................................................................................................. 25 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTATCC.................................................................................................................. 26 2 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............TTATGGAGCTGGTGCGAGGCAAGGC......................................................................................................................................................... 25 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................................CAATTTTGATGCATCCGTATCGGAA................. 25 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGTCAATATTATTATTTATTCC................................................................................................................. 26 2 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTAA.................................................................................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........ATTTATGGAGCTGGTGCGAGGCAAGGC......................................................................................................................................................... 27 0 1 2.00 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TTAGCGAAGAATTTATGGAGCT........................................................................................................................................................................ 22 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..AGCGAAGAATTTATGGAGCT........................................................................................................................................................................ 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....GAAGAATTTATGGAGCTGGT..................................................................................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................................................ATTTTGATGCATCCGTATCGGAAC................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................................................................................ATGCATCCGTATCGGAACA............... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
..........ATTTATGGAGCTGGTGCGA................................................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........ATTTATGGAGCTGGTGCGAGGCAAG........................................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................................................................................GGAACACCATATACGCGGCC. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTA......................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........ATTTATGGAGCTGGTGCGC................................................................................................................................................................. 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................CTTCTGCTGACGTGACATAATAATA............................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGTCAATATTATTATTTATTAAGC............................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
.................GAGCTGGTGCGAGGCAAG........................................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TAAACCTTCTGCTGACGTGACATAAT................................................................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................TTAAGCCAACTAAACCTTCTGCTGACG.......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................GAGCTGGTGCGAGGCAAGGCCAAGAC................................................................................................................................................... 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................................................................................................ACACCATATACGCGGC.. 16 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
...................................GCCAAGACATGGACGGTT......................................................................................................................................... 18 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................................................TTTGATGCATCCGTATCGGAACAC.............. 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................................................CGCAATTTTGATGCATCCGT........................ 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................................................GCCGCAATTTTGATGCATCC.......................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................................................................GATGCATCCGTATCGGAACACCA............ 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TAAACCTTCTGCTGACGTGACATAATA................................................................................ 27 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............ATGGAGCTGGTGCGAGGCAAGGC......................................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................CAACTAAACCTTCTGCTGACGT......................................................................................... 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................................................TTTGATGCATCCGTATCGGAAC................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................................................................................................GCATCCGTATCGGAACACCATATAC....... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TAAACCTTCTGCTGACGTGACATA................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................CTAAACCTTCTGCTGACGTGACATAA.................................................................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGTCAATATTATTATTTATTCCC................................................................................................................ 27 3 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................................................................TTGATGCATCCGTATCGGAACACCAT........... 26 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTATCCC................................................................................................................. 27 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................................AATTTTGATGCATCCGTATCG.................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................CAAGGCCAAGACATGGACGGT.......................................................................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTT..................................................................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............TATGGAGCTGGTGCGAGGC.............................................................................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....GAAGAATTTATGGAGCTGGTG.................................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................CCAACTAAACCTTCTGCTGACGTGACAT.................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATCC...................................................................................................................... 22 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................................................................ATCGGAACACCATATACGC..... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................CAAGGCCAAGACATGGAC............................................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGTCAATATTATTATTTATC................................................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................................................................GATGCATCCGTATCGGAACACCAT........... 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................CCAACTAAACCTTCTGCTGACGTGACA..................................................................................... 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................AAGACATGGACGGTAAGTGTCAAT................................................................................................................................ 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.TAGCGAAGAATTTATGGAGCTGGT..................................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................................AATTTTGATGCATCCGTATCGGAACACC............. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................................TGACATTTTAAATAACAG.................................................. 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................................................GCCGCAATTTTGATGCATCCGTATCGGAA................. 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................ATAATATAATTGACATTTTA.......................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTAAA................................................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTATCCT................................................................................................................. 27 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......AGAATTTATGGAGCTGGTGC................................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTCC.................................................................................................................... 24 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................GCGAGGCAAGGCCAAGACATGGA.............................................................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................................................................................................CGTATCGGAACACCATATACGC..... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................TAAGTGTCAATATTATTATT....................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................CTGCTGACGTGACATAATAATATAA.......................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................ATAATATAATTGACATTTTAA......................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTC...................................................................................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTCAATATTATTATTTATTCT................................................................................................................. 27 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........ATTTATGGAGCTGGTGCGAGGCAA............................................................................................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................CTGCTGACGTGACATAATAATATAATA........................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0
......................................................................................................................................................................ATCGGAACACCATATACGCGGC.. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AATCGCTTCTTAAATACCTCGACCACGCTCCGTTCCGGTTCTGTACCTGCCATTCACAGTTATAATAATAAATAATTCGGTTGATTTGGAAGACGACTGCACTGTATTATTATATTATATTAACTGTAAAATTTATTGTCCAACCGGCGTTAAAACTACGTAGGCATAGCCTTGTGGTATATGCGCCGGA

*******************************************************..((((((((((((((((((((((..(((..............)))...)))).))))))))))........)))))))).....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060669

160x9_females_carcasses_total

V053

head

SRR060678

9x140_testes_total
SRR2096055

Ovary_Min_43

V047

embryo

SRR060658

140_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060662

9x160_0-
2h_embryos_total

...............................................................................................................................................................GTAGGCATAGCCTTGTGGTAT.......... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0

....................................................................................TTTGGAAGACGACTGCACTG...................................................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0

................................................................................................................................................CGGCGTTAAAACTACGTAGGCATAGC.................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0

..................................................................................................................................................GCGTTAAAACTACGTAGGCATA...................... 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:5215067-

5215256 +
dvi_13168 TTAGCGAAGAATTTATGGAGCTGGTGCGAGGCAAGGCCAAGACATGGACGGTAAGTGTCAAT-------------------------------------------------------------------ATTAT---TATTTATTAAGCCAACTAA--------------------A----CCTTCTGCTGACGTGACA--TAA----TAATATAATATAAT-TGACAT----------TTTAAATA-ACAGGTTGGCCGCAATTTTGATGCATCCGTATCGGAACACCATATACGCGGCCT

droMoj3 scaffold_6473:4781471-
4781635 +

TAAGTGATGAATTCATAGAGCTGGTGCGCAGCAAAGCAAAGACATGGACGGTAAGCTATTAAT------------------------------------------------------------------ATTAT---TA-------------------------TTA---------T----GATTATGATGACGTGACA--T------------------TT-CCATTGTT--------TATTTCCA-TTAGCCTGGTCGCAACTTTGATGCATCTGTATCAGAGGGACATATACGCGGCCT

droGri2 scaffold_15081:132292-
132479 -

TTAGCGATGAATTCATTGAGTTGGTAAAAAGCAAGGCCACAACCTGGACGGTAAGTCAATA-----------TGATGACCATGACTATCACATACATATATATATATATATTTATACAAATATA-------------------------------------------------------------------------------------------TTTCTGT-TTTTAT----------TGTTAATC-GCAGCCTGGACGCAACTTTGATGCGGCCGTGTCGGAGCATCATATACGTGCCCT

droWil2 scf2_1100000004590:1150723-
1150896 +

-----GATGAGTTTATTGAGTTGGTCCGCGGAAAAGCAAATACTTGGACTGTAAGCTCA-AAACGAATT---AGCTGCAACT------------------------------------------------GCCTCTA---TAAC-------------TAGTTTACTTTATTCCCAA--------ATTGGTG------------------------------------AT----------CCTTTCTT-GCAGGTTGGCCGAAATTTCCATGAATCTGTGTCAGAGAAATATATACGGGGCCT

dp5 XL_group1e:1323701-1323870
-

TATCCGATGAATTCATCGAGCTGGTGCGCAGCAAGGCATCAACCTGGCAGGTAAGACGCAAAAC-----------------------------------------------------------------------------------GCCAGATTTT------------------------T-CCTTTGTGACGTGTGGCAC--TAGTAA-----------TCGTGTTA----------TTTACCCT-ACAGGTTGGCCGTAATTTTAAAGAATCCGTGTCGGAGGAGTACATCCGAGGCCT

droPer2 scaffold_18:170992-171161 - TATCCGATGAATTCATCGAGCTGGTGCGCAGCAAGGCATCAACCTGGCAGGTAAGACGCAAAAC-----------------------------------------------------------------------------------GCCAGATTTT------------------------T-CCTTTGTGACGTGTGGCAC--TAGTAA-----------TCGTGTTA----------TTTACCCT-ACAGGTTGGCCGTAATTTTAAAGAATCCGTGTCGGAGGAGTACATCCGAGGCCT
droAna3 scaffold_13248:1839899-

1839984 -
ATAAAAATAATT---------------------------------------------------------------------------------------------------------------A-------------------------------------------------------------------------------------------TTATTAT-CTTTAT----------T--TTTAA-CTAGGCTGGACGTAATTTTGACGAAGGCGTGTCGGAGGAGTACATCCGTGGCCT

droBip1 scf7180000395544:21314-
21391 +

ATA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATATAAT-CTTTGT----------TTTTTTTA-ACAGGCTGGACGTAATTTTGATGAAGACGTCTCGGAGGAGTACATCCGTGGCCT

droKik1 scf7180000302344:237075-
237174 -

TGTCGGACGAATTTATTGAGCTGGTGCGCAGCAAGGCCAAGACCTGGACGG----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGGGCCGTAACTTCGACAAGTCGGTGAGCGAGGAGCATATCCGCGGCCT

droFic1 scf7180000454073:1291746-
1291918 +

TGTCCGATGAGTTCATCGAGGTGGTGCGCAGTAAGGCCAAAACCTGGCAGGTAAACCA--AA------------------------------------------------------------------TTCCTT---TG-------------------------TTTTT--------------CCCTGCTGACGTGACA--AGT--A-TAATT--GCATTTT-CCGTAT----------TCTATCCG-CCAGGTGGGCCGTAATTTCGATGAGTTCGTGACCGAGGATCACATCCGTCGCCT

droEle1 scf7180000491044:32652-
32836 +

TCTCCGATGAGTTCATCGAGGTGGTGCGCAGCAAGGCAAAAACCTGGCAGGTAAGCGGCAAC-------------------T---------------------------------------------TCTCCTT---TG---------------TTTTCCTTTGTTT---------------TCCCTGCTGACGTGACA--AGA----AAATT--GCATTTT-CCGTAC----------TCTTTCCG-CCAGGTGGGACGTAATTTCGATAAATCCGTAACGGAGGATCACATTCGTCGCCT

droRho1 scf7180000777352:12083-
12266 +

TCTCGGATGAGTTCATCGAGGTGGTGCGCAGCAAGGCAAAAACCTGGCAGGTAAGCAAACCAAC-----------------------------------------------------------------------------------ACCTACATATTCCTTTGTTGTT---------------CCAGCTGACGTGACA--GGA----AAATT--GCATTTT-CCGTAA----------TCTATTCA-CCAGGTGGGCCGTAATTTCGATGAATCCGTGACGGAGGAGCACATCCGTCGCCT

droBia1 scf7180000302041:705423-
705613 -

TATCCGATGAGTTCATCGAGCTGGTGCGCAGTAAGGCCAAGACCTGGACGGTGAGCTATACTCC-----CAC---------A---------------------------------------------TTTCCTT---TG-------------------------TTTTC-----CCCACTGTTCTGTGCTGACGTGACA--AGT----TAATT--GCATTTT-CCGTAC----------TCTCTCCACCCAGGTTGGCCGTAATTTCGATGCATCCGTGACGGAGGACCACATCCGCCGCCT

droTak1 scf7180000414562:479441-
479621 +

TATCCGATGAGTTCATCGAGGTGGTGCGCAGTAAGGCCAAAACCTGGACGGTAAGCGAGATT-------------------------------------------------------------ATCAATTCCTT---TG-------------------------TTTTC-------------CCCCTGCTGACGTGACA--AGA----AAATT--GCATTTT-CCGTAC----------TCTAACCACCCAGGTTGGACGCAATTTCGATGCCTCCGTGACGGAGGAGCACATCCGCCGCCT

droEug1 scf7180000409008:97718-
97898 -

TGTCAGAGGAGTTCATTGATTTGGTGCGCAGTAAGGCCAAAACCTGGAAGGTAAGATTCCAATA--------------------------------------------------------------GATTCCTT---TG-------------------------TTTTT---CTGCC----CGTTCTGCTGACGTGACA----------AATT--GAATTTT-CCGTAA----------TCTATCCG-ACAGGTGGGACGTAATTTCGATGAATCCGTGACAGAGGATCATATTCGCCGTCT

dm3 chrX:13675717-13675892 - TCTCGGATGAGTTCATCGAGGTGGTGCGCAGTAAGGCCAAAACCTGGACGGTAAA-------------------------------------------------------------------------TTCCTT---TG-------------------------TTT-----CCAACCCT-TTTCTTGCTGACGTGACA--AGA----AAATT--GCATTTTCCCGTTT----------CCTATCCG-CCAGGTGGGTCGCAATTTCGATGCATCCGTAACGGAGGGACATATTCGCCGCCT
droSim2 node_24415:60359-60535 + dsi_10791 TCTCGGATGAGTTCATCGAGGTGGTGCGCAGTAAGGCCAAAACCTGGAAGGTAAA-------------------------------------------------------------------------TTCCTT---TGTTCA-----------------------TTT---CCACC----CCCCATGCTGACGTGACA--AGA----AAATT--GCATTTTCCCGTAT----------TCCATCCG-ACAGGTGGGTCGCAATTTCGATGCATCCGTAACGGAGGGACATATCCGCCGCCT

droSec2 scaffold_20:314344-314516 - TCTCGGATGAGTTCATCGAGGTGGTGCGCAGTAAGGCCAAAACCTGGAAGGTAAA-------------------------------------------------------------------------TTCCTT---TG-------------------------TTT-----CCACC----TTCCATGCTGACGTGACA--AGA----AAATT--ACATTTTCCCGTAT----------TCTATCTG-ACAGGTGGGTCGCAATTTCGATGCATCCGTAACGGAGGGACATATCCGCCGCCT
droYak3 X:7968288-7968466 - TCTCGGATGAGTTCATCGAGTTGGTGCGCAGTAAGGCCAAAACCTGGACGGTAA--------------------------------------------------------------------------TTTCTT---TG-------------------------TTTTC------------CCCCCTGCTGACGTGACA--AGA----AAATT--GAATTTTTCCATATTCTATTCTATTCTATCCG-CCAGGTGGGTCGTAATTTCGATGCATCCGTAACGGAGGGACACATCCGCCGCCT
droEre2 scaffold_4690:13208792-

13208976 +
TCTCGGATGAGTTCATCGAGTTGGTGCGCAGTAAGGCCAAAACCTGGACGGTAAT--------------------------------------------------------------------------TCCTTTGT---TAAT-------------TACTTTGTTTTT---CCT-C----CCACCTGCTGACGTGACA--AGA----AAATT--ACATTTTGCCGTAT----------TTTATCCG-CCAGGTGGGTCGCAATTTCGATTCATCCGTAACGGAAGGATACATCCGCCGCCT
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ID:

dvi_22275

Coordinate:

scaffold_13246:2242558-2242614 +

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16290-in]; CDS [Dvir\GJ16290-cds]; CDS [Dvir\GJ16290-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CGGGGGCAGCCACTTTTGGCTGCAGCTCCTCTTTATACTGTTCCTACTGAGTAAGTGTTGTCTGTTCTAGTTAATTGTTTTAATTAATATATGGCTTTCACTTACAGTTTCCCTGTTGGCAACGTGCGCTATCTGGGCCTACGATCGCAAGTATCAG

**************************************************(((((((..((((((..(((((((.....)))))))..))).)))...)))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

V053

head

M028

head

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total
SRR2096058

Ovary_Min_98

SRR060679

140x9_testes_total
SRR2096056

Ovary_Min_46

SRR2096055

Ovary_Min_43

V116

male
body

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060685

9xArg_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096057

Ovary_Min_50

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060680

Â 9xArg_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

V047

embryo

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096059

Ovary_Min_164

M027

male
body

M061

embryo

SRR060655

9x160_testes_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060683

160_testes_total

SRR060688

160_ovaries_total

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060659

Argentina_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060673

9_ovaries_total

SRR1106723

embryo_12-
14h

SRR2096060

Ovary_Min_193
.....................................................................................AATATATGGCTTTCACTTACAG.................................................. 22 0 1 112.00 112 16 3 7 8 6 5 7 6 6 8 2 1 1 3 1 2 0 2 1 1 3 2 2 1 3 0 2 1 0 0 2 2 0 0 0 1 2 0 2 1 0 0 0 0 0 0 1 0 0 0 1
.....................................................................................AATATATGGCTTTCACTTACA................................................... 21 0 1 76.00 76 31 12 6 6 2 0 1 4 0 2 0 0 3 0 2 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAG.................................................. 21 0 1 32.00 32 4 3 4 1 0 0 2 2 0 1 5 4 0 0 0 1 1 1 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGT................................................. 23 0 1 25.00 25 1 0 0 0 4 3 1 1 2 0 1 0 0 1 0 0 1 0 0 0 0 1 1 1 0 1 0 0 2 0 0 0 0 1 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTAC.................................................... 20 0 1 25.00 25 9 9 3 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGT................................................. 22 0 1 23.00 23 2 2 0 0 1 3 2 0 3 1 1 2 0 0 0 0 0 0 0 0 1 0 0 1 0 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACA................................................... 20 0 1 11.00 11 6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................TAATATATGGCTTTCACTTACAG.................................................. 23 0 1 7.00 7 1 0 0 0 0 1 0 0 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGTAAA.............................................. 25 3 1 5.00 5 2 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTAC.................................................... 19 0 1 5.00 5 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGTAA............................................... 24 2 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................TAATATATGGCTTTCACTTAC.................................................... 21 0 1 4.00 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................TAATATATGGCTTTCACTTACAGT................................................. 24 0 1 3.00 3 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTA..................................................... 19 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGA................................................. 23 1 1 2.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGTAAA.............................................. 26 3 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTT...................................................... 18 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCT......................................................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCTAGTTAA................................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGAA................................................ 24 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGA................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................TGAGTAAGTGTTGTCTGTTCT......................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................TTGTCTGTTCTAGTTAAT.................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGTA................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................................TCCCTGTTGGCAACGTGCGC............................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGAAA............................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TATATGGCTTTCACTTACAG.................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACC................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................................GCAACGTGCGCTATCTGGGCCTACGATC........... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGTTAAA............................................. 27 3 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCTAGTTAATT................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGTA................................................ 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................GTTGGCAACGTGCGCTATCTG...................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................TAATATATGGCTTTCACTTACAGTA................................................ 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCTAGTTA.................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................GCAGCTCCTCTTTATACTGTTCCTACTG............................................................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TTAATATATGGCTTTCACTTACA................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........CACTTTTGGCTGCAGCTCCTC.............................................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
......................................................................................................................GCAACGTGCGCTATCTGGGC................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCA......................................................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................TTAATATATGGCTTTCACTTA..................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................TGGCAACGTGCGCTATCTGGGCC.................. 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTT..................................................... 19 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTGTTGTCTGTTCTAGTTAATTG................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................................................GCGCTATCTGGGCCTACGAT............ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
....................TGCAGCTCCTCTTTATACT...................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
.....................................................................................AATATATGGCTTTCACTTACAGG................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................ATATATGGCTTTCACTTACAGAA................................................ 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................TTGTCTGTTCTAGTTAATC................................................................................. 19 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........CACTTTTGGCTGCAGCTC................................................................................................................................. 18 0 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCCCCCGTCGGTGAAAACCGACGTCGAGGAGAAATATGACAAGGATGACTCATTCACAACAGACAAGATCAATTAACAAAATTAATTATATACCGAAAGTGAATGTCAAAGGGACAACCGTTGCACGCGATAGACCCGGATGCTAGCGTTCATAGTC

**************************************************(((((((..((((((..(((((((.....)))))))..))).)))...)))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

SRR060678

9x140_testes_total

SRR060670

9_testes_total

M028

head

SRR060689

160x9_testes_total
SRR2096056

Ovary_Min_46

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR2096059

Ovary_Min_164

SRR060668

160x9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060662

9x160_0-
2h_embryos_total

V053

head

..............................................................................................................GGGACAACCGTTGCACGCGAT.......................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................GATAGACCCGGATGCTAGCGTT....... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................ATAGACCCGGATGCTAGCGTT....... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TGTCAAAGGGACAACCGTTGC................................. 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TTGCACGCGATAGACCCGGAT................ 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................GGATGACTCATTCACAACAGA.............................................................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GACTCATTCACAACAGACAAGATCA...................................................................................... 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13246:2242508-

2242664 +
dvi_22275 CGGGGGCAGCCACTTTTGGCTGCAGCTCCTCTTTATACTGTTCCTACTGAGTAAGTGTT---GT----C-----------------TG-------------------TTCTAGTTAATTGT------TTTAATTA---------------------------------AT-ATATGGCTTTC-ACTTACAGTTTCCCTGTTGGCAACGTGCGCTATCTGGGCCTACGATCGCAAGTATCAG

droMoj3 scaffold_6500:26351475-
26351635 +

TGGCGGCAGTCACTTCTGGCTGCAGCTCTTCTTCATACTGTTCCTAATGAGTGAGTGCT---ATAAT-CA--------------------A-ATTGAT-TGTCTGAG---------------TT----------G---------------ATA-GCTAA----AGCTATAC---------ATATTTCCTAGTTTCCCTGTTGGCTACATGCGTTATCTGGACCTACGATCGCAAGCATCAG

droGri2 scaffold_15126:3727979-
3728140 -

TGGCGGCAGTCACTTCTGGCTGCAGCTCTTCTTTATGCTCTTTCTGCTTAGTAAGTAGT---G-A-------------------------------AT-GCACTTAA------TTAACCACCTGC--TCTAATCA---------------------------------ATAATATTTC--TGTTCACACAGTTTCACTGTTGGCAACATGCGCTATCTGGGCCTATGATCGGAAGCATCAG

droWil2 scf2_1100000004585:1733685-
1733849 -

TGGAGGTAGTCATTTCTGGTTGCAGCTTTTCTTTATGTTATTCCTTTTGAGTGAGTTTA---A---T-CAGA-------T--------------GGCT-TTTCTCAA---------------TT----------GCTCACTTTTTTAT----------A----ACTTATAAA--------TCCTTTTGCAGTTTCCCTCATTGCCACTTGCTTTATTTGGGCCTATAATCGCAAGCATCAA

dp5 4_group3:3605219-3605383 + TGGTGGCAGCCACTTCTGGCTGCAGCTCTTCTTCATGTTGTTCTTGCTGAGTAAGGAGA---A---G-AAGG-------TGTTGCCTTGCA----------------TTTTTGTAAATCATTTCCCCTTTAATTA----------------------------------------------ATAATTGCAGTTTCTCTGATGGCAACCTGTGCGATCTGGGCCTACAATCGCAAACATCAG
droPer2 scaffold_1:5084700-5084864 + TGGTGGCAGCCACTTCTGGCTGCAGCTCTTCTTCATGTTGTTCTTGCTGAGTAAGGAGA---T---G-AAGG-------TGTTGCCTTGCA----------------TTTTTGTAAATCATTTCCCATTTAATTA----------------------------------------------ATAATTGCAGTTTCTCTGATGGCAACCTGTGCGATCTGGGCCTACAATCGCAAACATCAG
droAna3 scaffold_12916:9410805-

9410964 +
CGGAGGCAGTCATTTCTGGCTGCAGATCTTCTTCATGTTCTTCCTGCTGAGTAAGTTCC---AT----CA-----------------AATT-ATGGAT-GTAGTCTT---------------CATTTAC----------------ACT----------AACAT-----AT-G--------TATTATTTCAGTTTCTTTGCTGGCAACGTGCGCCATATGGGCCTACAACCGGAAGCACCAG

droBip1 scf7180000396535:1977991-
1978151 +

CGGAGGCAGTCATTTCTGGCTGCAGATCTTCTTCATGTTCTTCCTGCTGAGTAAGTGGAACTGTAA---------------------------TGGAA-GT--------ATCGTACATCATTT----AA----------------ACT----------ATTTA-----AT-A--------TATTGTTTCAGTCTCCTTGCTGGCTACGTGCGCCATATGGGCCTACAACCGGAAGCACCAG

droKik1 scf7180000302472:3520333-
3520504 +

CGGTGGCAGTCACTTCTGGCTGCAGATCTTCTTCATGGTCTTCCTGTTGAGTGAGTAGA---A-TTTACA-------TACTTTGACTTG-ACTTTTAT-AAACCTTT---------------AT-------------------------------TTA-----TCTTTTTCGTAT-----CTTTTTTACAGTCTCCCTGCTGGCCACCTGTGCGATTTGGGCCTATAATCGTAAACATCAG

droFic1 scf7180000453842:1414287-
1414443 -

CGGTGGCAGTCACTTTTGGTTGCAACTCTTCTTTATGTTTTTCTTACTGAGTAAGACTC---GA----C-----------------CTTCA-TCGTAT-AAACCTTT---------------ATATTAA-----------------------------------TTGGGTAA--------TCTTTTTATAGTCTCCCTGCTGGCCACGTGTGCGATCTGGGCCTACAACCGCAAGCATCAG

droEle1 scf7180000491046:2495546-
2495705 +

CGGTGGCAGCCACTTCTGGCTGCAGGTCTTCTTCATGGTCTTCCTGCTGAGTAAGATTA---AC----T-----------------GTTTG-TTTGAT-GAGCTCAG---------------TTATTAA----------------ACC----------AATCA-----ACT---------TTATTTTTTAGTCTCACTCCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAACACCAG

droRho1 scf7180000768274:17910-18065
-

CGGTGGAAGTCACTTTTGGCTGCAGATCTTCTTTATGGTCTTTCTGCTGAGTAAGATTA---AG----C-----------------TTTCA-TATCCT-AAGTTTAG---------------TTATCAA-----------------------------------CCTTGTA---------ATCTTTTTTAGTCTCCCTTCTGGCCACCTGCGCTATTTGGGCCTACAACCGGAAACACCAG

droBia1 scf7180000302188:1414946-
1415099 +

CGGAGGCAGTCACTTCTGGCTGCAGATTTTCTTCATGTTCTTCCTGCTGAGTAAGGCCA---AG----C-----------------CTCGA-TCCTAT-AAACCAGA---------------ATCTTAATATTG----------------------------------------------AATATTTTTAGTTTCCCTGCTGGCCACCTGTGCGATCTGGGCCTACAACCGAAAGCATCAG

droTak1 scf7180000415705:139457-
139613 +

CGGTGGCAGTCACTTCTGGCTGCAGATCTTCTTCATGTTTTTCCTGCTGAGTAAGAATT---AC----T-----------------TAGAA-TTTTAT-AAACTTAA---------------TTATAAA----------------TGGAAA------------------T-A--------TATTTATATAGTCTCCCTGCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAGCATCAG

droEug1 scf7180000409005:719324-
719476 +

CGGTGGCAGTCACTTTTGGCTACAGCTTTTCTTTATGTTCTTTCTGCTGAGTAAGAGTT---AC----C-----------------CTTTA-ACGTAT-TAACTTAA---------------CTATAAA-----------------------------------AC---CA---------ACATTTTCTAGTTTCCCTGTTGGCCACCTGTGCGATTTGGGCATACAACCATAAGCATCAG

dm3 chr2L:4840764-4840933 + CGGCGGCAGTCACTTCTGGCTGCAGGTATTCTTCATGTCCTTCCTGCTGGGTAAGAGTC---T-AAT-CT--GCTCATATGTATGC--G-CTGTGTGTTGAA-----TAC------------------------------------------GAGTTA-----ATTCCATC---------GCATTTTCCAGTCTCCCTGCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAGCACCAG

droSim2 2l:4661355-4661510 + dsi_19983 CGGTGGCAGTCACTTCTGGCTGCAGGTTTTCTTCATGTCCTTCCTGCTGGGTAAGACTC---C-AAT-CT--GCTTATATG---------------CT-G------------------------------------------------TATTATGTTA-----ACCCCCTC---------CCATTTTGCAGTCTCCCTGCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAGCACCAGdroSec2 scaffold_5:2936486-2936639 + CGGCGGCAGTCACTTCTGGCTGCAGGTTTTCTTCATGTCCTTCCTGCTGGGTAAGACAA---A---C-CT--GCTTACATG---------------TT-G------------------------------------------------TATTATGTTA-----ACCCCATC---------CCATTTTCCAGTCTCCCTGCTGGCCACTTGTGCGATTTGGGCCTACAACCGCAAGCACCAG
droYak3 2L:4850850-4851013 + CGGCGGCAGTCACTTCTGGCTGCAGATTTTCTTCATGTTCTTCCTGCTGGGTAAGATTAGA-G-ACT-CT--TCTCATATGTTGGCTTG-----------AA-----TCC------------------------------------------AGGTTA-----ATCCCATC---------ATATTTTCTAGTCTCCCTGCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAGCATCAG
droEre2 scaffold_4929:4921796-

4921958 +
CGGTGGCAGTCATTTCTGGCTGCAGATATTCTTCATGTCCTTCCTGCTGGGTAAGAGTAGA-G-ATT--G-G-TGTATATTTTGGCGTG-----------AA-----TAC------------------------------------------AGGCTA-----ACCCCATC---------ACATTTTCTAGTCTCCCTTCTGGCCACCTGTGCGATTTGGGCCTACAACCGCAAGCATCAG

Generated: 09/08/2015 at 07:09 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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ID:

dvi_19388

Coordinate:

scaffold_13049:10481689-10481755 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ13361-in]; CDS [Dvir\GJ13361-cds]; CDS [Dvir\GJ13361-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GGCGAAGAACTGCAGGCTATTGGCCGTGTGCATCGTTTCGGCCAAACAAAGTGAGTAAAGGGACGTAATATAAACCTTTAAAACAGATATTTTATATTTTGTTCCTTATCACAAAAGACCGACTACAGTGCATCGTTTCATTGTAAATGGTACAATCGAGGAAAATA

**************************************************((((...((((((((.((((((((...((......))...)))))))).)))))))).))))....***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total

M047

female
body

SRR2096014

Ovary_Strain_160_oxidized

SRR060664

9_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR060667

160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M061

embryo

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096060

Ovary_Min_193

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060672

9x160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

SRR060683

160_testes_total

SRR1106718

embryo_6-
8h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060663

160_0-
2h_embryos_total

..............................................................................................TATTTTGTTCCTTATCACAAAA................................................... 22 0 1 37.00 37 9 2 3 4 3 2 2 3 0 3 0 3 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAAA.................................................... 21 0 1 34.00 34 3 5 4 1 2 3 2 1 1 3 0 0 1 0 0 2 0 0 0 1 1 0 1 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAA..................................................... 20 0 1 31.00 31 7 3 2 0 1 3 3 3 1 0 2 1 0 1 0 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAAAAA.................................................. 23 1 1 15.00 15 2 2 2 2 1 0 1 0 1 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACA...................................................... 19 0 1 10.00 10 2 3 1 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAAAGGGACGTAATATAAACC........................................................................................... 26 0 1 9.00 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 2 0 0 0 0 2 0 0 0 0 1 0 0 0 0

...............................................................................................ATTTTGTTCCTTATCACAAA.................................................... 20 0 1 7.00 7 0 1 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAAAGGGACGTAATATA............................................................................................... 22 0 1 6.00 6 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0

............................................................................................TATATTTTGTTCCTTATCACAA..................................................... 22 0 1 6.00 6 0 0 1 0 0 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

............................................................................................TATATTTTGTTCCTTATCACA...................................................... 21 0 1 5.00 5 0 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTTTGTTCCTTATCACAAAAG.................................................. 22 0 1 5.00 5 2 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTTTGTTCCTTATCACAAAA................................................... 21 0 1 4.00 4 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACAA..................................................... 21 0 1 4.00 4 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACAAAA................................................... 23 0 1 3.00 3 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTTTGTTCCTTATCACAAAAA.................................................. 22 1 1 3.00 3 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAAT.................................................... 21 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ATTTTGTTCCTTATCACAA..................................................... 19 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAAAT................................................... 22 1 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACAAA.................................................... 22 0 1 2.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTTTGTTCCTTATCACAAAAGT................................................. 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................GTGAGTAAAGGGACGTAATAT................................................................................................ 21 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CCAAACAAAGTGAGTAAAG........................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTAAAGGGACGTAATATA............................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CCGACTACAGTGCATCGTTTCATTGT....................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAAAGGGACGTAATATAAACCT.......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................CCGTGTGCATCGTTTCGGCCA........................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACAAAAA.................................................. 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................GCCGTGTGCATCGTTTCGGCC............................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTAAAGGGACGTAATATAA.............................................................................................. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACA...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTTTGTTCCTTATCACAAAAG.................................................. 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACAAT.................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTTTGTTCCTTATCACAAAAA.................................................. 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................ATATTTTGTTCCTTATCACC...................................................... 20 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TATTTTGTTCCTTATCACAAAAC.................................................. 23 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGAGTAAAGGGACGTAATATAAACT........................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAAAGGGACGTAATA................................................................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TTTTGTTCCTTATCACAAAAGTAA............................................... 24 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CCGCTTCTTGACGTCCGATAACCGGCACACGTAGCAAAGCCGGTTTGTTTCACTCATTTCCCTGCATTATATTTGGAAATTTTGTCTATAAAATATAAAACAAGGAATAGTGTTTTCTGGCTGATGTCACGTAGCAAAGTAACATTTACCATGTTAGCTCCTTTTAT

***************************************************((((...((((((((.((((((((...((......))...)))))))).)))))))).))))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060683

160_testes_total

SRR1106718

embryo_6-
8h

GSM1528803

follicle
cells

SRR1106729

mixed
whole
adult body

SRR060682

9x140_0-
2h_embryos_total

SRR060667

160_females_carcasses_total

M028

head

SRR060671

9x160_males_carcasses_total

V116

male
body

.........................................................................................................................TGATGTCACGTAGCAAAGTAACATTTACC................. 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TAGTGTTTTCTGGCTGATGTCACG.................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0

..............................................................................................................................TCACGTAGCAAAGTAACATTTACCAT............... 26 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0

........................GCACACGTAGCAAAGCCGGTT.......................................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................TACCATGTTAGCTCCTTTTAT 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:10481639-

10481805 +
dvi_19388 GGCGAAGAACTGCAGGCTATTGGCCGTGTGCATCGTTTCGGCCAAACAAAGTGAGTAAAGGGACGTAATA-----------TAAACCTTTAAA---ACAGATA-TT-----TTA--T------------ATTTTGT-TCCTTATCACAAAAGACCGACTACAGTGCATCGTTTCATTGTAAATGGTACAATCGAGGAAAATA

droMoj3 scaffold_6680:10298097-
10298260 -

GGTGAAGAACTGCAGGCTATTGGACGTGTTCATCGTTTCGGTCAGACGAAGTGCGTGAG--ATT--T---CATATATAATC-----ATCTAAGATT-GA-----GC-----TTT--A------------ATTTATC-TCTTTATGACAACAGGCCCACCACGGTACATCGTTTCATTGTAAATGGCACGATCGAGGAAAATA

droGri2 scaffold_15110:8747417-
8747573 -

GGTGAGGAACTCCAGGCAATTGGACGTGTTCATCGTTTCGGCCAGACAAAGTAAGTAAACGTTGGAGATA-----------TACAACT------T-AGAGCTA-AT-----CTC--T------------GTTT-TTGTTT------TTTAAGACCCACAACAGTGCATCGTTTCATTGTAAATGGTACAATCGAGGAGAACA

droWil2 scf2_1100000004511:3484465-
3484630 +

AGTGACGAGCGTCAGGCCATCGGACGTATTCATCGTTTTGGTCAAAGCAAGTGGGTATT--GAATTTAAT---A-------TATA--TATA-------T-----GTTTTTC--TAATAATGATTCCTCAATT--GTATTC------CCTTAGACCAACTACAGTTCATCGTTTCATTGTAAATGACACAATTGAGGAGAACA

dp5 XR_group6:9502117-9502277 + GGCGATGAACGCCAGGCCATTGGTCGTATTCATCGCTTCGGCCAGACAAAGTAAGTTTC--ACTTTC---GATAATCAATG-----TTCCATGTTT-GAT----------C--TTATGGCT------------TGTTCTT------CTATAGAGCTACGACAGTTCATCGGTTTATAGTGAATGGCACCATTGAAGAGAATA
droPer2 scaffold_35:222438-222598 - GGCGATGAACGCCAGGCCATTGGTCGTATTCATCGCTTCGGCCAGACAAAGTAAGTTTC--ACTTTC---GATAATCAATG-----TTCCATGTTT-GAT----------C--TTATGGCT------------TGTTCTT------CTATAGAGCGACGACAGTTCATCGGTTTATAGTGAATGGCACCATTGAAGAGAATA
droAna3 scaffold_13337:20757943-

20758096 -
GGAGACGAAAAACAGGCCATCGGTCGCATCCACCGATTTGGCCAAACAAAGTGAGTTTT--AAACTAAAA-------AATG-----TTATA-----------G-GTTTTTC--TTATGAAT--------------CTTTT------CTGCAGGCCTACCAAAGTACATCGCTTCATCGTAAATGGAACGATTGAGGAAAACA

droBip1 scf7180000396707:657634-
657794 +

GGAGACGAAAAACAGGCAATCGGCCGCATCCACCGATTCGGTCAAACAAAGTGAGCTTG--TAATTAAAA-----------TTT---CATA------AAGTA---CTTTTC--TTATGATT---TTCTAA-----CCCTT------TTGCAGGCCCACCAAAGTACATCGTTTCATCGTAAACGGTACGATTGAGGAGAACA

droKik1 scf7180000302334:696712-
696863 +

GGCGATGAACTCCAGGCCATAGGTCGCATCCATCGCTTTGGCCAAACAAGGTGAGCTTT--GGGGTCT--CA-----AA--TTTA------------GAGCAACGT-----TTT--T------------ATTC--ATATT------TTGCAGACCCACCAAGGTACATCGCTTTATAGTGAATAGCACCATAGAGGAGAACA

droFic1 scf7180000453929:1415570-
1415722 -

GGCGACGAACGTCAGGCTATTGGTCGAATTCACAGATTTGGGCAGAACAAGTAAGTTTG--ATATTTATA--------A--TATATCT--------TATGGTT-GT-----ATT--A------------ATAA-GATA--------GTTTAGACCCACAAAGGTTCATCGATTTATTGTGAATGGGACAATCGAGGAGAATA

droEle1 scf7180000491193:991767-
991920 +

GGTGACGAACGCCAGGCCATTGGCCGAATTCATAGATTTGGACAGATGAAGTAAGTTGG--CTATTAAAA-----------AAAACTT------TTGCGG-TG-GC-----TTT--C------------ATTA-GAT-AT------TTTTAGGCCTACGAAGGTGCATCGTTTCATTGTAAATGGAACCATTGAGGAGAACA

droRho1 scf7180000778225:21033-21186
-

GGTGACGAACGCCAGGCCATAGGTCGTATACATAGATTTGGACAAATGAAGTAAGTTTG--CTATTAACG-----------TGATGTTTT------G-TGGTA-GA-----TTT--C------------ATTA-GAT-GT------TTTTAGACCAACGAAGGTGCATCGTTTTATTGTTAACGGAACAATTGAGGAGAATA

droBia1 scf7180000302193:3712845-
3713000 +

GGCGACGAACGCCAGGCCATTGGTCGCATCCACCGATTCGGGCAGGAGAAGTATGTTCA--TTATTTTTA-----------TGAAAAT----ATT---TGCCA-AT-----TCT--A-A----------GTGC-CTTTCC------TTTTAGACCCACAAAGGTTCATCGCTTCATTGTAAATGGTACAATCGAGGAGAATA

droTak1 scf7180000415809:82749-82904
+

GGCGATGAACGCCAGGCCATCGGTCGCATTCACCGATTTGGACAGGAGAAGTAAGTTTC--AATATAA---------AATA-----TTAAATATT---TGCCT-GT-----ACT--C------------ACCG-GATTTT------TTGTAGAGCCACAAAGGTTCATCGCTTCATTGTGAATGGAACGATTGAGGAGAATA

droEug1 scf7180000409466:3954291-
3954444 +

GGCGACGAACGCCAGGCTATAGGTCGCATTCACCGCTTTGGACAGAATAAGTAAGTTCGT-CTAATAAAA-----------TATAACT------T---TGCCA-GT-----TCT--C------------ATTA-GATTTT------GCTTAGACCCACAAAGGTACATCGATTCATTGTGAATGGAACCATCGAGGAGAATA

dm3 chr3L:6171476-6171631 + GGAGACGAGCGCCAGGCCATAGGTCGTATTCACCGATTTGGGCAAAAGAGGTGAGTGCGCGCTATTGAAG-----------TGAAGTT--------GCTGTCA-GT-----TTC--A------------ATAC-AATTGT------TTTTAGACCCACGAAGGTGCATCGTTTCATTGTGAATGAAACGATTGAGGAGAATA
droSim2 3l:6082023-6082178 + GGCGACGAGCGCCAGGCCATAGGTCGTATTCACCGATTTGGACAAAAGAGGTGAGTGCGCGCTATTTATG-----------TGCACTT--------GCTGTTA-GT-----TTC--A------------ATTC-GATTGC------TTTTAGACCCACGAAGGTGCATCGTTTCATTGTGAATGGAACGGTTGAGGAGAATA
droSec2 scaffold_2:6115308-6115463 + GGCGACGAGCGCCAGGCCATAGGTCGTATTCACCGATTTGGACAAAAGAGGTGAGTGCGTGCTATTGAAA-----------TGCAGGT--------GCTGTCA-GT-----TTC--A------------ATTC-GATTGC------TTTTAGACCCACGAAGGTGCATCGTTTCATTGTAAATGGAACGGTTGAGGAGAATA

droYak3 3L:6760296-6760447 + GGCGACGAGCGCCAAGCCATAGGTCGTATTCACCGATTTGGACAAAAGAAGTAAGTGCG--CTATTGAAA-----------TGAAGAT--------GATGTCA-GT-----TTT--A------------G-AT-GA-TTT------TTGTAGACCAACGAAGGTGCATCGTTTTATTGTGAATGGAACGGTTGAGGAGAATA
droEre2 scaffold_4784:8866902-

8867051 +
AGCGACGAGCACCAGGCCATAGGTCGTATTCACCGATTTGGACAAAAGAAGTGAGTGCG--CTATTGAAA-----------TATAGGT--------GCTGTCA-G--------T--C------------ATTC-GAT-TT------TTGCAGACCCACGAAGGTGCATCGTTTTATTGTAAATGGAACGGTTGAGGAGAATA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
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crit.uri
crit.back

rescue.total
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rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0
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Coordinate:

scaffold_12875:1564819-1564870 -

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ21070-in]; CDS [Dvir\GJ21070-cds]; CDS [Dvir\GJ21070-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GGGATCCCAATCTGGGCGGCAGTGGCGTCTATGTGAATCTGACACTTAAAGTGAGTAGAACGCAGGTGGATTGGAACTCTAATTAACTTGCCTCTATTCCAGCTGGATGAGAGTGTGGAAACACTGCGTCCCAATCTGCGCAGCGATGTGCA

**************************************************..(((((((..((((((.((((((....)))))).)))))).)))))))...**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M061

embryo

V047

embryo

M047

female
body

M028

head
SRR2096059

Ovary_Min_164

V116

male
body

SRR2096060

Ovary_Min_193

V053

head
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

M027

male
body

SRR060663

160_0-
2h_embryos_total

SRR060674

9x140_ovaries_total

SRR060679

140x9_testes_total

SRR060660

Argentina_ovaries_total

SRR060664

9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060678

9x140_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

..................................................GTGAGTAGAACGCAGGTGGATTG............................................................................... 23 0 1 25.00 25 1 16 1 4 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCAGT................................................. 21 1 1 23.00 23 11 2 2 0 0 0 0 0 0 0 0 0 2 1 1 0 0 1 0 1 1 1 0 0 0 0

.................................................................................ATTAACTTGCCTCTATTCCAGT................................................. 22 1 1 16.00 16 6 1 7 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATTAACTTGCCTCTATTCCAG.................................................. 21 0 1 5.00 5 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAGAACGCAGGTGGATT................................................................................ 22 0 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATTAACTTGCCTCTATTCCA................................................... 20 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAGAACGCAGGTGGAT................................................................................. 21 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCAGC................................................. 21 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCAGA................................................. 21 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCA................................................... 19 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAGAACGCAGGTGGA.................................................................................. 20 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCAG.................................................. 20 0 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................................................ATTAACTTGCCTCTATTCCAGA................................................. 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAGAACGCAGGTGGATTGG.............................................................................. 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................GTGGCGTCTATGTGAATCTGACAC........................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TAACTTGCCTCTATTCCAGTC................................................ 21 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATTAACTTGCCTCTATTCCAGC................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CAGGTGGATTGGAACTCTAAT..................................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TAGAACGCAGGTGGATTGGAAC........................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....TCCCAATCTGGGCGGCAGTGGCG............................................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTAACTTGCCTCTATTCCAGAA................................................ 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................TCTAATTAACTTGCCTCTATTCC.................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTAGAACGCAGGCAA................................................................................... 19 3 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

Anti-sense strand reads

CCCTAGGGTTAGACCCGCCGTCACCGCAGATACACTTAGACTGTGAATTTCACTCATCTTGCGTCCACCTAACCTTGAGATTAATTGAACGGAGATAAGGTCGACCTACTCTCACACCTTTGTGACGCAGGGTTAGACGCGTCGCTACACGT

**************************************************..(((((((..((((((.((((((....)))))).)))))).)))))))...**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060677

Argx9_ovaries_total

M027

male
body

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060657

140_testes_total

SRR060669

160x9_females_carcasses_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:1564767-

1564920 -
dvi_112 GGGATCCCAATCTGGGCGGCAGTGGCGTCTATGTGAATCTGACACTTAAAGTGAGTAGAACGCAGG----TG-------------------------------------------G---A----------TTGGAACTC--------TAATTAACTTGCCTC-TATTCCAGCTGGATGAGAGTGTGGAAACACTGCGTCCCAATCTGCGCAGCGATGTGCAGA

droMoj3 scaffold_6496:4673079-
4673239 -

GCGATCCCAACCTGGGCGGCAGTGGCGTCTATGTGAATCTGACATTGAAGGTGAGTGAAATCAAAG----AG-------------------------------------------T---C-AGGTCATAAAATTTAC----------TAACTTTCTCTCCTC-CCTTCAAGCTGGACGAGAGCGTGGAAACGCTGCGTCCCAATCTGCGCAGCGATGTGCAGA

droGri2 scaffold_15245:9436956-
9437117 +

GTGATCCCAATCTGGGCGGCAATGGGGTCTATGTGAATATGACACTTAAAGTGAGTAGCAATAAAA----TC--------------------------------------AAACTG---A------ACTT---TCAC------TAA-TTACCAACTCATCCCAATTTTCAGCTGGATGAGAGCGTGGAGACACTGCGTCCCAATCTACGGAGCGATGTGCAGA

droWil2 scf2_1100000004513:2829609-
2829710 +

GAGATCCTCAATTGGGTGGCAGCGGTGTCTATGTTAATCTTACCCTCAA-------------------------------------------------------------------------------------------------------------------------ATTGGACGAAAGTGTGGAAACCTTGAGGCCCAATCTACGTAGCGATGTTCAGA

dp5 3:1455451-1455605 + GAGATCCCAATCTGGGCGGCAACGGAGTCTACGTGAACATGACCCTGAAGGTGAGCATTCCA-------TTC--------------------------------------CGATTG---AA------AT--------ACCTATTCAT-----ATATTGATTC-CCCTTCAGCTGGACGAGAGCGTGGAGACGTTGCGTCCCAATCTGCGCAGCGATGTGCAGA
droPer2 scaffold_2:1628703-1628857 + GAGATCCCAATCTGGGCGGCAACGGAGTCTACGTGAACATGACCCTGAAGGTGAGCATTCCA-------TTC--------------------------------------CGATTG---AA------AT--------ACCTATTCAT-----ATATTGATTC-CCCTTCAGCTGGACGAGAGCGTGGAGACGTTGCGTCCCAATCTGCGCAGCGATGTGCAGA
droAna3 scaffold_13266:3398875-

3399033 +
GAGATCCCAACCTTGGAGGCAGTGGTGTCTTTGTAAACATGACCATAAAGGTAAGTATCACCA-GG----AA-------------------------------------------T---G-ACCAA-AGATCGCAAT----------TAACAAAGTCTTATC-TGCTTTAGTTGGACGAGAGTGTGGAGACCCTGAGACCCAATCTGCGTAGTGACGTCCAGA

droBip1 scf7180000396427:1865564-
1865723 +

GAGATCCAAACCTTGGTGGCAGTGGTGTCTTTGTTAACATGACTATTAAAGTAAGTACCACCAAGA-----A-------------------------------------------T---G-ACTAAAAGATCGTAAA----------TAACCCACCTTTACC-TTCTTCAGTTGGACGAGAGTGTGGAGACTCTGAGACCCAATCTTCGAAGCGACGTCCAGA

droKik1 scf7180000302640:291731-
291930 +

GTGATCCCAATCTGGGTGGCAGCGGGGTCTATGTGAATATGACAATCAAGGTCAGTGAGTCCAACTAGG-GAGTAAAAACTAGTAAAGCAATTCCCATTTATGCAATCTTTGATCGATGTA------AT--------GCTCA--CAT-----ACAATAATTC-CCCCACAGTTGGATGAAAGCGTAGAGACCCTGCGACCCAACCTGCGTAGCGACGTGCAGA

droFic1 scf7180000453955:84089-84249
-

GCGATCCCAACTTGGGTGGCAGCGGAGTGTACGTGAACATGACCATCAAGGTATTTACTCCCAAAA----TA-------------------------------------------C---T-CGTGGAGAAACCAGAT----------TTATTCTCTTTTCCC-TACTCCAGCTGGACGAGAGTGTGGAGACATTGCGACCCAATCTGCGAAGTGACGTTCAGA

droEle1 scf7180000491265:329969-
330129 +

GCGATCCGAACCTGGGCGGAAGCGGCGTCTATGTGAACTTGACCATCAAGGTATGATGCTCTAAAT----TA-------------------------------------------C---T-CCTTAACAAACATTAT----------ACATTTTCCCTATCC-GAATCCAGCTGGACGAGAGTGTGGAGACTTTGCGACCCAACCTGCGCAGCGACGTCCAGA

droRho1 scf7180000758144:6129-6288 + GTGATCCCAACCTGGGCGGAAGTGGCGTCTACGTGAACTTGACCATCAAGGTATGTATCAATCAGG----TA-------------------------------------------C---T-CCTAA-AAAACTAAAT----------TTATTGACGTTACCC-CAATCCAGCTGGACGAGAGTGTGGAGACATTGCGACCCAACCTGCGCAGCGACGTTCAGA
droBia1 scf7180000302292:2963233-

2963393 -
GAGATCCCAACCTGGGCGGCAGTGGAGTCTACGTGAACATGACCATCAAGGTAAGTTTCACCCAAT----TA-------------------------------------------C---A-TCCAAAAAAAACCCAC----------TGATTCCAATTCTCC-TCCTCCAGCTGGACGAGAGTGTGGAGACTCTGCGACCCAACCTCCGCAGCGACGTCCAGA

droTak1 scf7180000415856:59027-59187
-

GAGATCCGAACATGGGCGGCAGCGGTGTATACGTAAACATGACCATCAAGGTAAGAATCACCTAAT----TA-------------------------------------------C---T-TTCCCAGAAACTCCAT----------TGACTCTACTTCTCC-TCCTCCAGCTGGACGAGAGTGTGGAGACACTGCGACCCAATCTGCGTAGCGACGTTCAGA

droEug1 scf7180000409672:5196219-
5196378 +

GAGATCCTAACCTGGGCGGAAGCGGTGTCTATGTAAACATGACCATCAAGGTAGATATCACCCTCG----TA-------------------------------------------G---C-TTTAA-AAAACTCCAC----------TGATTCTCTTTCTCC-TCCTCCAGCTTGACGAGAGTGTGGAGACACTGCGACCCAACCTGCGCAGCGATGTTCAGA

dm3 chr2R:3186213-3186373 + GCGATCCTAATCTGGGCGGCAGCGGCGTCTACGTGAACATGACCATCAAGGTGTGTATTATCCAAG----CA-------------------------------------------G---T-GCTAATGGAGTCGTAC----------TGATTATTATCCTCC-TTCTCCAGCTGGATGAAAGTGTAGAAACATTGCGACCCAATCTGCGCAGTGACGTTCAGA
droSim2 2r:4011733-4011893 + GCGATCCCAATCTGGGCGGCAGCGGCGTCTACGTGAACATGACCATCAAGGTGTGTAATCTCTAAG----CA-------------------------------------------G---T-GCTAATGGAATCGTAC----------TGATTATCTTCCTCC-TTCTCCAGCTGGATGAAAGTGTGGAAACTTTGCGACCCAATCTGCGCAGTGACGTTCAGA
droSec2 scaffold_1:830119-830279 + GCGATCCCAATCTGGGCGGCAGCGGCGTCTACGTGAACATGACCATCAAGGTGTGTATTACCCAGG----CA-------------------------------------------G---T-GCTAATGGAATCATAC----------TGATTATCTTCCTCC-TTCTCCAGCTGGATGAAAGTGTTGAAACTTTGCGACCCAATCTGCGCAGTGACGTTCAGA
droYak3 2L:15870543-15870703 + GCGATCCCAATCTGGGCGGCAGCGGAGTCTACGTAAACATGACCATCAAGGTGTGTATTATCCAGG----CA-------------------------------------------G---T-GCCCATGGTAACCCAC----------TGATTACGTTTCTAC-TCCTCCAGCTGGATGAAAGTGTGGAAACATTGCGACCCAATCTGCGCAGTGACGTTCAGA
droEre2 scaffold_4929:19407573-

19407736 -
GCGACCCCAATCTGGGCGGCAGCGGCGTCTACGTGAACATGACCATCAAGGTATGTACAAGTAGTA---TCC--------------------------------------AGGCAG---G-GC-----------CAC--TGATTAACTTATTAACTTCCTCC-TGCTCCAGCTGGATGAAAGTGTGGAAACATTGCGACCCAATCTGCGCAGCGACGTTCAGA

Generated: 09/08/2015 at 07:06 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12875:1564769-1564920
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12875:1564767-1564920
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_112.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6496:4673079-4673239
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15245:9436956-9437117
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004513:2829609-2829710
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=3:1455451-1455605
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_2:1628703-1628857
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13266:3398875-3399033
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396427:1865564-1865723
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302640:291731-291930
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453955:84089-84249
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491265:329969-330129
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000758144:6129-6288
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302292:2963233-2963393
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415856:59027-59187
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409672:5196219-5196378
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2R:3186213-3186373
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2r:4011733-4011893
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_1:830119-830279
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2L:15870543-15870703
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4929:19407573-19407736


ID:

dvi_378

Coordinate:

scaffold_12963:8166401-8166460 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTCTTTGTTGTTTAAGCCAAAATGAAAACTTTTCGAAACGCTTGTTCAGATGTTAACCAATAAGGTCCGCTGTTTGAATGTAACTGCAATGGACTCTATTGATTGGCAAATGGAAGCGCTTCAAAAGGCTAAACGAACTTGAGTAAACGGTTTTGCGCGC

***********************************...((((..((((..((((((.(((((.((((((.(((............))).)))))).))))).))))))..))))))))......************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

V053

head

M047

female
body

SRR060681

Argx9_testes_total

M027

male
body

SRR060683

160_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

V116

male
body

SRR2096056

Ovary_Min_46

SRR060672

9x160_females_carcasses_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060678

9x140_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo
SRR2096059

Ovary_Min_164

SRR060679

140x9_testes_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060662

9x160_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060656

9x160_ovaries_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060675

140x9_ovaries_total
SRR2096058

Ovary_Min_98

SRR060669

160x9_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR060687

9_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060671

9x160_males_carcasses_total

GSM1528803

follicle
cells

SRR060689

160x9_testes_total

SRR1106718

embryo_6-
8h

SRR1106727

larvae

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

M061

embryo
SRR2096014

Ovary_Strain_160_oxidized

SRR2096013

Ovary_Strain_9_oxidized

SRR060654

160x9_ovaries_total

SRR060658

140_ovaries_total

........................................................................................ATGGACTCTATTGATTGGCAA................................................... 21 0 1 112.00 112 25 5 7 4 4 5 4 5 3 0 4 2 3 2 2 0 2 0 0 1 3 1 1 3 1 4 1 2 1 3 3 0 2 2 1 0 0 1 1 1 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAAA.................................................. 22 0 1 74.00 74 9 6 2 4 3 0 1 6 2 6 1 2 1 1 3 3 2 3 2 1 0 0 0 1 1 0 3 1 0 0 0 2 1 0 1 2 1 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCA.................................................... 20 0 1 38.00 38 13 4 3 2 1 4 0 0 0 0 0 0 0 0 0 0 1 2 2 0 1 2 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAAAA................................................. 23 1 1 8.00 8 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAAAAA................................................ 24 2 1 7.00 7 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAAAAAA............................................... 25 3 1 5.00 5 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTAACCAATAAGGTCCGCTG........................................................................................ 22 0 1 4.00 4 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAT................................................... 21 1 1 3.00 3 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGC..................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCG.................................................... 20 1 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................CCAATAAGGTCCGCTGTTTGAATG................................................................................ 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................TGAAAACTTTTCGAAACGCTTGTTCAGAT............................................................................................................. 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTAACCAATAAGGTCCGCTGT....................................................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATGGACTCTATTGATTGGCA.................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATGGACTCTATTGATTGGCAAA.................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAACAA................................................ 24 3 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCATCC................................................. 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCAAAT................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATGGACTCTATTGATTGGCATC.................................................. 22 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAGAAACAACAAATTCGGTTTTACTTTTGAAAAGCTTTGCGAACAAGTCTACAATTGGTTATTCCAGGCGACAAACTTACATTGACGTTACCTGAGATAACTAACCGTTTACCTTCGCGAAGTTTTCCGATTTGCTTGAACTCATTTGCCAAAACGCGCG

************************************...((((..((((..((((((.(((((.((((((.(((............))).)))))).))))).))))))..))))))))......***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060679

140x9_testes_total

SRR060655

9x160_testes_total

SRR060678

9x140_testes_total

SRR060670

9_testes_total

SRR060676

9xArg_ovaries_total

SRR1106730

embryo_16-
30h

V047

embryo

SRR060685

9xArg_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

SRR060664

9_males_carcasses_total

SRR060681

Argx9_testes_total

SRR060684

140x9_0-
2h_embryos_total

...........................................................................................CTGAGATAACTAACCGTTTACCTTCGCG......................................... 28 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGGCGACAAACTTACATTGACGTTA...................................................................... 25 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0

.........................................................................................ACCTGAGATAACTAACCGTTT.................................................. 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0

...........................................................................................CTGAGATAACTAACCGTTTACCTTCG........................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

....................................TTGCGAACAAGTCTACAATT........................................................................................................ 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_12963:8166351-

8166510 -
dvi_378 TTCTTTGTTG------T---TTAAGCCAAAATGAAAACTTTTCGAAACGCTTGTTCAGATGTTAACCAATAAGGTCCGCTGTTTGAATGTAACTGCAATGGACTCTATTGATTGGCAAATGGAAGCG--CTTCAAAAGGC-------TAAACGAACTTGAGTAAACGGTT---TTGCGCGC

droMoj3 scaffold_6500:780575-
780726 -

TTTTCCGTTCGAAAGAT---TAAAGACAAAAGG----A-TTTTGCAGCGCCTGTCCACATGTTAACCAACAGACTTTGC---------------------AAACCCATCGATTGGCAAATGGAAGCGCGCTCCAAAATGCAACAAAACAACTGAACTCGTTAACACGGTTGGGCTGACGGC

droGri2 scaffold_15252:7579114-
7579279 -

TTTCATGTTG------TGTGCTTAGCAAAAACTTTAAA-TTTAGCAAAGATTGTCCACACGTAAACCAAGAGGCTCCAC-ATCTGAA-GAAGCTACAATGAATCCCACTGATTGCCACTTGAATGCG--TCGCAAAACAA----ATACAATTCTGTTTTTTTTTTCCGTGTTTTTGTATCC
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ID:

dvi_281

Coordinate:

scaffold_13246:1386298-1386358 +

Confidence:

confident
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Canonical miRNA

Genomic Locale:

intergenic
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Predicted structure
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No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AGACGCGCTGTAATTGTTGTCGGCGAGTGCTCATCTTCACTGCGAGTTGTTTGCTCGTTGTGGCCTAAGGCATATATTGTAAAGTCTGCTTTAAGCCAGCAACGAGTAAAACACTCGCTGCTGTTGACGGCGAGTTGTTTAGTCGTTATGGCTTAAAGCAT

***********************************......((((((..(((((((((((((((.(((((((.((........)).))))))).)))).)))))))))))..)))))).......************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060678

9x140_testes_total
SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

M061

embryo

SRR060687

9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060675

140x9_ovaries_total

SRR060679

140x9_testes_total
SRR2096059

Ovary_Min_164

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060673

9_ovaries_total

SRR060681

Argx9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060688

160_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M028

head

SRR060655

9x160_testes_total

SRR060658

140_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

V116

male
body

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M027

male
body

SRR060657

140_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR1106727

larvae
SRR2096014

Ovary_Strain_160_oxidized

SRR060666

160_males_carcasses_total

..................................................TTGCTCGTTGTGGCCTAAGGCA......................................................................................... 22 0 1 63.00 63 0 3 4 5 3 3 4 4 1 1 0 1 1 4 0 0 3 0 1 3 0 1 2 1 0 2 2 2 0 2 1 1 1 0 1 1 1 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGCA......................................................................................... 21 0 1 42.00 42 4 0 3 9 2 2 6 2 0 0 1 1 1 3 0 0 0 1 0 0 0 1 1 0 0 1 0 1 0 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGC.......................................................................................... 21 0 1 36.00 36 1 5 9 0 2 0 0 1 0 0 2 1 1 1 0 0 2 0 0 1 0 0 0 0 3 0 1 1 1 0 0 0 0 0 0 1 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGG........................................................................................... 20 0 1 30.00 30 0 3 0 0 4 1 0 0 0 1 3 0 1 0 4 1 0 1 1 0 0 1 0 1 0 0 0 0 0 2 1 1 1 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGCAA........................................................................................ 23 1 1 10.00 10 0 0 0 0 1 0 0 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGCAT........................................................................................ 23 0 1 8.00 8 0 0 0 2 1 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGCAA........................................................................................ 22 1 1 8.00 8 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................CTTTAAGCCAGCAACGAGTAAA................................................... 22 0 1 7.00 7 0 1 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTAAGCCAGCAACGAGTAAA................................................... 21 0 1 6.00 6 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTAAGCCAGCAACGAGTAAAA.................................................. 22 0 1 6.00 6 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGCAT........................................................................................ 22 0 1 5.00 5 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTAAGCCAGCAACGAGTA..................................................... 19 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTAAGCCAGCAACGAGTAA.................................................... 21 0 1 4.00 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTAAGCCAGCAACGAGTAA.................................................... 20 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GTAAAACACTCGCTGCTGTT.................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGCAC........................................................................................ 23 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGCT......................................................................................... 21 1 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGCT......................................................................................... 22 1 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAG............................................................................................ 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTAAGCCAGCAACGAGTAAAA.................................................. 23 0 1 2.00 2 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GTTGTTTGCTCGTTGTGGCCTAAGGC.......................................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGC.......................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........TGTAATTGTTGTCGGCGAGTGCTCATC.............................................................................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAAA........................................................................................... 19 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................GGCCTAAGGCATATATTGTAAAGTCT.......................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GTTTGCTCGTTGTGGCCTAAGGC.......................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................CTTTAAGCCAGCAACGAGTAAAATTT............................................... 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GTAAAACACTCGCTGCTGTTGACGGC.............................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GTAAAACACTCGCTGCTGTTGAC................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GTAAAACACTCGCTGCTGT..................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.........................................................................ATATTGTAAAGTCTGCTTTAAGC................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ATATATTGTAAAGTCTGCTTTA.................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GTAAAACACTCGCTGCTGTC.................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGGCC......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................GCTCGTTGTGGCCTAAGGC.......................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TCGGCGAGTGCTCATCTTCACTGCGA.................................................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GTTGTTTGCTCGTTGTGGCC................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TAAGGCATATATTGTAAAGTC........................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ATTGTAAAGTCTGCTTTAAGC................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGCTCGTTGTGGCCTAAGG........................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................ATATTGTAAAGTCTGCTTTAA................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TAAAACACTCGCTGCTGTTGACGGCGG............................ 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TAAAACACTCGCTGCTGTTGACGGCGA............................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.........................................................................................TTTAAGCCAGCAACGAGTC..................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................AGTTGTTTGCTCGTTGTGGCC................................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GTTGTTTGCTCGTTGTGGCCTAAGGCA......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGA.......................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TAAGGCATATATTGTAAAGTCTGCT....................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAAGCCAGCAACGAGTAAA................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TTGTAAAGTCTGCTTTAAGCCA............................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

...............................................TGTTTGCTCGTTGTGGCCTAAGGCATA....................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................TCATCTTCACTGCGAGTTGTTTGC........................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................GCTGTTGACGGCGAGTTGTT...................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTAAGCCAGCAACGAGTAAAA.................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GTTGTTTGCTCGTTGTGGCCTAAGGCAT........................................................................................ 28 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................TCATCTTCACTGCGAGTTGTTTGCTCGTT...................................................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..........TAATTGTTGTCGGCGAGTGCTCATC.............................................................................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................TTAGTCGTTATGGCTTAAAGC.. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TAAAACACTCGCTGCTGTTGACGGCG............................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTGCTCGTTGTGGCCTAAGGTC......................................................................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCTGCGCGACATTAACAACAGCCGCTCACGAGTAGAAGTGACGCTCAACAAACGAGCAACACCGGATTCCGTATATAACATTTCAGACGAAATTCGGTCGTTGCTCATTTTGTGAGCGACGACAACTGCCGCTCAACAAATCAGCAATACCGAATTTCGTA

************************************......((((((..(((((((((((((((.(((((((.((........)).))))))).)))).)))))))))))..)))))).......***********************************
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Mismatch

Hit
Count

Total
Norm Total

M027

male
body

SRR060682

9x140_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

SRR060685

9xArg_0-
2h_embryos_total

GSM1528803

follicle
cells

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13246:1386248-

1386408 +
dvi_281 AGACG------------------------CGCTGTAATTGTTGTCGGCGAGTG-CTCATCTTCACTGCGAGTTGTTTGCTCGTTGTGGCCTAAGGCATATATTGTAAAGTCTGCTTTAAGCCAGCAACGAGTAAAACACTCGCTGCTGTTGACGGCGAGTTGTTTAGTCGTTATGGCTTAAAGCAT

droMoj3 scaffold_6500:4515379-
4515454 -

ACACAGATATCGCATGCGAGTAGAACAGTCGCTGTAAATGGAGGCAACGAATGCCTCAGTTTAACAGCGAGCTTTT--------------------------------------------------------------------------------------------------------------

droGri2 scaffold_15252:15841922-
15841934 -

AAATG------------------------CGCGGCGA-----------------------------------------------------------------------------------------------------------------------------------------------------
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ID:

dvi_161

Coordinate:

scaffold_12963:15821220-15821280 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

Repeatable elements

Name Class Family Strand

AT_rich Low_complexity Low_complexity +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAGTTTTATAGTTTATTGTATTCCCATATATATATATTAATTAAATATTTAAAGAGCAGCCAGGCCCAAAATATCTCACAAAATATATATTTTGGGTCTGGCTGTTCTCTAAATATTTTATTAAGCCTATTTTAATAGCCTTGTAGACATTTCTCGGGGTC

*************************************((((.(((((((((.((((((((((((((((((((((............)))))))))))))))))))))).))))))))).))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M027

male
body

M047

female
body

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060656

9x160_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096057

Ovary_Min_50

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060654

160x9_ovaries_total

SRR060679

140x9_testes_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M028

head

SRR060680

Â 9xArg_testes_total

M061

embryo

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096056

Ovary_Min_46

V053

head

SRR060658

140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

SRR060677

Argx9_ovaries_total

SRR060655

9x160_testes_total

SRR060660

Argentina_ovaries_total

SRR060663

160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total

SRR060683

160_testes_total

SRR060688

160_ovaries_total

SRR060689

160x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V047

embryo

SRR060676

9xArg_ovaries_total

SRR060681

Argx9_testes_total

SRR060668

160x9_males_carcasses_total

........................................................................................ATTTTGGGTCTGGCTGTTCTCT................................................... 22 0 1 100.00 100 12 12 4 10 8 8 6 4 5 4 3 3 3 3 1 1 2 2 0 1 2 0 0 0 1 1 0 1 0 0 1 1 0 1 0 0 0 0 0 0

.........................................................................................TTTTGGGTCTGGCTGTTCTCT................................................... 21 0 1 18.00 18 2 1 5 0 3 1 1 1 1 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTTTGGGTCTGGCTGTTCTC.................................................... 21 0 1 6.00 6 2 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGAGCAGCCAGGCCCAAAATA........................................................................................ 21 0 1 6.00 6 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTTGGGTCTGGCTGTTCTCTT.................................................. 22 1 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAGAGCAGCCAGGCCCAAAATA........................................................................................ 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AAGAGCAGCCAGGCCCAAAAT......................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTTTGGGTCTGGCTGTTCTCA................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGAGCAGCCAGGCCCAAAAT......................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTTTGGGTCTGGCTGTTCT..................................................... 20 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTGGGTCTGGCTGTTCTCTA.................................................. 21 0 1 2.00 2 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTTGGGTCTGGCTGTTCTC.................................................... 20 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATTTTGGGTCTGGCTGTTCTCC................................................... 22 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAAGAGCAGCCAGGCCCAAAAT......................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................AAAGAGCAGCCAGGCCCAAAATT........................................................................................ 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTTGGGTCTGGCTGTTCTCTC.................................................. 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGAGCAGCCAGGCCCAAAATAT....................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AGAGCAGCCAGGCCCAAA........................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

....................................................................................................................................TAATAGCCTTGTAGACATTTCTCGGGG.. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.........................................................................................TTTTGGGTCTGGCTGTTCTCTA.................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTGGGTCTGGCTGTTCT..................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTTGGGTCTGGCTGTTCTCTAA................................................. 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCAAAATATCAAATAACATAAGGGTATATATATATAATTAATTTATAAATTTCTCGTCGGTCCGGGTTTTATAGAGTGTTTTATATATAAAACCCAGACCGACAAGAGATTTATAAAATAATTCGGATAAAATTATCGGAACATCTGTAAAGAGCCCCAG

************************************((((.(((((((((.((((((((((((((((((((((............)))))))))))))))))))))).))))))))).))))..*************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total
SRR2096058

Ovary_Min_98

SRR060665

9_females_carcasses_total

.............................................................TCCGGGTTTTATAGAGTGTTT............................................................................... 21 0 1 1.00 1 1 0 0 0 0 0

..................................................TTTCTCGTCGGTCCGGGTTTTA......................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0

...................................................TTCTCGTCGGTCCGGGTTTTA......................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:15821170-

15821330 +
dvi_161 AAGT--TTTA--TAGTTTATTGTATTCCCAT----------ATATATATATTAATTAAATATTTAAAGAGCAGCCAGGCCCAAAATATCTCACAAAATATATATTTTGGGTCTGGCTGTTCTCTAAATATTTTATTAAG--------CCTATTTTAATAGCCTTGTAGACATTTCTCGGGGTC

droMoj3 scaffold_6473:9658537-9658619
-

TA----------TAGATAAGTAGATATACAA----------ATATATATATTAACGATATATTTAATTAGCATTCAAGTT-----------------------------------------------------GCGTAATTAAAATATGTATATTG---------------------------

droGri2 scaffold_14822:990679-990771
+

ATAT--TCTA--AAATTTTTTTGTTTTTTTT----------ATATATATATTTACTATCTACTAAAATAGAAAATAAATTAAAAATATAATTTAATATTTATGC-------------------------------------------------TTT---------------------------

droWil2 scf2_1100000004511:10772371-
10772423 +

CTAAATACTTT--------------------------------------------------------------------------------------------------------------------------AATTAG--------TGCATATTCTAATCAAAGTAAATATTAATTAAAACC

droPer2 scaffold_2:14866-14919 - ATGTTTGATTTATATAT-----------TAAGTATATAAACATATATATATTAATTAAATATATA----------------------------------------------------------------------------------------------------------------------
droEle1 scf7180000491046:1379735-

1379774 +
TTAAA--------------------------------------------------------------GGGCGGCCAGGCTCACGAAATTTTACAAA-----CGA-------------------------------------------------CAT---------------------------

dm3 chrM:13088-13155 - AAAT--CTTTA-TATTT-TTTTTTATTTTAA----------TTATATAGATTAATTAAATTTTAATAAATAAA--------------------------------------------------------------------------AATATTTTA---------------------------droSec2 scaffold_15:812016-812018 + GTC------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4690:16547373-

16547429 -
ACAA-------------------------------------------------------------------------------------------TATATATATTTTATATCTCTTTATTCCTTTTATAATTTGTTCAT--------TTTATCTTA---------------------------
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ID:

dvi_128

Coordinate:

scaffold_12928:591031-591094 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GGCTAGGAATAAGGTGCTGCTAACATTTATAAATGAGTCTTTGCATCAAATGCAAGCACTTTGCAGCACTGGATTTTGAATCGGAAACAACCAGAACTCTGAGTGCCTGCTTCTGAAGCAGAGCAAATCACTGCTTAATTTTATTGTTTAATCTAACACTTTCC

***********************************...((((((.(((...(((.((((((...((..((((.((((......))))...))))..))..)))))).)))...))).)))))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

M028

head

SRR060681

Argx9_testes_total

M027

male
body

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

M061

embryo

SRR060678

9x140_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096059

Ovary_Min_164

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR1106717

embryo_6-
8h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

SRR1106730

embryo_16-
30h

SRR060673

9_ovaries_total

..................................................TGCAAGCACTTTGCAGCACTGG............................................................................................ 22 0 1 36.00 36 26 1 5 0 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGA........................................................................................... 23 0 1 31.00 31 18 1 2 0 1 3 0 0 0 0 0 1 1 0 1 0 1 1 1 0 0 0

...........................................................................................CAGAACTCTGAGTGCCTGCTTC................................................... 22 0 1 15.00 15 2 7 1 1 1 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTG............................................................................................. 21 0 1 11.00 11 3 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGAA.......................................................................................... 24 1 1 4.00 4 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCAC............................................................................................... 19 0 1 3.00 3 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................AGAACTCTGAGTGCCTGCTTC................................................... 21 0 1 3.00 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGAT.......................................................................................... 24 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGAC.......................................................................................... 24 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGAAA......................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGCAAGCACTTTGCAGCACTGG............................................................................................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCAAGCACTTTGCAGCACTGGA........................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGGTC.......................................................................................... 24 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCAAGCACTTTGCAGCACTGG............................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................GCAAGCACTTTGCAGCACTGT............................................................................................ 21 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGCAAGCACTTTGCAGCACTGT............................................................................................ 22 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

Anti-sense strand reads

CCGATCCTTATTCCACGACGATTGTAAATATTTACTCAGAAACGTAGTTTACGTTCGTGAAACGTCGTGACCTAAAACTTAGCCTTTGTTGGTCTTGAGACTCACGGACGAAGACTTCGTCTCGTTTAGTGACGAATTAAAATAACAAATTAGATTGTGAAAGG

************************************...((((((.(((...(((.((((((...((..((((.((((......))))...))))..))..)))))).)))...))).)))))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

SRR060672

9x160_females_carcasses_total

V116

male
body

M047

female
body

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

V047

embryo

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060689

160x9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR060665

9_females_carcasses_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

..........................................................................................GGTCTTGAGACTCACGGACGA..................................................... 21 0 1 14.00 14 5 2 2 0 1 1 2 0 0 0 1 0 0 0 0 0

.........................................................................................TGGTCTTGAGACTCACGGACGA..................................................... 22 0 1 12.00 12 5 1 1 1 1 0 0 1 1 1 0 0 0 0 0 0

............................................................................................GCTTGAGACTCACGGACGA..................................................... 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................GTGGTCTTGAGACTCACGGACGA..................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................AGCCTTTGTTGGTCTTGAGACTC............................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TCTTGAGACTCACGGACGA..................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:590981-

591144 -
dvi_128 GGCTAGGAATAAGGTGCTGCTAACATTTATAAATGAGTCTTTGCATCAAATGCAAGCACTTTGCAGCACTGGATTTTGAATCGGAAACAACCAGAACTCTGAGTGCCTGCTTCTGAAGCAGAGCAAATCACTGCTTAATTTTAT---TGTTTAATC------TAACACTTTCC

droMoj3 scaffold_6680:17147976-
17148005 -

TCA--------------------------------------------------------------------------------------------------------------------------------------ATTTTAC---AGGACCATC------CCAAATATTCC

droGri2 scaffold_8094:777-806 + ATTT-----------------------------------------------------------------------------------------------------------------------------------------TATGTACGGTTAGTT------TTACATCTCTT
dp5 XL_group1a:4484982-4484997

-
ATTT-------------------------------------------------------------------------------------------------------------------------------------------------------T------TTAAATTTCCT

droPer2 scaffold_11:1069844-
1069856 -

T----------------------------------------------------------------------------------------------------------------------------------------------------------T------TAAAATTTCCT

droEle1 scf7180000490214:1425294-
1425344 +

AGG-----------------------------------------------------------------------------------------------------------------------GCGTGTTACTGCATCAATTTAT---GGTTGAATTTTGGTGTCCACTCCTTC

Generated: 09/08/2015 at 08:09 PM
crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:590981-591144
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_128.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6680:17147976-17148005
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ID:

dvi_407

Coordinate:

scaffold_12963:15668404-15668462 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ17618-in]; CDS [Dvir\GJ17618-cds]; utr5 [utr5_minus_901]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GAGGGTGAGTAAACAAATCAAATACTCAAGTGCACAACGCCGCGTATACGCAATGCATTGGAATTCAGCCAACCTGACGCGCTGTTGGCTGATTCTTTATGCAAGGTTTGCACGCTTAGCGTTTCGAGACACGCCCGCGCATTTTGCCCAAGCCCCAGG

***********************************.((((.((((.((.((..(((((.(((((.((((((((..........)))))))))))))..)))))..)).)).))))...)))).************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

V116

male
body

SRR060678

9x140_testes_total

SRR060689

160x9_testes_total

V053

head

SRR060666

160_males_carcasses_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060683

160_testes_total

SRR060655

9x160_testes_total

SRR060656

9x160_ovaries_total

SRR060671

9x160_males_carcasses_total
SRR2096057

Ovary_Min_50

V047

embryo

SRR060670

9_testes_total

M027

male
body

..................................................CAATGCATTGGAATTCAGCCA........................................................................................ 21 0 1 18.00 18 3 1 4 3 0 1 1 0 0 2 1 2 0 0 0 0 0 0 0

..................................................CAATGCATTGGAATTCAGCCAA....................................................................................... 22 0 1 13.00 13 0 6 3 1 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGGTT................................................... 23 0 1 9.00 9 4 1 0 0 0 0 1 0 1 0 1 0 1 0 0 0 0 0 0

...................................................AATGCATTGGAATTCAGCCAAC...................................................................................... 22 0 1 5.00 5 1 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0

...................................................AATGCATTGGAATTCAGCCAA....................................................................................... 21 0 1 5.00 5 0 1 0 0 0 2 0 0 1 0 0 0 0 1 0 0 0 0 0

..................................................CAATGCATTGGAATTCAGCCAAC...................................................................................... 23 0 1 4.00 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGGTTC.................................................. 24 1 1 3.00 3 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GGCTGATTCTTTATGCAAGGTTC.................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGGT.................................................... 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGG..................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATGCATTGGAATTCAGCCAAC...................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................CAACCTGACGCGCTGTTGGCTGATT................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GGCTGATTCTTTATGCAAGGT.................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CAATGCATTGGAATTCAGCC......................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGGTC................................................... 23 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCTGATTCTTTATGCAAGGTTT.................................................. 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTCCCACTCATTTGTTTAGTTTATGAGTTCACGTGTTGCGGCGCATATGCGTTACGTAACCTTAAGTCGGTTGGACTGCGCGACAACCGACTAAGAAATACGTTCCAAACGTGCGAATCGCAAAGCTCTGTGCGGGCGCGTAAAACGGGTTCGGGGTCC

************************************.((((.((((.((.((..(((((.(((((.((((((((..........)))))))))))))..)))))..)).)).))))...)))).***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M027

male
body

SRR2096014

Ovary_Strain_160_oxidized

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:15668354-

15668512 +
dvi_407 GAGGGTGAGTAAACAAAT-CAAATACTCAAGTGCACAACGCCGCGTATACGCAATGCATTGGAATTCAGCCAACCTGACGCGCTGTTGGCTGATTCTTT--ATGCAAGGTTT--GCACGCTTAGCGTTTCGAGACACGCCCGCGCATTTTGCCCAAGCCCCAGG

droMoj3 scaffold_6500:18656751-
18656904 +

GAAGGTGAGTGAACGATT-CAA-------AGTGCACAACGTTGCGTATACGCAATGCATTGGAATGTTGTTGTCAACACGACCTGTTGGCCGATTTTTCGCATGCAAAGTTT--GCTCGTTAAACGATTCCAGACACGCCCGCGCATTTGGCGTCGTCGTCAGC

droGri2 scaffold_15126:4800945-
4801090 -

GAGGGTAAGTAAATAAATGCAA-ATCT--ATTGCATCACGCGGCGTATACGCAATGTATGGCAAATCAGTTTAATA---GACTTGAAAGCTGAGGCTTT--TTGAAAA-TTTGTACTTGCTTAACG-------ACACGCCCGCGCTTTTGGCTCAGGCACA--C

droWil2 scf2_1100000004585:5528542-
5528551 +

GAAGGTAAAT----------------------------------------------------------------------------------------------------------------------------------------------------------

dp5 4_group3:870410-870419 + GAGGGTAAGT----------------------------------------------------------------------------------------------------------------------------------------------------------
droPer2 scaffold_1:2350581-2350590 + GAGGGTAAGT----------------------------------------------------------------------------------------------------------------------------------------------------------
droAna3 scaffold_12916:15139453-

15139462 -
GAAGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droBip1 scf7180000396572:1876615-
1876624 +

GAAGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302384:279843-
279868 +

GAGGGTGAGTTGAGAGTT-GGAATATT-----------------------------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000451508:140083-
140092 -

GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491028:1836332-
1836344 +

GAGGGTGAGCTAA-------------------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000780252:32730-32739
-

GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droBia1 scf7180000302422:8921286-
8921298 -

GAGGGTAAGTGGA-------------------------------------------------------------------------------------------------------------------------------------------------------

droTak1 scf7180000415604:361426-
361435 +

GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droEug1 scf7180000409463:397466-
397475 -

GAGGGTAAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

dm3 chr2L:7237681-7237690 - GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------
droSim2 2l:6998152-6998161 - GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

droSec2 scaffold_3:2760532-2760541 - GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------
droYak3 2L:5665251-5665260 + GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4929:16157326-

16157335 -
GAGGGTGAGT----------------------------------------------------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:11 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:15668354-15668512
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12963:15668354-15668512
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_407.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6500:18656751-18656904
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15126:4800945-4801090
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004585:5528542-5528551
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=4_group3:870410-870419
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_1:2350581-2350590
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_12916:15139453-15139462
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396572:1876615-1876624
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302384:279843-279868
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000451508:140083-140092
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491028:1836332-1836344
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000780252:32730-32739
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302422:8921286-8921298
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415604:361426-361435
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409463:397466-397475
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2L:7237681-7237690
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2l:6998152-6998161
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_3:2760532-2760541
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2L:5665251-5665260
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4929:16157326-16157335


ID:

dvi_24188

Coordinate:

scaffold_13047:18557550-18557649 +

Confidence:

Candidate

Class:

Unknown

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTCGAGTTTCGATTTAATTTTTATATATACAAGTTGATTACACAACTAATAATACTACTAATGCTTGTCACTATCTGATTGCTATATTTATATATCTGATTGCTTTATTTATATATAGCAATCAGATAGCGACAAGCATTAGTAGTACTACTTAAAAAATCAATATTATTAATAATACTTTTTTTTTTTAATTTTGTGGT

***************************************************....((((((((((((((.(((((((((((((((((.((.(((...........))).)).))))))))))))))))).))))))))))))))********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060679

140x9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060664

9_males_carcasses_total

SRR060670

9_testes_total

V116

male
body

SRR060673

9_ovaries_total

SRR060665

9_females_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060671

9x160_males_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060668

160x9_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060677

Argx9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

M027

male
body

SRR060654

160x9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060688

160_ovaries_total

V053

head

SRR060658

140_ovaries_total

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR1106727

larvae

..................................................................GTCACTATCTGATTGCTATATT................................................................................................................ 22 0 1 50.00 50 3 6 2 5 9 3 1 1 2 2 3 2 4 2 0 0 1 1 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TTTATATATAGCAATCAGATAG....................................................................... 22 0 1 16.00 16 1 1 0 2 1 2 1 1 0 0 1 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 1 0 0 0

..................................................................GTCACTATCTGATTGCTATAT................................................................................................................. 21 0 1 11.00 11 2 1 1 0 0 3 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

...............................................................................................................TATATAGCAATCAGATAGCGAC................................................................... 22 0 1 10.00 10 1 0 0 1 0 0 2 0 1 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0

.................................................................................................................TATAGCAATCAGATAGCGACAA................................................................. 22 0 1 10.00 10 1 2 2 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................................................................................ATAGCAATCAGATAGCGACAAT................................................................ 22 1 1 9.00 9 0 0 0 1 0 1 1 1 0 1 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCGA.................................................................... 21 0 1 9.00 9 1 0 1 0 0 0 0 0 2 1 1 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TATAGCAATCAGATAGCGACA.................................................................. 21 0 1 8.00 8 1 2 1 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAGCAATCAGATAGCGACA.................................................................. 20 0 1 7.00 7 0 0 0 0 0 0 0 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TCACTATCTGATTGCTATATTT............................................................................................................... 22 0 1 6.00 6 1 0 1 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCG..................................................................... 20 0 1 5.00 5 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATATAGCAATCAGATAGCG..................................................................... 22 0 1 3.00 3 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTCACTATCTGATTGCTATAT................................................................................................................. 22 0 1 3.00 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATATATAGCAATCAGATAGCG..................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................ACTATCTGATTGCTATATTTA.............................................................................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................................GTCACTATCTGATTGCTATATTT............................................................................................................... 23 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................ATATAGCAATCAGATAGCGACAA................................................................. 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCGACAA................................................................. 24 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCGACT.................................................................. 23 1 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCGACA.................................................................. 23 0 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAGCAATCAGATAGCGACAA................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TAGCGACAAGCATTAGTAGTAC.................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................TTGCTATATTTATATATCTGA..................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAGCAATCAGATAGCGACAAG................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTATATATAGCAATCAGATAG....................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................ATATATACAAGTTGATTAC............................................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AATACTACTAATGCTTGTCACT................................................................................................................................ 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TATAGCAATCAGATAGCGAC................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................TATATATAGCAATCAGATAGCGA.................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATATAGCAATCAGATAGCGA.................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TATAGCAATCAGATAGCGACAAA................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................ATATATAGCAATCAGATAGCGAA................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TATATAGCAATCAGATAGCGACAAA................................................................ 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................ATAGCAATCAGATAGCGACAGT................................................................ 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTCACTATCTGATTGCTATAC................................................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

............................................................................................................TTATATATAGCAATCAGATAGCGA.................................................................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAGCAATCAGATAGCGACA.................................................................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................TAGCAATCAGATAGCGACAATT............................................................... 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTGATTGCTTTATTTATATAT.................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AATAATACTACTAATGCTT...................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAGCTCAAAGCTAAATTAAAAATATATATGTTCAACTAATGTGTTGATTATTATGATGATTACGAACAGTGATAGACTAACGATATAAATATATAGACTAACGAAATAAATATATATCGTTAGTCTATCGCTGTTCGTAATCATCATGATGAATTTTTTAGTTATAATAATTATTATGAAAAAAAAAAATTAAAACACCA

********************************************************....((((((((((((((.(((((((((((((((((.((.(((...........))).)).))))))))))))))))).))))))))))))))***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head

SRR060679

140x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096058

Ovary_Min_98

V116

male
body

V053

head

SRR060663

160_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

.................................................................CCAGTGATAGACTAACGATATAA................................................................................................................ 23 1 1 2.00 2 2 0 0 0 0 0 0 0 0

...............................................................GAACAGTGATAGACTAACGATA................................................................................................................... 22 0 1 1.00 1 0 0 1 0 0 0 0 0 0

...............................................................AAACAGTGATAGACTAACGATA................................................................................................................... 22 1 1 1.00 1 0 0 0 1 0 0 0 0 0

................................................................................................................................CGCTGTTCGTAATCATCATGA................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_13047:18557500-
18557699 +

dvi_24188 TTCGAGTTTCGATTTAATTTTTATATATACAAGTTGATTACACAACTAATAATACTACTAATGCTTGTCACTATCTGATTGCTATATTTATATATCTGATTGCTTTATTTATATATAGCAATCAGATAGCGACAAGCATTAGTAGTACTACTTAAAAAATCAATATTATTAATAATACTTTTTTTTTTTAATTTTGTGGT

Generated: 08/26/2015 at 05:08 PM
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crit.top3
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rescue.known
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PASS/FAIL
1
0
0
0
1
1
1
1
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1
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:18557500-18557699
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:18557500-18557699
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_24188.html


ID:

dvi_287

Coordinate:

scaffold_12822:1275911-1275979 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATTAAAAATAACTACTCGGCTGTAAAATGTATTCTTAGACAGGCCACAATAAATCCTTAGAATAGCGCAGTGGGTTGAGTGTTGAGACTCTCTGACCACACGATGTTCAAGGATCGAACTCCAGTGAAGACAAATGAATGAAAATATTTAGCAAATCTCAACATACGCA

***********************************.................((((((.(((((.((..((((...(((.((....)).)))...)))).)).)))))))))))...................************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096060

Ovary_Min_193

SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR060678

9x140_testes_total
SRR2096059

Ovary_Min_164

SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060689

160x9_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060656

9x160_ovaries_total

SRR060670

9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060663

160_0-
2h_embryos_total

SRR060681

Argx9_testes_total

SRR060661

160x9_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total
SRR2096013

Ovary_Strain_9_oxidized

M027

male
body

M061

embryo

SRR060674

9x140_ovaries_total

SRR060683

160_testes_total

SRR1106715

embryo_4-
6h

SRR1106716

embryo_4-
6h

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

V047

embryo

M047

female
body

M028

head

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060675

140x9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V053

head

SRR060684

140x9_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR060658

140_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR1106714

embryo_2-
4h

SRR1106717

embryo_6-
8h

SRR1106718

embryo_6-
8h

SRR1106729

mixed
whole
adult body

..................................................AAATCCTTAGAATAGCGCAGTGGGT.............................................................................................. 25 0 1 32.00 32 1 2 2 2 1 1 7 0 0 2 0 2 0 0 1 0 0 0 1 1 0 1 1 0 2 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGG............................................................................................... 24 0 1 27.00 27 2 1 0 3 1 0 0 1 1 2 2 0 0 1 0 0 0 0 1 0 2 2 1 0 0 0 0 1 2 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGG................................................................................................ 23 0 1 25.00 25 3 1 0 0 2 0 0 0 0 0 1 1 4 0 0 1 1 0 0 1 0 0 1 0 2 0 0 1 1 0 1 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAACT................................................. 22 0 1 16.00 16 4 0 1 1 0 3 0 3 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAA................................................... 21 0 1 15.00 15 0 0 0 2 1 2 2 0 0 0 1 3 0 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAACT................................................. 23 0 1 13.00 13 3 0 0 0 1 0 0 4 0 0 0 0 0 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAAA.................................................. 22 1 1 6.00 6 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................ACGATGTTCAAGGATCGAACT................................................. 21 0 1 6.00 6 0 0 3 0 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCG..................................................... 19 0 1 5.00 5 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCGA.................................................... 21 0 1 5.00 5 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATCCTTAGAATAGCGCAGTGGG............................................................................................... 23 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATGAAAA......................... 26 0 1 5.00 5 0 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CCACACGATGTTCAAGGATC...................................................... 20 0 1 4.00 4 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAACTT................................................ 24 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATGAAA.......................... 25 0 1 3.00 3 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAAC.................................................. 22 0 1 3.00 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCCAGTGAAGACAAATGAATGAA........................... 23 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATGAAAATA....................... 28 0 1 3.00 3 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAG................................................................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGA.............................................................................................. 25 1 1 3.00 3 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCCAGTGAAGACAAATGAATGAAAATA....................... 27 0 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCG..................................................... 18 0 1 3.00 3 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATC...................................................... 21 0 1 3.00 3 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAACTCC............................................... 24 0 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCCAGTGAAGACAAATGAATGAAA.......................... 24 0 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CGATGTTCAAGGATCGAACT................................................. 20 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TGAAGACAAATGAATGAAAATATTTA................... 26 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................AAGACAAATGAATGAAAATATT..................... 22 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................GTTCAAGGATCGAACTCC............................................... 18 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCG..................................................... 20 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TCTGACCACACGATGTTCAAGGATCG..................................................... 26 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CCACACGATGTTCAAGGATCGAACTCC............................................... 27 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGACCACACGATGTTCAAGGATC...................................................... 23 0 1 2.00 2 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCCAGTGAAGACAAATGAATGAAAA......................... 25 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TGAAGACAAATGAATGAAAATATTT.................... 25 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.................................................................................................ACACGATGTTCAAGGATCGA.................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAACTC................................................ 24 0 1 2.00 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTG................................................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGTAA............................................................................................ 27 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CCAGTGAAGACAAATGAATGAAAATATT..................... 28 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATCGAACTCC............................................... 28 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGACCACACGATGTTCAAGGATCGA.................................................... 25 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................ACGATGTTCAAGGATCGAACTCC............................................... 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCGAACTCCA.............................................. 27 0 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATCG..................................................... 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGT.................................................................................................. 21 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGT............................................................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGTT............................................................................................. 26 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................TGACCACACGATGTTCAAGGATCGAACTC................................................ 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGTTG............................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CGATGTTCAAGGATCGAACTC................................................ 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAACTCCAG............................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATCGAAC.................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCGG.................................................... 21 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................CTTAGAATAGCGCAGTGGGT.............................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................AAGACAAATGAATGAAAATATTT.................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GACCACACGATGTTCAAGGATCGA.................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGTC............................................................................................. 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATCCTTAGAATAGCGCA.................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAAC.................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGC............................................................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CCAGTGAAGACAAATGAATGAAAATATTT.................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATCCTTAGAATAGCGCAGTGG................................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATCCTTAGAATAGCGCAGTGGGTTGAG.......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGGGAA............................................................................................. 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAAAAA................................................ 23 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAAT.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CGATGTTCAAGGATCGAA................................................... 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATCA..................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TGAAGACAAATGAATGAAAATATTA.................... 25 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................CAGTGAAGACAAATGAATGAAAATAT...................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................CAGTGAAGACAAATGAATGAAAATATA..................... 27 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CCAGTGAAGACAAATGAATGAAAATAT...................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CTGACCACACGATGTTCAAGGATCG..................................................... 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCGAACTCCAG............................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TGAAGACAAATGAATGAAAATATT..................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................CAGTGAAGACAAATGAATGAAAA......................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................ACCACACGATGTTCAAGGATCGAACTC................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACGATGTTCAAGGATCGAACTCCA.............................................. 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATC...................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATGAA........................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATCCTTAGAATAGCGCAGTGGGTT............................................................................................. 25 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGT................................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCAGTGA................................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATG............................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................AGTGAAGACAAATGAATGAAAAT........................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CCAGTGAAGACAAATGAATGAAAA......................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTCAAGGATCGAACTCCAGTGAAGA....................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................GCGCAGTGGGTTGAGTGTTGAGACTCTC............................................................................. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAA................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCA..................................................... 20 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TGTTGAGACTCTCTGACCACACGATG................................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCCAGTGAAGACAAATGAATGAAAAA........................ 26 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACACGATGTTCAAGGATCGAACTCC............................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TGAGTGTTGAGACTCTCTG........................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................AAATCCTTAGAATAGCGCA.................................................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................GAAGACAAATGAATGAAAATATTT.................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................CTCCAGTGAAGACAAATGAATGAAAATAT...................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CACGATGTTCAAGGATCGAACTT................................................ 23 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAATTTTTATTGATGAGCCGACATTTTACATAAGAATCTGTCCGGTGTTATTTAGGAATCTTATCGCGTCACCCAACTCACAACTCTGAGAGACTGGTGTGCTACAAGTTCCTAGCTTGAGGTCACTTCTGTTTACTTACTTTTATAAATCGTTTAGAGTTGTATGCGT

************************************.................((((((.(((((.((..((((...(((.((....)).)))...)))).)).)))))))))))...................***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096013

Ovary_Strain_9_oxidized

GSM1528803

follicle
cells

SRR060689

160x9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

V053

head

M047

female
body

.................................................................................................................AGCTTGAGGTCACTTCTGTTTA.................................. 22 0 1 2.00 2 2 0 0 0 0 0 0

..................................................................................................GTGCTACAAGTTCCTAGCTTG.................................................. 21 0 1 1.00 1 0 0 1 0 0 0 0

...................................................................................................................CTTGAGGTCACTTCTGTTTA.................................. 20 0 1 1.00 1 0 0 0 0 1 0 0

..................CGACATTTTACATAAGAATCTGTCCGGT........................................................................................................................... 28 0 1 1.00 1 0 0 0 1 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12822:1275861-

1276029 +
dvi_287 ATTAAAAATAACTACTCGGCTGTAAAATGTATTCTTAGACAGGCCACAATAAATCCTTAGAATAGCGCAGTGGGTTGAGTGTTGAGACTCTCTGACCACACGATGTTCAAGGATCGAACTCCAGTGAAGACAAATGAATGAAAATATTTAG---------------------------CAAATCTCAACATACG--C-A

droMoj3 scaffold_6665:2442-2507 - TGTCCAAAGAACTC-------------------------------------------------------------------------------------------------------ACAAGGACGACAA--------CGACAAACTT---GAGAAAGTCGCCAA------AATTT----------GGCGCACA--C-A
droGri2 scaffold_14624:1929731-

1929776 -
GACACATCAA--------------------------------------------------------------------------------------------------------------------------------CAAAAATCTT---GT---TGTTGCACA------TCTCT----------AATACAGG--C-A

droWil2 scf2_1100000004521:1328527-
1328573 -

AAGGACTAAA------------------------------------------------------------------------------------------------------------CTGAAGAAACT----------------------GC---------AAAAAAACAAAAAT----------AAAAAACA--G-A

dp5 XL_group3a:1838236-1838257 - TTAGC------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AATTTTCATTGTATG--C-A
droBip1 scf7180000396730:2746223-

2746277 -
CAAGGATCAA-----------------------------------------------------------------------------------------------------------CTTCTAATGTATT---------------------GAAAAAAATTAAAA------TATTTAAAAAA----------AACATAC

droKik1 scf7180000302577:516149-
516208 -

AGAGAGAAAAACG----GGTAGTAAAATGTATTTAAAGCCAAGTTAAAGAAAATCCTTA------------------------------------------------------------------------------------------------------------------------------------TAA--T-A

droFic1 scf7180000449221:860-861 + CG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
droBia1 scf7180000301760:190993-

191052 -
ACAAAATGAC-------------------------------------------------------------------------------------------------CAGAAATCGAATTTAAATGGGAAAAACTAATTGAAAC-----------------------------TCT----------CGAGCAAA--T-C

droTak1 scf7180000415287:287955-
287983 -

ATTTAATATAGCTCCTTGGATGTA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------AAA--T-G

droEug1 scf7180000409008:199130-
199172 -

AAGAAAAGAAA------------------------------------------------------------------------------------------------------------------------------GTGAAAGTATTTAG---------------------------CAATGCAAAATTTATT--A-C

dm3 chr3L:3874059-3874083 - ACCAATTTGGAGTATTCAGCT---------------------------------------------------------------------------------------------------------------------------------------------------------------------------AT--A-A
droYak3 3L:3465993-3466035 + AAAACAAGCAA------------------------------------------------------------------------------------------------------------------------------AAAAAAATATTTAA---------------------------AGAACAACAACTTTAG--A-A
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ID:
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure

No conservation details.

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ24548-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATTATTAAACTGCATTTGCTTGCAGAAATAATGTGCAAATAATTTAGCATAGATAAAGTACTTATCATATTACTCGAAAGGTTTTTAATCTAGAAACACCCGTCGAATAATCTGATAAGTACTTCATCTGAACTGTTCAAGATTTACATTTTAAAAAATGTTTTTAAACAAATAGAAA

**********************************************...(((((.((((((((((((.((((.((((..(((((((......)))).)))..)))).)))).)))))))))))).)))))....********************************************
Read
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#
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Norm Total

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096060
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SRR2096056
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SRR2096080
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day old
nondysgenic
mothers

SRR2096055

Ovary_Min_43

SRR2096072
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2h from
15to16 day
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dysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
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head
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SRR2096038

embryo_0-
2h from 14
day old
Strain 9
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SRR2096058

Ovary_Min_98

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total

M027
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body

SRR060655

9x160_testes_total

SRR060669

160x9_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR1106724

embryo_12-
14h

SRR1106730

embryo_16-
30h

V047

embryo

SRR060685

9xArg_0-
2h_embryos_total

................................................................................................CACCCGTCGAATAATCTGATAAG........................................................... 23 0 1 65.00 65 10 8 4 3 9 4 8 3 7 2 0 0 2 3 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................................................................CCCGTCGAATAATCTGATAAGT.......................................................... 22 0 1 33.00 33 5 6 4 2 1 1 1 6 1 1 1 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGATAA............................................................ 22 0 1 18.00 18 2 2 3 4 0 4 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................TTATCATATTACTCGAAAGGTT............................................................................................... 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGATA............................................................. 21 0 1 3.00 3 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ACACCCGTCGAATAATCTGATA............................................................. 22 0 1 3.00 3 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CCCGTCGAATAATCTGATAAG........................................................... 21 0 1 3.00 3 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CCGTCGAATAATCTGATAAGT.......................................................... 21 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACCCGTCGAATAATCTGATAAG........................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................................TATCATATTACTCGAAAGGTTTT............................................................................................. 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................................................ATCATATTACTCGAAAGGTTTT............................................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGATAAA........................................................... 23 1 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................ACACCCGTCGAATAATCTGAT.............................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..............................................................TATCATATTACTCGAAAGGTT............................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TATCATATTACTCGAAAGGTTT.............................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................ATCATATTACTCGAAAGGTTT.............................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CCCGTCGAATAATCTGATAAGTT......................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGATAAGT.......................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

................................................................................................CACCCGTCGAATAATCTGA............................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................TACTCGAAAGGTTTTTAATCTAGAAACAC............................................................................... 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACCCGTCGAATAATCTGATA............................................................. 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CCGTCGAATAATCTGATAAGTAAA....................................................... 24 2 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGATAAGA.......................................................... 24 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGAATAATCTGATAAGTACT....................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CACCCGTCGAATAATCTGG............................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAATAATTTGACGTAAACGAACGTCTTTATTACACGTTTATTAAATCGTATCTATTTCATGAATAGTATAATGAGCTTTCCAAAAATTAGATCTTTGTGGGCAGCTTATTAGACTATTCATGAAGTAGACTTGACAAGTTCTAAATGTAAAATTTTTTACAAAAATTTGTTTATCTTT

********************************************...(((((.((((((((((((.((((.((((..(((((((......)))).)))..)))).)))).)))))))))))).)))))....**********************************************
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SRR2096014

Ovary_Strain_160_oxidized

V047

embryo

SRR060676

9xArg_ovaries_total

M061

embryo

SRR060670

9_testes_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_12963:9115510-
9115687 -

dvi_23807 ATTATTAAACTGCATTTGCTTGCAGAAATAATGTGCAAATAATTTAGCATAGATAAAGTACTTATCATATTACTCGAAAGGTTTTTAATCTAGAAACACCCGTCGAATAATCTGATAAGTACTTCATCTGAACTGTTCAAGATTTACATTTTAAAAAATGTTTTTAAACAAATAGAAA
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ID:
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Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds
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No Repeatable elements found
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TTCCAGGCGGATGGCCAGCCCATGGCCGAGGAATGTGTGGCGGCGATGCGCCGGAGCGAGTCGCCGCCGCTGCGTCTGCGCAAAAAGTATGATTTGCGCGAGGCGCCGCAGCGGCGACTCGATCCGGCATGCTTTCGCCGCATCTCGCCAGAGTTTTATAGCCTGCTCAAGAGCTACG

**********************************************...((((((.(((((((((((.((.(((((((((((((........))))))).)))))).)).))))))))))).))))))....**********************************************
Read
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Norm Total

M047

female
body

SRR060659

Argentina_testes_total

SRR060670

9_testes_total

V053

head

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060657

140_testes_total

SRR060668

160x9_males_carcasses_total

M027
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body

M028

head

M061

embryo
SRR2096060

Ovary_Min_193

SRR060655

9x160_testes_total

SRR060666
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SRR060683

160_testes_total

SRR060686
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2h_embryos_total

SRR2096055

Ovary_Min_43

SRR060669

160x9_females_carcasses_total

SRR060658

140_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060689

160x9_testes_total
SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

V047

embryo

SRR060663

160_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

V116

male
body

SRR2096013

Ovary_Strain_9_oxidized

SRR2096057

Ovary_Min_50

SRR060662

9x160_0-
2h_embryos_total

................................................................................................CGCGAGGCGCCGCAGCGGCGA............................................................. 21 0 1 21.00 21 8 3 0 1 1 2 1 0 1 0 0 0 0 0 1 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGGC............................................................... 21 0 1 11.00 11 0 0 0 1 0 0 0 0 0 1 2 0 0 0 0 0 0 3 0 0 0 0 0 0 0 2 1 0 0 0 0 0 1 0 0 0 0

............................................GATGCGCCGGAGCGAGTCGCCG................................................................................................................ 22 0 1 11.00 11 0 2 0 0 0 1 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGAC............................................................ 22 0 1 10.00 10 1 1 0 2 0 0 1 0 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0

.............................................ATGCGCCGGAGCGAGTCGCCG................................................................................................................ 21 0 1 5.00 5 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...............................................................................................GCGCGAGGCGCCGCAGCGGCGAC............................................................ 23 0 1 5.00 5 1 0 0 1 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GCGGCGACTCGATCCGGCA................................................. 19 0 1 4.00 4 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGGCG.............................................................. 22 0 1 3.00 3 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CGCAGCGGCGACTCGATCCGGCA................................................. 23 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGT............................................................. 21 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCAA............................................................................................... 22 0 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGACT........................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GCCGGAGCGAGTCGCCGCC.............................................................................................................. 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...............................................................................................GCGCGAGGCGCCGCAGCGGCGA............................................................. 22 0 1 2.00 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGGCGA............................................................. 23 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TCGCCGCCGCTGCGTCTGCG.................................................................................................. 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................GATGCGCCGGAGCGAGTCG................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATGCGCCGGAGCGAGTCGCCT................................................................................................................ 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGGCGAC............................................................ 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TCGCCGCCGCTGCGTCTGCGC................................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCACT.............................................................................................. 23 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGAA............................................................ 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGT............................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGTT............................................................ 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................GAGTCGCCGCCGCTGCGT....................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATGCGCCGGAGCGAGTCGC.................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGC................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGACA........................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATGCGCCGGAGCGAGTCGCC................................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GCGCGAGGCGCCGCAGCGGC............................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGG................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GCGCGAGGCGCCGCAGCGG................................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCA................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

...........................................................................................................GCAGCGGCGACTCGATCCGGCC................................................. 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGGCGC............................................................. 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CGGAGCGAGTCGCCGCCGCT........................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TCGCCGCCGCTGCGTCTGCGCA................................................................................................ 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCG.............................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GCGGCGACTCGATCCGGC.................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCATT.............................................................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ATGCGCCGGAGCGAGTCG................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TGCGCGAGGCGCCGCAGCGT................................................................ 20 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGACTT.......................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................GCAGCGGCGACTCGATCCGGAC................................................. 22 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................GCGCGAGGCGCCGCAGCGT................................................................ 19 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCGAGGCGCCGCAGCGGCGAT............................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................CGGAGCGAGTCGCCGCCGCTG.......................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCAT............................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................GCGACTCGATCCGGCATGCTTTCG......................................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................CGATGCGCCGGAGCGAGTCGCC................................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................CGCCGCCGCTGCGTCTGCGCCC............................................................................................... 22 2 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAGGTCCGCCTACCGGTCGGGTACCGGCTCCTTACACACCGCCGCTACGCGGCCTCGCTCAGCGGCGGCGACGCAGACGCGTTTTTCATACTAAACGCGCTCCGCGGCGTCGCCGCTGAGCTAGGCCGTACGAAAGCGGCGTAGAGCGGTCTCAAAATATCGGACGAGTTCTCGATGC

**********************************************...((((((.(((((((((((.((.(((((((((((((........))))))).)))))).)).))))))))))).))))))....**********************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR060671

9x160_males_carcasses_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096056

Ovary_Min_46

V116

male
body

SRR060672

9x160_females_carcasses_total

SRR060669

160x9_females_carcasses_total
SRR2096057

Ovary_Min_50

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

SRR060658

140_ovaries_total

M028

head

SRR060681

Argx9_testes_total

SRR060687

9_0-
2h_embryos_total

V053

head

..............................................................CGGCGGCGACGCAGACGCGT................................................................................................ 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12932:89279-89456 + dvi_23723 TTCCAGGCGGATGGCCAGCCCATGGCCGAGGAATGTGTGGCGGCGATG---CGCCGGAGCGAGTCGCCGCCGCTGCGTCTGCGCAAAAAGTATGATTTGCGCGAGGCGCCGCA------GCGGCGACTCGATCCGGCATGCTTTCGCCGCATCTCGCCAGAGTTTTATAGCCTGCTCAAGAGCTACG
droMoj3 scaffold_6473:2210138-

2210315 -
TTTCAGGCGGATGGCCAGCCCATGGGCGATGAATGCATTGCAGCGTGT---CGCCGCTTTGAGTCGCCGCTGCCACGCCTACGCAAGAAGTACAGCTTGCGCGAGGTGCCGCA------GCGGCGACTGAGTCCGGCGTGCTTTCGCCGCATCTCACCGGAATTCTATGGCCTGCTCAAGAGCTACG

droGri2 scaffold_15203:7456427-
7456613 +

TTTCAGGCGGACGGACAGCCGATGGGCGAGGAGTGCCGCCAGGCACTGCGTTGCCGGATGGAGTCGTCACTGATGCGCCTGCGCAATAGATCCAATTTGCGCGGCAACACGCAACATCGGCGGCGACTCGATCCGGCAAGATATCGCCGCATTTCGCCCGAGTTTTACAGGCTGCTCAAGAGCTACG

droWil2 scf2_1100000004401:1110780-
1110954 -

TTTCAGGCAGATGGACAGCCCATGTCCGGTGATTGTATGGCGGA---G---CGGCGCACAGAGCCATTAATGCCGCGCCTACGTAAAAAAAACGATATTCGTAAGGCGCCGCA------ACGGCGACTCGATCCGACGCATTTCCGCCGCATCTCGCCAGAATTTTATAACCTACTTAAGCGCTACG

dp5 XL_group1a:6885230-6885407 + TTCCAAGGCGACGGCCAGCCCATGTCCAGGGAGTGCCAGCTGGCGACG---CGGCGCACAGAGCCGCTGATGCCGTGCCTGCGCAGGAAATACGAGCTGCAGCAGGCACCGCA------GCGGCGACTCGAGCCGCAACACTTTCGCCGCATCTCGCCGGAGTTCTTCGGGATACTCCAGAAGTACG
droPer2 scaffold_25:405096-405272 - TCCAAG-GCGACGGCCAGCCCATGTCCAGGGAGTGCCAGCTGGCGACG---CGGCGCACAGAGCCGCTGATGCCGTGCCTGCGCAGGAAATACGAGCTGCAGCAGGCACCGCA------GCGGCGACTCGAGCCGCAACACTTTCGCCGCATCTCGCCGGAGTTCTTCGGGATACTCCAGAAGTACG
droAna3 scaffold_13335:2457220-

2457394 +
TTCCAGGCGGATGGCCAGCCGATGGCCAGCGAGTGTGTGGCGGC---G---CGCCGGACCGAGCCGCTGCTGCCGCGCCTGCGCAGGAAGTACGACCTACGCCAGGTGCCGCA------GCGGCGCCTCGATCCGGCCCTCTTCCGCCGCATCTCGCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droBip1 scf7180000396683:116503-
116677 -

TTCCAGGCGGACGGCCAGCCGATGGCCAGCGAGTGCGTGGCGGC---G---CGCCGGACCGAGCCACTGCTGCCGCGACTGCGCAGGAAGTACGACCTACGCCAGTCGCCGCA------GCGGCGCCTCGATCCGGCGCTCTTCCGCCGCATCTCGCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droKik1 scf7180000302698:889652-
889751 +

---------------------------------------------------------------------------------CGCCGTAAGAACGATCTCCGTAAGGCACCTCA------TCGACGTCTTGATCCGGCCGCCTTTCGCCGCATATCTCCAGAGTTCTTTTGCCTTTTGGATGCCTACG

droFic1 scf7180000454050:176470-
176644 -

CTCCAGGGCGACGGCCAGCCGATGGCCAGGGAATGCCTGGCGGC---C---CGCCGGACGGAGCCGCTGCTGCCGCGTCTGCGACGCAAGTTCGATTTGCGGCGGGCGCCACA------GCGACGGCTCGATCCGGCGCACTTCCGCCGCATCTCGCCGGAGTTCTACCGCATCCTGGCCAGCTACG

droEle1 scf7180000491087:402419-
402593 +

TTCCAGGCCGATGGACAACCCATGGCCGGCGAGTGTTTGGCGGC---A---CGCCGGACGGAGCCGCTGCTGCCGCGCCTGCGCCGCAAGTTCGACTTGCGACAGGCGCCGCA------ACGGCGTCTCGATCCGGCCCTCTTCCGCCGCATCTCGCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droRho1 scf7180000778808:39517-39691
-

TTCCAGGCCGATGGACAGCCCATGGCCAGCGAGTGTTTGGCGGC---G---CGCCGGACGGAGCCGCTGTTGCCGCGCCTGCGCCGCAAGTTCGACTTGCGCCAGGCGCCCCA------GCGGCGGCTCGATCCGGCCCTCTTCCGCCGCATCTCGCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droBia1 scf7180000302126:3117561-
3117735 -

TTCCAGGCCGATGGACAGCCCATGGGCAGCGATTGCCTGGCCGC---C---CGCCGGACGGAGCCGCTGTTGCCGCGCCTGCGCCGCAAGTTCGACCTGCGCCAGGCGCCCCA------ACGGCGGCTCGATCCGGCCCGCTTCCGCCGCATCTCGCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droTak1 scf7180000415394:40860-41034
-

TTCCAGGCGGATGGACAGCCAATAACCACGGATTGCCTCTCTGC---C---CGCCGGACGGAGCCGCTGCTGCCGCGCCTGCGCCGCAAATTCGATCTGCGCCAGGCGCCCCA------GCGGCGTCTCGATCCCGCGCTCTTCCGCCGCATCTCCCCGGAGTTCTTCCGCATCCTGGCCAGCTACG

droEug1 scf7180000409230:38625-38799
+

TTCCAGGCCGATGGACAACCCATGGCCAGTGATTGCTTACGAGC---G---CGACGGACGGAGCCGCTGTTGCCGCGCCTGCGTCGCAAGTTCGACTTGCGCCAGGCGCCACA------ACGTCGGCTCGATCCGGCGCGCTTTCGACGCATCTCGCCGGAGTTTTTTCGCATCCTGTCCAGCTACG

dm3 chrX:10274452-10274626 - TTCCAGGCCGATGGACAGCCCATGGCCAGCGATTGTTTGGATGC---A---CTCCGGACGGAGCCGCTGTTGCCGTGCCTGCGACGCAAGTTCGACTTGCGCCAGGCGCCACA------ACGGCGTCTCGATCCGGCGCGCTTCCGACGCATTTCGCCGGAGTTCTTTCGCATCCTCGCCAGCTACG

droSim2 x:9747235-9747409 - TTTCAGGCCGATGGACAGCCCATGACCAGCGATTGCTTGGATGC---A---CTCCGGACGGAGCCGCTGTTGCCGTGCCTGCGACGCAAGTTCGACTTGCGCCAGGCGCCACA------ACGGCGTCTCGATCCGGCGCGCTTCCGTCGCATTTCGCCGGAGTTCTTTCGCATCCTGGCCAGCTATGdroSec2 scaffold_15:971605-971779 - TTTCAGGCCGATGGACAGCCCATGACCAGCGATTGCTTGGATGC---A---CTCCGGACGGAGCCGCTGTTGCCGTGCCTGCGACGCAAGTTCGACTTGCGCCAGGCGCCACA------ACGGCGTCTCGATCCGGCGCGCTTCCGTCGCATTTCGCCGGAGTTCTTTCGCATCCTGGCCAGCTATG

droYak3 X:18848651-18848828 - TTCCAGGCCGATGGACAGCCCATGGCCAGCGATTGCTTGGAGGCGGCA---CTCCGGACGGAGCCGCTGTTGCCGTGCCTGCGTCGCAAGTTCGACTTGCGCCAGGCGCCACA------ACGGCGTCTCGATCCGGCGCGCTTCCGTCGCATTTCGCCGGAGTTCTTTCGCATCCTGGCCAGCTACG
droEre2 scaffold_4690:4861596-

4861770 +
TTCCAGGCCGATGGACAGCCCCTGGCCAGCGACTGCTTGGAGGC---A---CTCCGGACGGAGCCGCTGTTGCCGTGCCTGCGACGCAAGTTCGACTTGCGCCAGGCGCCCCA------ACGGCGTCTCGATCCGGCGCGCTTTCGTCGCATTTCGCCGGAGTTCTTTCGCATCCTGGCCAGCTACG
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
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rescue.total
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rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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ID:

dvi_455

Coordinate:

scaffold_12875:12108737-12108799 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

Repeatable elements

Name Class Family Strand

(TATG)n Simple_repeat Simple_repeat +

(CATA)n Simple_repeat Simple_repeat +

(TATG)n Simple_repeat Simple_repeat +

mature

1. dvi_455  scaffold_12875:12108776-12108798 +
2. scaffold_13049:3974688-3974710 -

star

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGGCAATAAGTTTATTTTTTTTTACATGTATATACATATATATGTACATATGTAGTGTGCATGAATAAATGTTTGAAAATTTGTATACATATATACATACATACATACATGTGCATGTGTAAGATTGTGCATCTGTGAATATTTATTGTGTTTCCGCAACAGT

***********************************.((((((((((((..(((((((((.(((.(((.((((.((........)).)))).))).))).))))).))))))))))))))))......************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060677

Argx9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060681

Argx9_testes_total

V053

head

SRR060669

160x9_females_carcasses_total

SRR060665

9_females_carcasses_total

V047

embryo

SRR060678

9x140_testes_total

M028

head

V116

male
body

SRR2096056

Ovary_Min_46

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060679

140x9_testes_total
SRR2096059

Ovary_Min_164

SRR060671

9x160_males_carcasses_total
SRR2096055

Ovary_Min_43

SRR060666

160_males_carcasses_total

SRR060670

9_testes_total

SRR060674

9x140_ovaries_total
SRR2096058

Ovary_Min_98

SRR060668

160x9_males_carcasses_total

SRR1106722

embryo_10-
12h

SRR060683

160_testes_total

SRR060654

160x9_ovaries_total

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060673

9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060688

160_ovaries_total

SRR1106723

embryo_12-
14h

SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

SRR060656

9x160_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060682

9x140_0-
2h_embryos_total

M061

embryo

.........................................................................................TATATACATACATACATACATGT................................................... 23 0 2 76.50 153 22 13 13 12 13 5 4 6 3 8 2 3 1 5 7 5 6 4 1 3 1 5 1 2 1 1 0 0 0 0 0 2 0 2 0 0 0 1 1 0

..................................................TGTAGTGTGCATGAATAAATGT........................................................................................... 22 0 1 17.00 17 5 0 1 2 0 1 0 1 1 0 0 1 1 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................................ATATGTAGTGTGCATGAATAAATG............................................................................................ 24 0 1 7.00 7 1 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTAGTGTGCATGAATAAATG............................................................................................ 21 0 1 5.00 5 1 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATATGTAGTGTGCATGAAT................................................................................................. 19 0 1 5.00 5 0 0 0 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGTAGTGTGCATGAATAAATG............................................................................................ 22 0 1 4.00 4 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...............................................ATATGTAGTGTGCATGAATAAA.............................................................................................. 22 0 1 3.00 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTAGTGTGCATGAATAAATGTT.......................................................................................... 23 0 1 3.00 3 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATATGTAGTGTGCATGAATA................................................................................................ 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTAGTGTGCATGAATAAAT............................................................................................. 20 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................ATGTAGTGTGCATGAATAAAT............................................................................................. 21 0 1 2.00 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATACATACATACATACATG.................................................... 22 0 6 1.67 10 6 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATATATACATACATACATACATG.................................................... 23 0 6 1.33 8 5 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GTGCATGTGTAAGATTGTGC................................. 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGTGCATGAATAAATGTTT......................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TTTTACATGTATATACATATAT.......................................................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TATGTAGTGTGCATGAATAAA.............................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..............................................CATATGTAGTGTGCATGAAT................................................................................................. 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATATGTAGTGTGCATGAATAAATGTT.......................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ATGTAGTGTGCATGAATAAATA............................................................................................ 22 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATATGTAGTGTGCATGAATAAAT............................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATACATACATACATACATGTC.................................................. 24 1 3 0.67 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................ATGTATATACATATATATGTA..................................................................................................................... 21 0 4 0.50 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATACATACATACATACAT..................................................... 21 0 20 0.45 9 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATACATACATACATACATGT................................................... 22 0 7 0.29 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACCGTTATTCAAATAAAAAAAAATGTACATATATGTATATATACATGTATACATCACACGTACTTATTTACAAACTTTTAAACATATGTATATATGTATGTATGTATGTACACGTACACATTCTAACACGTAGACACTTATAAATAACACAAAGGCGTTGTCA

************************************.((((((((((((..(((((((((.(((.(((.((((.((........)).)))).))).))).))))).))))))))))))))))......***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M027

male
body

M028

head

SRR060666

160_males_carcasses_total

SRR060663

160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total
SRR2096058

Ovary_Min_98

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M047

female
body

SRR060669

160x9_females_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060679

140x9_testes_total
SRR2096060

Ovary_Min_193

SRR060661

160x9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060671

9x160_males_carcasses_total
SRR2096059

Ovary_Min_164

SRR060667

160_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060665

9_females_carcasses_total
SRR2096057

Ovary_Min_50

SRR2096055

Ovary_Min_43

SRR060659

Argentina_testes_total
SRR2096056

Ovary_Min_46

SRR060685

9xArg_0-
2h_embryos_total

M061

embryo

V053

head

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060675

140x9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060681

Argx9_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

SRR060676

9xArg_ovaries_total

...................................................................................................................................AGACACTTATAAATAACACAA........... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................ACACGTAGACACTTATAAATA................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:12108687-

12108849 +
dvi_455 TGGCAATAAGTTT-------ATTTTTTTTTACATGTATATACATATATATGTACATATGTAGTGTGCATGAA--------------------------------------------------------------------------------------------------TAAA------------------TGTTTGAAA--------ATTT--------GTATAC----ATATATACATACATACA----TAC--ATGTGCA------TGTGTAAG--------ATTGT--GCA--TCTGTG-----------------------AATATTTAT-------TGTGTTTCCGCAAC-----AG----T

droMoj3 scaffold_6473:1862339-
1862491 +

ATAT---------AT---------ATATATA---------------------------------------------TATATATATATATATAT---------------------------------------ATATATATATATATATATA------T---------------A------------------TATATGTATAT------ATGTATAACTATGCATAC----ATATATATGTATA------------------------------------------TACAT--ACATATACATATGTATATATACA--------------ATTTAT-------TATATTTTTACACCGCAAAAAAAAGT

droGri2 scaffold_15112:3490147-
3490306 -

AAGC---------AA---------ACATATA---------------------------------------------TATATTTCTATATATAT---------------------------------------ATATATATATAAATAA-TA------T----TGTGTA-----A------------------TGTATATATAT----ATATAT--------ATATAT----ATATATACATATATACA----------------------TATAT------------------GC-TGTTTATA--CACAAATTTTCAACAATTTACCATATTTATTGTT-----TAATTTAGTAAC-----AA----A

droWil2 scf2_1100000004958:429016-
429180 -

TGTATATG--TAT-------ATGTATATGTATATGTATATGTATATGTAT--------------------------------------------------------------------------------------------ATGTATATGTATATGTATA-TGTATATGTATA------------------TGTATATGTAT------AT--------------GTATATGTAT--------ATGTATATGTATATGTATATGTATATGTATATGTATATGTATATGTAT--ATGTATATGTATATGTATATG------------------------------------------------------T

dp5 XL_group3a:1986859-1987012
-

TATCAATG--TTT-------GGGCAGAATTACTTTTGGATATACTCGCATAATCT------------------------------------------------------------------------AAATA-----------------TA------T----TGCGTATATATG------------------GA-ATATAGGCAC----AT--------------------GTAC--------ATATATACATTC--ATATTTATGATCGCGTGCA------------TAT--ATTTTTCTGTATATATATATA------------------TTAATGCCA-------------AAC-----TA----A

droPer2 scaffold_11:574976-575121
-

TAACAACA--ATT-------TTTTTTTTGTGCTCACAGATACGCATCCTTGTGCGTGT-GGGTGTGCATCCTTATA---------------------------------------------------------------------------------CATA-TATATATATATA------------------TATATATATAT--ATATATAT--------ATATAT----ATA--------TATATA----------------------TATAC--------------------TTAAA------TGTAT---------------------CTGATATCTGATAT----------------------G

droAna3 scaffold_13334:924039-
924197 +

ATAT---------AT---------ATATATA---------------------------------------------TATATATATATATATAT---------------------------------------ATATATATATATATGTTTCACAATCTCTCTTAGATGTA------------------TATATACCTATGTATCT----AT----------------TTATATAT--------ATGCA----TAT--ATGTGTGTATATATATGTATGTATGTATGTATGT--GTATATG--------TATGTATG-------------------------------------GAAC-----AG----T

droBip1 scf7180000395176:24450-
24606 +

TTGT---------GT---------TT-TGCT---------------------------------------------TGTGTATAGATACATAAATACATTTATGGACATTTCTTCTTGCTTTGCTTTAAATA-----------------TA------T----------------------------------TGTATATATAT----ATATAT--------ACATATAT--ATATAT--------------------ATATGTGTGTG--------------------TGT--GTGTGTTTGTG--TATGTGTTTT-----------------GGTTGCTT-------TTTGCTTGC-----CG----T

droKik1 scf7180000302413:216707-
216856 -

TTACAATA--AAT-------ATTTTTATAGGCATGTACATACATATGTATGTATGTATTTAGTGTACATTTGTACG----------------------------GAA----------ACTGCAAATTTAAGA-----------------TA------C----------------------------------CGTATGTACAT----GCGTTT--------AAATAC----ACA--------CGTACA----------------------TGTGTATA--------AATGT--ACGTATTCTCA------T-------------------------------ATAT----------------------A

droFic1 scf7180000454066:2413664-
2413802 -

TCAA---------GTTTCATTTTTCGCCATACCTACA---------------------------------------TATGTATATGTATAC-CATATATAT-------------------------------ATA-----------------------------------TATA------------------TATATATATAT--ATATATAT--------ATATAT----ATACATACATATG--------------------------------------TTCA--TATGTTTGCCTTTGTA----TGTAA-----------------ATTTGTTATTTTATTC----------------------C

droEle1 scf7180000489882:791-921 - ATAC---------AT---------ATATACA---------------------------------------------TATATACATATATACAT---------------------------------------ATATACATATATACATATA------T---------------A------------------CATATATACAT------ATATACATATATACATATATACATAT--------ATACA--------------TATATACATATATACA--------TATAT--ACATATA------TACAT-------------------------------ATAT----------------------A
droRho1 scf7180000765482:782-923 - ACGT---------AC---------GTACGTA---------------------------------------------CGTACGTACGTACGTAC---------------------------------------GTACGTACGTACGTACGTA------C---------------G--------------TACGTACGTACGTACGT----ACGT----ACGTAC--GTACGTAC------------------------GTACGTACGTACGTACGTACGTACGTACGTACGT--ACGTACGTACGTACGTACGTA------------------------------------------------------C
droBia1 scf7180000301232:33346-

33503 -
ATAT---------GT---------ATATGTA---------------------------------------------TATGTATATGTATATGT---------------------------------------ATATGTATATGTATATGTA------TATG-TATATGTATATA------------------TGTATATGTAT------AT--------------GTATATGTAT--------ATGTATATGTATATGTATGTGTATATGTATGTGTATATGTATAAGTAT--ATGTATATGTATATGTATGTG------------------------------------------------------T

droTak1 scf7180000414058:63679-
63814 -

TTAT---------TT---------ACCTTTA---------------------------------------------TATGTATACATATACGT---------------------------------------ATATATATATATATAG-TACA----CTGG---------CAAACGTTGTAAAGGACACAGACACTCAT--------ACATTT--------ATATAT----ATA--------TATATA----------------------TATAG--------------------CTGTATGTA--TATATGGATA---------------------ATT--TTGT----------------------G

droEug1 scf7180000408993:1685-1849
+

ATAT---------AT---------GTATATA---------------------------------------------TGTATATATGTATATAT---------------------------------------GTATATATGTATATATGTATATATGTATACTATGTATATATG------------------TATATATGTAT------AT--------------ATGTATATAT--------GTATATATGTATATATGTATATATGTATATATGTATATATGTATATAT--GTATATATGTATATATGTATA------------------------------------------------------T

dm3 chrUextra:5815991-5816143
-

TATATATG--TAT-------ATATGTATACATGTATA-----------------------------------------------------TAT---------------------------------------GTATATATGTATATATGTATA-------------TATGTATA------------------TATGTATACAT------GTATATATGTATATATGTATATATGT----------------------ATACATGTATATATGTATATATGTATACATGTAT--ATATGTATATATGTATATATG------------------------------------------------------T

droSim2 2r:11683509-11683666 - ATAT---------AT---------ATATATA---------------------------------------------TATATATATATATATAT---------------------------------------ATATATATATATATATATA------T----CAGGCAGAA--A------------------TATATATATAT----ATATAT--------ATATAT----ATA--------------------------------------------TATATATATATAT--ATATATATATATATATATATATAAAGCACTCGAATGCAGTTAT-------TTGCATTCTGCAGC-----A-----G
droSec2 scaffold_1346:3415-3558 + ATAT---------GT---------ATATGTA---------------------------------------------TATGTATATGTATATGT---------------------------------------CTATGTATATGTATATGTA------T---------------A------------------TGTATATGTAT------ATGTATATGTATATGTATATGTATAT----------------------GTACATGTATATGTATATGTCTATGTATATGTAT--ATGTATATGTATATGTATATG------------------------------------------------------T
droYak3 3R:486797-486936 + TATCTATA--TAT-------ATATATATATATATATATATATATATGTTTGCTTTTAATTAATATGTATATATATA--------------------------------------------------------------------------------------------------------------------TATATAT----------AT--------------ACAT--ATAT----------------------AAATATATATTTATGTATAAATATATATACATAT--ATTTATAAATATATATATGTG------------------------------------------------------T
droEre2 scaffold_289:95-252 + ATAT---------AT---------ATATATA---------------------------------------------TATATATATATATATAT---------------------------------------ATATATATATATATATATA------TATA-TATATATATATA------------------TATATATATAT------AT--------------ATATATATAT--------ATATATATATATAAATATAAATATATATAAATATATATATATATATAT--ATATATATATATATATATATA------------------------------------------------------T
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ID:

dvi_9593

Coordinate:

scaffold_12936:502791-502851 -

Confidence:

confident

Class:

3p_tailed_mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ14120-in]; CDS [Dvir\GJ14120-cds]; CDS [Dvir\GJ14120-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AATAATTATAACCCTTCAGAAATTGACTTAGAAAAAGCAACAGCCGCACGGTAAATAAGTTAGAATGTAATATTAATCAAATTAATAATGAATGCTAATTTATTTATTTAGATTTTTTGTCATAAAATCTTATTCCGAAGATGACATTCATCGCAGTATAA

**************************************************(((((((((((((....((.(((((((...))))))).))....))))))))))))).*****************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060664

9_males_carcasses_total

M047

female
body

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060667

160_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060665

9_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060666

160_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

V053

head
SRR2096055

Ovary_Min_43

SRR060656

9x160_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060679

140x9_testes_total
SRR2096056

Ovary_Min_46

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR060686

Argx9_0-
2h_embryos_total

M028

head

SRR060669

160x9_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060687

9_0-
2h_embryos_total

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

SRR060659

Argentina_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V047

embryo

V116

male
body

......................................................................................AATGAATGCTAATTTATTTATT..................................................... 22 0 1 24.00 24 2 3 5 3 0 3 1 1 0 3 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGAATGCTAATTTATTTATTTAG.................................................. 24 0 1 20.00 20 2 3 0 2 3 1 1 0 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 1 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATAT........................................................................................ 23 0 1 16.00 16 0 1 0 0 1 0 0 0 1 1 0 2 0 3 3 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

......................................................................................AATGAATGCTAATTTATTTATTTAG.................................................. 25 0 1 14.00 14 1 2 0 0 2 0 3 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTATTT.................................................... 23 0 1 14.00 14 6 0 2 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.......................................................................................ATGAATGCTAATTTATTTATTT.................................................... 22 0 1 14.00 14 6 1 1 0 0 1 1 1 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGAATGCTAATTTATTTATT..................................................... 21 0 1 5.00 5 1 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAAT.......................................................................................... 21 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATATT....................................................................................... 24 0 1 4.00 4 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATATTAA..................................................................................... 26 0 1 4.00 4 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTAT...................................................... 21 0 1 4.00 4 1 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATA......................................................................................... 22 0 1 4.00 4 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTT........................................................ 19 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

..................................................GTAAATAAGTTAGAATGTAA........................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATATTAATC................................................................................... 28 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................AATTGACTTAGAAAAAGCAACAGCC.................................................................................................................... 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATATTA...................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................CATAAAATCTTATTCCGAAGAT................... 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGT............................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................AGAATGTAATATTAATCAAATTA............................................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTATTTAA.................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.................................................................................................................TTTTTGTCATAAAATCTTATTCCGA....................... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGAATGCTAATTTATTTATTTA................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGAATGCTAATTTATTTATTT.................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TTAATCAAATTAATAATGAATGCT................................................................. 24 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TGTCATAAAATCTTATTCCGAAGATG.................. 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................ATTCCGAAGATGACATTCATC......... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTATTTC................................................... 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGAATGCTAATTTATTTAT...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AATGCTAATTTATTTATT..................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAATAAGTTAGAATGTAATATA....................................................................................... 24 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATGAATGCTAATTTATTT........................................................ 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTATTTAT.................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................TATTCCGAAGATGACATTCAT.......... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................AATGAATGCTAATTTATTTATTC.................................................... 23 1 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TGAATGCTAATTTATTTATTTAG.................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

........................................................................................................................CATAAAATCTTATTCCGAAG..................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TTCAGAAATTGACTTAGAAAAAGCAACAGC..................................................................................................................... 30 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCATAAAATCTTATTCCGAAGATGACA............... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTATTAATATTGGGAAGTCTTTAACTGAATCTTTTTCGTTGTCGGCGTGCCATTTATTCAATCTTACATTATAATTAGTTTAATTATTACTTACGATTAAATAAATAAATCTAAAAAACAGTATTTTAGAATAAGGCTTCTACTGTAAGTAGCGTCATATT

*****************************************************(((((((((((((....((.(((((((...))))))).))....))))))))))))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

GSM1528803

follicle
cells

M028

head

SRR060674

9x140_ovaries_total

SRR060666

160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

...............................TTTTTCGTTGTCGGCGTG................................................................................................................ 18 0 1 2.00 2 2 0 0 0 0

...................................TCGTTGTCGGCGTGCCATTTATTCAA.................................................................................................... 26 0 1 1.00 1 0 1 0 0 0

............GGAAGTCTTTAACTGAATCTT................................................................................................................................ 21 0 1 1.00 1 0 0 1 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12936:502741-502901

-
dvi_9593 AATAATTATAACCCTTCAGAAATTGACTTAGAAAAAGCAACAGCCGCACGGTAAATAA-GTTAGA------------------------------------------ATGTAAT---ATTAATCAAATTAA----------------------------------TAATGAATGCTAA------TTTATTTATTTAGATTTTTTGTCATAAAATCTTATTCCGAAGATGACATTCATCGCAGTATAA

droMoj3 scaffold_6540:4237879-4238044
-

AATAATTATAACCCTTCGGATATTGATTTAGATAAAGCAGCATCCGCACGGTAAATAA-----------------------------------CGGGA---------CTG--TATTTTTTTATG-----------------------------AATAGTAATCTGCAATGAATTTTCT------TTTATTTTTTTAGATTTTTCGTCATAAAGTCTTATTCTGAAGATGACATTCATCGCAGTATAA

droGri2 scaffold_15116:481859-482021
+

AACAACTATAATCCAACAGAAATCGATTTAAATAAAGCAACTTCCGCACGGTAAAAAA-----------------------------------AAAAT---------CTG--CC---AGCAATTTGATTAAAC-AAG----------------------------AATTA--A----TTTGTTTTCCGTTTTTCTAGGTTTTTTGTCATAAAATCTTATTCTGAAGATGACATTCATCGCAGTATAA

droWil2 scf2_1100000004943:13847557-
13847719 -

AACAATTACAATCCCACAGAAATGGATTTGGAAAAAGCCACAGCTGCACGGTAAGAAG-----------------------------------CAGAA---------ATT--TATTTATCTATTAGGGTTA----------------------------------CAAAGAAATATGTTT----AATTTACTTGCAGATTTTTTGTAATCAAATCGTATTCGGAAGATGATATTCATCGGAGTATAA

dp5 2:18213283-18213345 + ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTCTTTTTTTAGTTTTTTTGTCATCAAATCGTATTCTGAAGATGATATCCACCGTAGTATAA
droPer2 scaffold_3:569409-569471 + ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTCTTTTTTTAGTTTTTTTGTCATCAAATCGTATTCTGAAGATGATATCCACCGTAGTATAA
droAna3 scaffold_13340:17476998-

17477157 +
AATAATTATAATCCAAAAGCCATGGACTTAAAACAAGCATCGGCATCAAGGTAAGACA-----------------------------------CAAAA---------TTC--TCTCTA---ATTTGCATCAGTTAA-----------------------------AGATTA-A----TTT----CAATTTGTTGCAGATTTTTTGTCATTAAATCTTATTCCGAAGATGACATACACCGCAGTATAA

droBip1 scf7180000396721:453513-
453671 -

AACAATTATAATCCAAAAGCCATGGACTTAAAACAAGCATCGGCAGCCAGGTAGGGCA-----------------------------------CAAAC---------CTC--CAGTTGATTGAA----ACGGTTTG-----------------------------AGAGCA-A----TTT----CCTTTCTTTTCAGATTTTTTGTCATTAAATCTTATTCCGAAGATGACATACACCGCAGTATAA

droKik1 scf7180000302388:1062128-
1062290 +

AACAATTATAATCCGAAGGTTGTGGACTTGAACAAGGCCACATCAACAAGGTAATTG-----------------------------------------TATAAAGAGACGTAAA---GAGACAAA-------C-ATAAA--------------------------TATTGAACTA--TTT----TGAATCCTTGCAGGTTTTTTGTCATCAAATCGTATTCCGAGGATGACATCCACCGCAGTATAA

droFic1 scf7180000454055:761862-
762026 -

AACAATTACAACCCGAAAGTGGTGGACTTGAACAAAGCCACGACAGCCAGGTAATAT--TTTATAT----CCTGAAG--A------------AGAAAA---------ATT--GAA-------------TAAATTAA-----------------------------ATCAAA-CTT--T------TATAATTCCTCAGGTTCTTTGTCATCAAATCGTATTCCGAGGATGATATCCACCGCAGTATAA

droEle1 scf7180000491212:171327-
171481 -

AACAATTACAACCCGAAAGTGGTGGACTTGAAAAAGGCCACGGCAGCCAGGTAATACT-TCTATAT----ATGTTTA--A---------------------------------------------------AT-ATATATATCTTAC--------------------------CT--T-T----CTACCCTTTGCAGGTTCTTTGTCATCAAATCGTATTCCGAAGATGATATCCACCGCAGTATAA

droRho1 scf7180000778266:22957-23118
+

AACAATTATAACCCGAAAGTGGTGGACTTAAACAAAGCCACGGCAGCCAGGTAAATAT-TCTACAT----GCGATTG--A------------ACAAAA---------ATG--CAGTT-----------------------------C------------------CAATTAACCC--T------TTTAATTTCTCAGGTTCTTTGTCATCAAATCGTATTCCGAAGATGATATCCACCGCAGTATAA

droBia1 scf7180000302136:1656784-
1656942 -

AACAATTACAACCCGAAAGTGGTGGACTTAAAAAAAGCCACGGCAGCCAGGTAAATCA-ACTCTAT----ATCT---------------------------------CTG--TAGCTCCGTA----------CT-------------------AAAAATCATTT---------------G----CGATCCTTGCCAGGTTCTTTGTCATCAAATCGTATTCCGAGGATGACATCCACCGCAGTATAA

droTak1 scf7180000415658:166997-
167048 -

---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AGGTTCTTTGTCATCAAATCGTATTCCGAGGATGATATCCACCGCAGTATAA

droEug1 scf7180000409692:539732-
539897 +

AACAATTACAACCCAAAAGTGGTGGACTTGAACAAAGCTGCAGAAGCCAGGTAAATTT-ACTATTGATATATGTT-------------------------------------AG---ATT---------------------TCACAGCTTTCTAACAACCTTAT-------------T------TATCCTTTTTCAGGTTCTTCGTCATTAAATCGTATTCCGAAGATGATATCCACCGCAGTATAA

dm3 chr3R:20861273-20861438 - AACAATTACAACCCAAAAGTGTTGGACTTGAAAAAAGCCGGATCGGCCAGGTAAATTT-GCTATAT----TTGATTTTAATGGCGGTATTCG------TATACTGATGCTTA----------------------------------C------------------------------T------TTTATCCTCTCAGATTCTTTGTCATCAAATCGTACTCCGAAGATGACATCCATCGCAGTATAA
droSim2 3r:20372095-20372260 - dsi_16719 AACAATTACAATCCAAAAGCGTTGGACTTGAAAAAAGCCGGATCAGCCAGGTAAATTT-GCTATAT----TTGATTTTAAAGGTGGTTTTTG------TATACTGATGCTTA----------------------------------C------------------------------T------TTTATCCTCTCAGATTCTTCGTCATCAAATCGTATTCCGAAGATGACATCCACCGCAGTATAA
droSec2 scaffold_33:123041-123206 - AACAATTACAACCCAAAAGTTTTGGACTTGAAAAAAGCCGGATCAGCCAGGTAAATTA-GCTATAT----TTGATTTTAATGGTGGTATTCG------TATACTGATGCTTA----------------------------------C------------------------------T------TTTCTCCTCTCAGATTCTTTGTCATCAAATCGTATTCCGAAGATGACATCCACCGCAGTATAA

droYak3 3R:25636280-25636444 + AACAATTACAACCCGAAAGTGTTGGACTTGAAAAAAGCCGGTTCAGCCAGGTGAATTT-ACTATAT----AAGTATATATTTGTGGTATTCA------TATGCTGATTCGTA----------------------------------C-------------------------------------TTTTCTCTCTCAGATTCTTTGTCATCAAATCGTATTCCGAAGATGACATCCACCGCAGTATAA
droEre2 scaffold_4820:7191447-7191613

+
AACAATTATAACCCGAAAGCGTTGGACTTGAAAAAAGCCGGGTCAGCCAGGTAAATTGAACTATATAA--ATGTTTATAATTGTGATATTCA------ACTAATGATGAGTT------------------------------------------------------------------------CTTTCTCTCTCAGATTCTTTGTCATCAAGTCGTACTCCGAAGATGACATCCACCGCAGTATAA
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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Flybase annnotation

intron [Dvir\GJ22586-in]; CDS [Dvir\GJ22586-cds]; CDS [Dvir\GJ22586-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGGATATACTGGAGCAGCGCATACCGTTGGTCTATCTGCCGCCCGAGATGGTAAGTAGAGCTGCGGCCCCATATATACGCCAATGTGGCATTAGATCCGCTTACATAGGCCATCATATTGTGTTTAAAGATGTATTGGAATACCAAGGAGTATATGTCGGATCATCTGGTGCGGCCCGT

**************************************************((((((.((.(((..(((.(((..........))).)))..))).)).))))))..*************************************************************************
Read
size

#
Mismatch
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Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total

SRR060667

160_females_carcasses_total

SRR060678

9x140_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46

SRR060672

9x160_females_carcasses_total

SRR060659

Argentina_testes_total

SRR060665

9_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total
SRR2096058

Ovary_Min_98

SRR060666

160_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR1106727

larvae

V047

embryo
SRR2096055

Ovary_Min_43

M027

male
body

SRR060660

Argentina_ovaries_total

SRR060664

9_males_carcasses_total

SRR1106723

embryo_12-
14h

SRR1106728

larvae

SRR1106730

embryo_16-
30h

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060655

9x160_testes_total

SRR060688

160_ovaries_total

SRR060689

160x9_testes_total

V053

head

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

.....................................................................................TGGCATTAGATCCGCTTACAT......................................................................... 21 0 1 35.00 35 20 4 1 0 0 0 2 0 0 3 1 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCATTAGATCCGCTTACATA........................................................................ 22 0 1 30.00 30 18 1 2 0 5 0 0 0 2 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCATTAGATCCGCTTACA.......................................................................... 20 0 1 9.00 9 7 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTAGAGCTGCGGCCCC............................................................................................................. 20 0 1 8.00 8 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0

.....................................................................................TGGCATTAGATCCGCTTACATAG....................................................................... 23 0 1 7.00 7 4 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................TGGCATTAGATCCGCTTAC........................................................................... 19 0 1 5.00 5 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................GATGTATTGGAATACCAAGGAGT............................ 23 0 1 4.00 4 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................TACCGTTGGTCTATCTGCCGCC........................................................................................................................................ 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTAGAGCTGCGGCCCCA............................................................................................................ 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

......................................................................................GGCATTAGATCCGCTTACAT......................................................................... 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................ATATGTCGGATCATCTGGTGC....... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TGGCATTAGATCCGCTTACATC........................................................................ 22 1 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTAGAGCTGCGGCCCCAT........................................................................................................... 22 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GGCATTAGATCCGCTTACATA........................................................................ 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................GGCATTAGATCCGCTTACATAG....................................................................... 22 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................ATACCGTTGGTCTATCTGCCGCCCGAGATG................................................................................................................................. 30 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................AAGGAGTATATGTCGGATCATC............. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................AGTATATGTCGGATCATCTGG.......... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................CTATCTGCCGCCCGAGATG................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............AGCGCATACCGTTGGTCTATCTGCCGCC........................................................................................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATGGTAAGTAGAGCTGCGGCCCCAT........................................................................................................... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................ACCGTTGGTCTATCTGCCGCCCGAGAT.................................................................................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GCAGCGCATACCGTTGGTC................................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................TACCGTTGGTCTATCTGCCGCCC....................................................................................................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
TGGATATACTGGAGCAGCG................................................................................................................................................................ 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................GGCATTAGATCCGCTTACA.......................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................GCATACCGTTGGTCTATC............................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................ATTGGAATACCAAGGAGTATA......................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................TCTGCCGCCCGAGATGGTAAG............................................................................................................................ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................CATACCGTTGGTCTATCTGCCGCCC....................................................................................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................................................................GTATTGGAATACCAAGGAGT............................ 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................GTGGCATTAGATCCGCTTACATA........................................................................ 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................................................ATTGGAATACCAAGGAGTATATGTCGG................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........TGGAGCAGCGCATACCGTTGGTCTATCT.............................................................................................................................................. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACCTATATGACCTCGTCGCGTATGGCAACCAGATAGACGGCGGGCTCTACCATTCATCTCGACGCCGGGGTATATATGCGGTTACACCGTAATCTAGGCGAATGTATCCGGTAGTATAACACAAATTTCTACATAACCTTATGGTTCCTCATATACAGCCTAGTAGACCACGCCGGGCA

*************************************************************************((((((.((.(((..(((.(((..........))).)))..))).)).))))))..**************************************************
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Species Coordinate ID Alignment
droVir3 scaffold_13047:18457882-

18458060 -
dvi_17510 TGGATATACTGGAGCAGCGCATACCGTTGGTCTATCTGCCGCCCGAGATGGTAAGTAGAGC-T--------G-CGGCCCCATA----T-ATACGCCAATGTGGCATTAGATCCGCTTACAT--AGGCCATCATATTGTGTTTAAAGATGTATTGGAATACCAAGGAGTATATGTCGGATCATCTGGTGCGGCCCGT

droMoj3 scaffold_6540:25964430-
25964606 +

TAGACATATTGGAGCAGCGTATACCGCTTGTCTATCTGCCACCCGAAATGGTAAGTCCAGC-T--------G-GGACAGC--A----T-ATATGTCAATGTGACTTGAGATTCGCTCACAT--AGGCAATTATTTTGTGCTTAAAGATGTATTGGAATACCAAAGAGTACATGTCGGATCATCTGGTGCGACCTGT

droGri2 scaffold_15074:6242999-
6243175 +

TTGATATATTGGAGCAGCGCATACCGCTCGTATATCTGCCACCCGAAATGGTAAGTGTAG--C--------CAGG------GCCCAAA-ATGCGCCAATATGGCTTGAATTTTGCTTACGT--AGGCCATCATTTTGTGCTTAAAGATGTATTGGAATACCAAGGAATACATGTCGGATCACCTGGTGCGACCTGT

droWil2 scf2_1100000004921:3335273-
3335431 -

TGGATATCCTGGAGCAACACATACCCTTGGTATATTTGCCTCCAGAAATGGTGAGAGTAAAAGCAAGCCTTT-TAGATATTCTCTTCT-------------AACA-----TT------CTA-ATGATC-----------ATCACAGATGTATTGGAATACCAAGGAATATATGTCCGATCATCTTGTGCGTCCTGT

dp5 2:12834617-12834792 + TGGACATACTGGAACAGCGTATTCCTCTGGTCTATCTGCCACCCGAAATGGTAAGTACC---------------GGCGACTGGCCTCCGTCCCGCCAATGCGGCTTG--ATTCGCTTACA---AGGCAATTATTTTGGGCTTAAAGATGTATTGGAACACCAAGGAATACATGTCGGATCATCTGGTGCGGCCCGT
droPer2 scaffold_0:7623037-7623212 - TGGACATACTGGAACAGCGTATTCCTCTGGTCTATCTGCCACCCGAAATGGTAAGTACC---------------GGCGACTGGTCTCCGTCCCGCCAATGCGGCTTG--ATTCGCTTACA---AGGCAATTATTTTGGGCTTAAAGATGTATTGGAACACCAAGGAATACATGTCGGATCATCTGGTGCGGCCCGT
droAna3 scaffold_13340:19940256-

19940420 -
TGGACATCCTGGAGCAACGCATCCCCTTGGTCTATCTGCCGCCCGAAATGGTGAGTATTTGCG--------C-CGGCCATTGTTCCGC---------------------ATCCGCTGACAA-AAGTCGATTATCCTATGCCTAAAGATGTATTGGAATACAAAGGAGTACATGTCGGATCATCTGGTGCGTCCCGT

droBip1 scf7180000396413:2453053-
2453217 +

TGGACATCCTGGAGCAGCGCATTCCCTTGGTCTATCTGCCGCCCGAAATGGTGAGTATTTGCG--------T-CGGCCATTGTTCCGC---------------------ATTCGCTGACAA-AAGTCGATTATTCTGTGTCTAAAGATGTATTGGAACACAAAGGAGTACATGTCGGATCACCTGGTGCGTCCCGT

droKik1 scf7180000302639:2986156-
2986320 -

TGGACATCCTGGAGCAGCGCATCCCACTGGTCTACCTGCCCCCCGAAATGGTAAGTTGACG-C--------C-CGACCACTGATCCCC---------------------ATTCGCTGACAAAAAGGGCATTGTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCGGATCATCTGGTGCGTCCGGT

droFic1 scf7180000453800:1761735-
1761899 +

TTGACATCCTGGAGCAAAGAATACCACTGGTCTACCTGCCACCCGAAATGGTAAGTAGAAA-T--------G-CGGCCAATGTCCCCC------------------A--ATTCGCTGACAA-AAGGGCATCCTCCTCTCCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCGGATCACCTGGTGCGTCCGGT

droEle1 scf7180000486474:643070-
643236 +

TGGACATCCTGGAGCAGCGTATACCGCTGGTCTATCTGCCGCCCGAAATGGTAAGTAGGCG-A-----CCCC-CGGCCACTGTCCCCC---------------------ATTCGCTGACAA-AAGGGCATCATCCTCTGTTTGAAGATGTACTGGAACACCAAGGAGTACATGTCGGACCATCTGGTGCGTCCGGT

droRho1 scf7180000777205:42865-43030
+

TGGACATCCTGGAGCAGCGCATCCCACTGGTCTACCTGCCGCCCGAAATGGTAAGTAAACG-T------CCC-CGGCCACTGTCCCCC---------------------ATTCGCTGACAA-AAGGGCATCATTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCGGATCATCTGGTGCGTCCGGT

droBia1 scf7180000302075:5146669-
5146833 +

TGGACATCCTGGAGCAGCGCATCCCCCTGGTCTATCTGCCGCCCGAAATGGTAAGTAAGCCAC--------C-CGGTAGCTCATCCCC---------------------ATTCGCTGACAA-AAGGGCATCCTTCTTGGCTTAAAGATGTACTGGAACACCAAGGAGTACATGTCGGATCACCTGGTGCGTCCGGT

droTak1 scf7180000415765:1334382-
1334546 -

TGGACATCCTGGAGCAGCGCATTCCACTGGTCTACCTGCCGCCCGAAATGGTAAGTAAACGGA--------T-AGGTTACTCTCCCCC---------------------ATTCGCTGACAA-AAGGGTATCCTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCGGATCATCTGGTGCGTCCGGT

droEug1 scf7180000409798:797399-
797561 -

TGGACATCCTGGAGCAACGCATCCCACTGGTCTATCTGCCACCTGAAATGGTAAGAAAAG--G--------C-TGGTTACTCTCCCCA---------------------ATTCCCTGACAT-AAGGACATCCTTCTTTTCATAAAGATGTACTGGAACACCAAAGAATATATGTCGGATCACCTAGTACGTCCAGT

dm3 chr3R:19590357-19590520 + TGGACATTCTGGAGCAGCGCATACCACTGGTCTATCTGCCGCCCGAAATGGTAAGTAGTCG-G--------C-TAGTAACTCCCCCCC---------------------ATGCGCTGACAA-AAGGGCATAATTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCCGATCACCTGGTGCGTCCGGT
droSim2 3r:19141182-19141345 + TGGACATCCTGGAGCAGCGCATACCACTGGTCTATCTGCCGCCCGAAATGGTAAGTAGTCG-G--------C-CGGTAACTCTCCCCC---------------------ATGCGCTGACAA-AAGGGCATACTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCCGATCACCTGGTGCGTCCGGT

droSec2 scaffold_0:19948655-19948818
+

TGGACATCCTGGAGCAGCGCATACCTCTGGTCTACCTGCCGCCCGAAATGGTAAGTAGTCG-G--------C-CGGTAACTTTCCCCC---------------------ATGCGCTGACAA-AAGGGCATACTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCCGATCACCTGGTGCGTCCGGT

droYak3 3R:20496850-20497013 + TGGACATCCTGGAGCAGCGCATTCCACTGGTCTATCTGCCGCCCGAAATGGTAAGTAGTCG-G--------T-CGGTAGCTCTCACCC---------------------ATTCGCTGACAA-AAGGGCATCCTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAATACATGTCCGATCACCTGGTGCGTCCGGT
droEre2 scaffold_4820:8453345-

8453508 -
TGGACATCCTGGAGCAGCGCATTCCCCTGGTCTATCTGCCACCCGAAATGGTAAGTAGTCT-G--------C-CGGTAACTCTCACCC---------------------CTTCGCTGACAA-AAGGGCATCCTTCTCTGCTTGAAGATGTACTGGAACACCAAGGAGTACATGTCCGATCATCTGGTGCGTCCGGT
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GACGCGACATTCTGTTTCAAAGTGGACCCTCCCATCCGTGGCTTGTTGATGTAAGAACCTAAAGGGCACTCTTGAGTTAATGCATTGCTCTAAGACCTTTCACGTTCTTACAGTACTACAAGAAGAGCGCCAAGCACCCATTTGCCACAACCTTGGGCGAGGA
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M061

embryo

SRR060678
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SRR060679
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V047
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M047

female
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SRR060681

Argx9_testes_total

SRR060675

140x9_ovaries_total

SRR060666

160_males_carcasses_total

SRR060680

Â 9xArg_testes_total
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embryo_0-2h
from 15to16
day old
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mothers

SRR2096072

embryo_0-
2h from
15to16 day
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dysgenic
mothers

..........................................................................................TAAGACCTTTCACGTTCTTACA................................................... 22 0 1 14.00 14 0 6 3 0 1 2 2 0 0 0 0 0

..........................................................................................TAAGACCTTTCACGTTCTTACAG.................................................. 23 0 1 8.00 8 0 4 1 0 1 1 0 0 1 0 0 0

..................................................GTAAGAACCTAAAGGGCACTCTTGAGT...................................................................................... 27 0 1 3.00 3 2 0 0 0 0 0 0 0 0 1 0 0

...............................................................................ATGCATTGCTCTAAGACCTTTCACGT.......................................................... 26 0 1 3.00 3 1 0 0 2 0 0 0 0 0 0 0 0

..................................................GTAAGAACCTAAAGGGCACTC............................................................................................ 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGAACCTAAAGGGCACTCTTGAGT...................................................................................... 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAGACCTTTCACGTTCTTA..................................................... 20 0 1 2.00 2 0 0 1 0 1 0 0 0 0 0 0 0

..................................................GTAAGAACCTAAAGGGCACTCTTGA........................................................................................ 25 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0

..........................................................................................TAAGACCTTTCACGTTCTT...................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................GAAGAGCGCCAAGCACCC........................ 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

...................................................................................ATTGCTCTAAGACCTTTCACGT.......................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGAACCTAAAGGGCACTCTT.......................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................GAAGAGCGCCAAGCACCCATTTGC.................. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TAAGACCTTTCACGTTCTTAC.................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0

...........................................................................................AAGACCTTTCACGTTCTTACA................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0

...........................................................................GTTAATGCATTGCTCTAAGACCTTTCACG........................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

.............................................................AAGGGCACTCTTGAGTTAATGCA............................................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0

..................................................................CACTCTTGAGTTAATGCATTGC........................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTAAGACCTTTCACGTTCT....................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

......................................................GAACCTAAAGGGCACTCTTGAGTT..................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGAACCTAAAGGGCACC............................................................................................. 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGAACCTAAAGGGCACTCTTG......................................................................................... 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0

...............................................................................ATGCATTGCTCTAAGACCTTTCACGTT......................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGCGCTGTAAGACAAAGTTTCACCTGGGAGGGTAGGCACCGAACAACTACATTCTTGGATTTCCCGTGAGAACTCAATTACGTAACGAGATTCTGGAAAGTGCAAGAATGTCATGATGTTCTTCTCGCGGTTCGTGGGTAAACGGTGTTGGAACCCGCTCCT
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Species Coordinate ID Alignment
droVir3 scaffold_12875:5344515-

5344677 +
dvi_5303 GACGCGACATTCTGTTTCAAAGTGGACCCTCCCATCCGTGGCTTGTTGATGTAAGA-------ACCTAAAG--GGCACTCTT------------GAG----TTAAT----GCAT----TG-----CT-CTAAGACC---------TTTCACGTTCTTACAGTACTACAAGAAGAGCGCCAAGCACCCATTTGCCACAACCTTGGGCGAGGA

droMoj3 scaffold_6496:24751892-
24752049 -

GGCGCGATATTCTTTTTCAAAGTGGTCCCTCCAATCCCTGGCTTGTCGAAGTAAGT-------TCCTGAGAA--CGACTCTC------------G----AGAT-------TAAT---------T--A-ATAAAATC---------AATTTCAATCTTTAAGTACTACAAGAAACACGCCAAGCATCCGTTTGCCACATCTTTGGGCGAGGA

droGri2 scaffold_15245:4340537-
4340699 -

GTCGAGAAATTCTATTTCAGAGTGGTCCCAACCACCCATGGCTTGTAAATGTAAGT-------TATCTTATT-TTCAATCGC------------A--T---TT--TTAAT--------CAAT--TAT--AAGCATT---------GTTTCATTTAAAACAGTACTACAAAGAATATATCAAACATCCTTTCGCCACAACCGTGGCCGAGGA

droWil2 scf2_1100000004510:504347-
504504 +

GTCGAGAAATTCTTTTCCAAAGTGGTCCCAATAATCCTTGGCTGGTTGATGTAAGT-------TACTTTCTT---------AAATATCAATCTAA---------------------GG----TTGATT-CAAAAT-----------GTTTTTGCTTTGTAGGCCTATAAGAACAATGCTAGACATCCTTTTGCCACTACCATGGCTGAGGA

dp5 3:7434575-7434740 + GTCGCGAGATTCTCTTCCAGACTGGACCCAACCATCCCTGGCTTGTAAACGTAAGC-------AACCCTGAA-GCCGCTGCC-------------A-T---CTGATGCAA--------CGAT--TCT-ATACCACG---------ATTTTCCATATTGCAGTACTACAAGACGAATGCCAAGCATCCATTCGCGACCACCATGGCTGAGGA
droPer2 scaffold_2:7633242-7633407

+
GTCGCGAGATTCTCTTCCAGACTGGACCCAATCATCCCTGGCTTGTAAACGTAAGC-------AACCCTTAA-GCCGCTGCC-------------A-T---CTGATGCAA--------CGAT--TCT-ATACCACG---------ATTTTCCATATTGCAGTACTACAAGACGAATGCCAAGCATCCATTCGCGACCACCATGGCTGAGGA

droAna3 scaffold_13266:1997718-
1997872 -

G---AGAGCTGCTGTTTCAAACTGGACCCAATCACCCTTGGCTAGTGGAAGTAAGA-------ATTGTTGGA-ATTGTTTT-----------------GAAAT-------CTAT---------T--A-GTTGTTAT---------GCCAATTACGTTGCAGGCCTACAAACAGAATGCCCTACACCCGTTTGCCACAACGGTGGGTGAGGA

droBip1 scf7180000396730:2983394-
2983549 -

G---AGAGCTTCTGTTTCAAACTGGACCCAATCATCCTTGGCTGGTAGAGGTAAGA-------GCAACTAAC-ACTGTTTTA----------------GGGAT-------CTAT---------G--A-ATTGTAAC---------CCGAATTACCTTTCAGGCCTACAAACAGAATGCCTTGCACCCATTCGCCACAACGGTGGGTGAGGA

droKik1 scf7180000302471:1523635-
1523792 +

GTCGTGAGCTGCTTTTTCAGACAGGACCCAATCATCCCTGGCTGGTAGATGTAAGC-------ATACCTTAAAACCATC-T------------CA---GTCCT-------T-----------TT--GT-TAATCCA---------ATATTCTCTCAATCAGTACTACAAGATGCATGCAAAGCACCCATTTGCTACCACAGTGGCCGAAGA

droFic1 scf7180000454066:1866606-
1866768 -

GTCGCGAAATTATGTTTCAAACAGGACCAAAAAATCCTTGGCTGGTTAATGTAAGA-------TTTTATAGT-TTTACCTG--------------------TTTATATAT--------TTAT--CTA-ATTAATTG---------ATTTATTATCTAACAGATATACAAAAAGGGCGCCAAGCATTACTTTTCTACCACAATGGCTGAGGA

droEle1 scf7180000491240:761286-
761437 +

--CGTGAGCTACTCTTTCAAACTGGACCCAATCATCCATGGCTAGTAGATGTGAGC-------CCTATAAAGCATTGTCT---------------------------------------------CT-CTGCCACA--T-TAAATATGAA-AACCCTTTAGTATTACAAGAGAAATGCCAAGCACCCATTTGCTACCACAGTGGGTGAGGA

droRho1 scf7180000779005:35661-
35819 -

GTCGTGAGCTACTCTTTCAAACTGGGCCCAACCATCCGTGGCTAGTAGATGTAAGC-------AATGCAAAG-CTTCCTCTT------------T---TT-AT-------TAGC---------C--T-CTTAAAAC---------TTAAATTGCCTTTCAGTATTACAAGAAGAGTGCCAAGCACCCATTTGCCACCACAGTGGGCGAGGA

droBia1 scf7180000301754:1670006-
1670172 -

GTAGAGATATTCTCTTTCAAAGTGGTCCAAACCATCCCTGGTTAGTAAAGGTACGA-------AAAATAAAT-TAACCTTAT------------AAT----ATAAA----ATATAAA----T--TATT-CAGAATT---------ATCATCTTAATATTAGTATTACAAGCAACATTCAAAGCATCCGTTTGCCTCTACATTGGCCGAAGA

droTak1 scf7180000415379:114812-
114969 +

GTCGCGAATTACTCTTTCAAACTGGACCCAACCATCCCTGGCTAGTAGACGTAAGC-------CCTCTCCAA-TTTTCTTC-----------------TTCCT-------TATT---------T--C-TATGTAAA---------ATAAAATATGTTTTAGTACTACAAGAAGCACGCCAAACATCCATTCGCCACAACCGTGGGCGAGGA

droEug1 scf7180000409672:5884909-
5885066 -

GTGCCGATATTGTTTTCCAAAGTGGACCCAACAATCCCTGGCTTGTAGAAGTTAGT-------AGCACTTAACATTCGTTT-----------------GC-AT-------TATC---------C--T-A-ACTAAA-------GTAA-ACATTACTTATAGCACTATAAGAAAAGTGCCAAGCATCCATTAGCTACCACCATGGCTGAGGA

dm3 chr2R:15274387-15274553 + GTCGCGAACTAATGTTCCAATCTGGCCCAAATAATCCATGGTTGGTTAAGGTAATA-------AATCCTCTA-GTTACTTAA------------GAA----ACTAT----CTATATAT----CT--AG-CTGTTTC---------ATGTGATATCTTGCAGATATATAAGGATGGCGCCAAGCATTATTTCTCCACCACCATGGCTGAGGA
droSim2 2r:8949312-8949463 + GTCGAGATATTCTATTCCAGAGTGGTCCAAATAATCCCTGGCTAGTAAAGGTACTT-------AATAGATAT---------------AAACATA---------------------TAA----TT--TG-CACTAAT---------ATGTGGTTTATTTTAGTATTATAAACAGCACTCGAAACATCCGTTTGCCTCTACATTGGCTGAAGA
droSec2 scaffold_1:5789636-5789787

+
GTCGAGATATCCTATTCCAGAGTGGTCCAAATAATCCCTGGCTAGTGAAGGTACTT-------AATAGATAT---------------AAACATA---------------------TAA----TT--TG-CACTTAT---------ATGTGGTTTATTTTAGTATTATAAACAGCACTCGAAACATCCGTTTGCCTCTACATTGGCTGAAGA

droYak3 2R:8694577-8694741 - GGCGTGATCTCTTATTCCAGAGTGGACCCAATACTCCTTGGCTGATGAAGGTAATGTCATAGTAGCACATAA-----------------ACTTA---------------------TTA----TA--AT-TCCTAATACCAAGCATCT-ATTGAATATATAGTACTACAGGGAGCATGCGAGACATCCTTTTGCCACTACACTAGCCGAAGA
droEre2 scaffold_4845:17548166-

17548317 -
GTCGAGATATCCTATTCCAGAGTGGTCCAAATAACCCCTGGCTGGTGAAGGTACGT-------AGGAGATAT---------------CAACCAA---------------------CAA----TA--TG-CAGTGAT---------ATGTGGCTTATTTTAGTATTATAAAGAGCACTCAAAGCATCCTTTTGCCTCTACATTGGCGGAAGA
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GGCGATCTGTGCCTGTGCCGTTGGCTACAGTGGCAAGCACTGCGAGGAGCGTAAGTGTGACCAGAGCTGGCAGATTGAGGAGCTGCATTCTTATTCCGTTCTCCGTTGCTCTTGTCCCTTACAGACATTCAGGTGAGCTTCAATGCCTCGTTCCGCGGCAACGGCTATCTGGAG

**************************************************(((((...(((.((((((((.(((....((((...........))))..))))))..))))).))).)))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

M047

female
body

SRR060665

9_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR060664

9_males_carcasses_total

SRR060670

9_testes_total

V047

embryo

SRR060689

160x9_testes_total

SRR060667

160_females_carcasses_total

M061

embryo
SRR2096056

Ovary_Min_46

SRR060677

Argx9_ovaries_total
SRR2096057

Ovary_Min_50

V116

male
body

SRR2096060

Ovary_Min_193

SRR060673

9_ovaries_total

SRR060669

160x9_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060671

9x160_males_carcasses_total

SRR060680

Â 9xArg_testes_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060672

9x160_females_carcasses_total

SRR060683

160_testes_total
SRR2096058

Ovary_Min_98

SRR060656

9x160_ovaries_total

SRR060668

160x9_males_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

V053

head

SRR060657

140_testes_total

SRR060666

160_males_carcasses_total

SRR060688

160_ovaries_total

SRR060658

140_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

M027

male
body

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

GSM1528803

follicle
cells

M028

head

SRR060654

160x9_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106728

larvae

SRR1106730

embryo_16-
30h

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060687

9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR1106727

larvae

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

.........................................................................................................TTGCTCTTGTCCCTTACAGTT................................................ 21 2 1 82.00 82 14 13 4 2 4 2 0 9 1 0 3 5 0 0 2 3 1 0 1 3 3 3 1 1 3 3 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGT................................................. 20 1 1 46.00 46 3 2 4 0 4 1 1 0 2 0 4 1 1 0 1 0 2 2 1 1 1 0 2 1 1 1 3 0 3 1 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACAGT................................................. 22 1 1 20.00 20 1 1 2 1 1 1 0 1 1 1 1 0 0 2 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCA...................................................................................................... 22 0 1 18.00 18 0 1 0 1 1 2 1 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 3 1 1 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACAG.................................................. 21 0 1 15.00 15 0 1 0 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 2 1 1 1 1 1 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAG.................................................. 19 0 1 12.00 12 2 1 0 0 0 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACA................................................... 20 0 1 10.00 10 0 2 1 1 1 0 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTG......................................................................................................... 19 0 1 8.00 8 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCT.......................................................................................................... 18 0 1 7.00 7 0 0 0 0 0 3 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTTACAGT................................................. 23 1 1 7.00 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 0 1 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................GTTGCTCTTGTCCCTTACAGT................................................. 21 1 1 7.00 7 0 0 0 1 0 0 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGTA................................................ 21 2 1 7.00 7 1 0 0 2 0 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGA................................................. 20 0 1 6.00 6 2 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAGAT................................................................................................... 25 0 1 5.00 5 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAG..................................................................................................... 23 0 1 5.00 5 0 0 1 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGAGCTGC........................................................................................ 24 0 1 5.00 5 0 0 0 0 0 0 0 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAGATT.................................................................................................. 26 0 1 4.00 4 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACAGTT................................................ 23 2 1 4.00 4 1 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TCCGTTCTCCGTTGCTCTTGTCCCTT...................................................... 26 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGAGCT.......................................................................................... 22 0 1 4.00 4 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGTTT............................................... 22 3 2 3.50 7 1 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................GTTCTCCGTTGCTCTTGTCCCT....................................................... 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTTACA................................................... 21 0 1 3.00 3 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGC....................................................................................................... 21 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGTTC............................................... 22 3 2 3.00 6 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................GCTGGCAGATTGAGGAGCTGC........................................................................................ 21 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................GGCAGATTGAGGAGCTGCA....................................................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................GGCAGATTGAGGAGCTGC........................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTTACAG.................................................. 22 0 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................GGCAAGCACTGCGAGGAGCAC.......................................................................................................................... 21 2 1 2.00 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TGCATTCTTATTCCGTTCTCCGTT................................................................... 24 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CTCCGTTGCTCTTGTCCCTTACAGTTT............................................... 27 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TCTCCGTTGCTCTTGTCCCTT...................................................... 21 0 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGAA................................................ 21 1 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................GCTGGCAGATTGAGGAGCTGCATT..................................................................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................GCTGGCAGATTGAGGAGCT.......................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TGCTCTTGTCCCTTACAG.................................................. 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGAGCTGCATT..................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCCGTTCTCCGTTGCTCTTGTCCC........................................................ 26 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTT...................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TCTCCGTTGCTCTTGTCCCTTA..................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGA............................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGG........................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..............................................................................................................................ATTCAGGTGAGCTTCAATGC............................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.....................................................................................................TCCGTTGCTCTTGTCCCTTT..................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................TCAGGTGAGCTTCAATGCCT.......................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CTCCGTTGCTCTTGTCCCTTACAG.................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTTT..................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................AGTGTGACCAGAGCTGGCAGATT.................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTAC.................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACAGC................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................GACCAGAGCTGGCAGATTGAGGAGCTG......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................CTTATTCCGTTCTCCGTT................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CCAGAGCTGGCAGATTGAGGAGC........................................................................................... 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAGATTGAGGAGC........................................................................................... 33 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

...........................................................................................TATTCCGTTCTCCGTTGCTCTTGTCCCT....................................................... 28 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TCCGTTGCTCTTGTCCCTTACA................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TTCTTATTCCGTTCTCCGTTGCT................................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................CCGTTGCTCTTGTCCCTTACAGA................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGAGCTGCA....................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TGAGGAGCTGCATTCTTATTCCGTTCT........................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TCTCCGTTGCTCTTGTCCCTTACAG.................................................. 25 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGTTGCTCTTGTCCCTTACAGA................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................TCCGTTCTCCGTTGCTCTTGTCCCT....................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATTCTTATTCCGTTCTCCGTTGCTC............................................................... 25 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAGCTGGCAGATTGAGGAGC........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................CTGGCAGATTGAGGAGCTGC........................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTGTGACCAGAGCTGGCAGATTGAGG.............................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................ATTCCGTTCTCCGTTGCTCTTGTCC......................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAGA.................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGCAGATTG................................................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................CAATGCCTCGTTCCGCGGCA.............. 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AAGTGTGACCAGAGCTGGC....................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................GATTGAGGAGCTGCATTCTTATTCCG............................................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CCGTTCTCCGTTGCTCTTGTCCCTTACAGT................................................. 30 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................CAGGTGAGCTTCAATGCCT.......................... 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................GCTGGCAGATTGAGGAGCTGCATTCTT.................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AGAGCTGGCAGATTGAGGAGC........................................................................................... 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................CCTCGTTCCGCGGCAACGGCT........ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CCAGAGCTGGCAGATTGAGGAGCT.......................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TCCGTTGCTCTTGTCCCT....................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TCCGTTGCTCTTGTCCCTTACAGT................................................. 24 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................TGAGGAGCTGCATTCTTATTCCGTTC......................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACAGATT............................................... 22 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TCTTATTCCGTTCTCCGTTGCTCTTGTC.......................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CCGTTCTCCGTTGCTCTTGTCCCTTAC.................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGTGACCAGAGCTGGAGA..................................................................................................... 23 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TGCTCTTGTCCCTTACAGTT................................................ 20 2 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTGCTCTTGTCCCTTACACCA................................................ 21 3 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CCGCTAGACACGGACACGGCAACCGATGTCACCGTTCGTGACGCTCCTCGCATTCACACTGGTCTCGACCGTCTAACTCCTCGACGTAAGAATAAGGCAAGAGGCAACGAGAACAGGGAATGTCTGTAAGTCCACTCGAAGTTACGGAGCAAGGCGCCGTTGCCGATAGACCTC

**************************************************(((((...(((.((((((((.(((....((((...........))))..))))))..))))).))).)))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

M027

male
body

V047

embryo

SRR060665

9_females_carcasses_total

SRR060663

160_0-
2h_embryos_total

M028

head

SRR060672

9x160_females_carcasses_total

.....................................................TCACACTGGTCTCGACCGTCT.................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0
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Species Coordinate ID Alignment
droVir3 scaffold_12928:1356036-

1356209 -
dvi_8438 GGCGATCTGTGCCTGTGCCGTTGGCTACAGTGGCAAGCACTGCGAGGAGCGTAAGTGTG--ACCAGAG-----CTGGCAGATTGAG---------------GAGC---------------TGCATTC--TTATTCCGTTCTCCGT------TGC-------------------------------------------------------TCTTGTCC--------C-----TTACAGACATTCAGGTGAGCTTCAATGCCTCGTTCCGCGGCAACGGCTATCTGGAG

droMoj3 scaffold_6473:13652794-
13652971 +

GGCGATCTGCGCCTGCAGCCTGGGCTACAGCGGCAAGCACTGCGAGGAGCGTAAGTGAA--GATGAAT--------------TGGA-----------------------------------------GACTGTTTTG--------AGCTCCTCGCGAT--------------------------------CTCGATCTAATTGAACT-------GGTTTCTATTCC-----GTGCAGACATCCAAGTGAGCTTCAATGCCTCGTTCCGCGGCAATGGGTACCTGGAG

droGri2 scaffold_15203:8374798-
8374965 +

GGCGATCTGTGACTGCAGTTTGGGCTTCAGTGGCAAGCGTTGTGAGGATCGTAAGTGTC-----------------------------------------------------------------------------------------TCGATGTTATCTTAATATTCCATAATGTTCAATTGCCT--------G---------CTTGCTTGTTGGT--------T-----TGTTAGATATCCAAGTGAGTTTCAATGCCTCGTTCCGCGGTAATGGATATATGGAG

droWil2 scf2_1100000004909:12074074-
12074173 -

AGCCGTCTGCTCTTGCCCCCTCGGCTATACGGGCAAGGAGTGCAAAGAGTAT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATACAAGTGGGCTACAATGCCTCATTCCAGGGCAATGGTTATCTGGAA

dp5 XL_group3a:2039593-2039766 - GGCGCTCTGCTCCTGCCCCTTGGGCTACAGCGGCAAGCATTGCCAAGAACGTAAGTTGGAAGATC-------------------------------------------------------AGCCATCCATCATTCTGTACTCCAT------TTCTGAT--------------------------------CTTT--------------------GATCTCTATTTCCCAATCAACAGACATCCAAGTGGGCTTCAATGCCTCGTTCCGAGGCCATGGTTACCTGGAA
droPer2 scaffold_11:2636419-2636592 + GGCGCTCTGCTCCTGCCCCTTGGGCTACAGCGGCAAGCATTGCCAAGAACGTAAGTTGGAAGATC-------------------------------------------------------AGCCACCCATCATTCTGTACTCCAT------TTCTGAT--------------------------------CTTT--------------------GATCTCTATTTCCCAATCAACAGACATCCAAGTGGGCTTCAATGCCTCGTTCCGAGGCCATGGTTACCTGGAA
droAna3 scaffold_12929:2278067-

2278231 -
GGCTGTGTGCTCCTGCCTGGTGGGCTTCAGTGGCAAGCACTGCCAAGAACGTAGGTTTA--CTTTAGA----GT--------TCCTGA---------------------------------------------------------------------------TGAGCTATAGAATCTAAT---CC--------A---------TCCACTTGTGTCC--------T-----TGACAGACATCCAAATTGGCTTCAATGCCTCGTTCCGTGGGAATGGCTACCTGGAA

droBip1 scf7180000396434:272514-
272677 -

GGCTGTCTGCTCCTGCCTGGTGGGCTTCAGTGGCAAGCACTGCCAAGAACGTGAGTATC--CCTTGA-----TC--------TTCTGA---------------------------------------------------------------------------TGAGTTATAGAAACTAAT---CT--------C---------TCCACAAATATCC--------T-----TGAAAGACATCCAAATTGGCTTTAATGCCTCGTTCCGCGGCAATGGCTACCTGGAA

droKik1 scf7180000302258:505696-
505855 -

AGCCATTTGCTCCTGTCCCCTGGGCTTTAGTGGCAAATACTGCCAGGAGCGTAAGTTTA--ATAGAG------T--------TTTTAA-----------------T------GCA--GAG-------------------------ACCTAAAATTAAT--------------------------CCTTGA----ATCCTAA-------------------------------TCCAGATATTCAAGTGGGCTTCAATGCCTCCTTCCGGGGCGATGGCTACGTGGAG

droFic1 scf7180000453927:168063-
168223 -

GGCCATCTGCGCCTGTCTCTTTGGCTTCAGTGGCAGATACTGCCAGGAGCGTAAGTCAA--CCTAAGAAACAAT--------ACCTAA------------------------CAAACAAA-------------------------ACCCAAACCACCT------------------------------------ATCATAT-------------------------------TTCAGACATCCAACTGGGATTTAATGCCTCGTTCCACGGCGATGGGTACGTCGAG

droEle1 scf7180000491011:681336-
681505 -

GGCCGTCTGTTCCTGCCCCCTCGGTTTCAGCGGCAAACACTGCCAGGAGCGTAAGTTGA--AGCC------------------TTTGATCAATTAAAATGG----CA-----AAGAGGCC-------------------------ATCTAATCCCCAT--------------------------------ACCGATTTACC-------------------------------TGCAGACATCCAGCTGGGCTTCAACGCATCGTTCCGCGGCGATGGCTTCGTGGAG

droRho1 scf7180000779506:473236-
473395 -

GGCCGTCTGCTCCTGTCCTCTGGGCTTCAGCGGCAAACACTGCCAGGAGCGTAAGTTGA--ACCCAAG--------------GGAA-------------------GGGA---AAAACAAA-------------------------GCTCACTTCCCAT--------------------------------CTCGATTTTC--------------------------------TTTAGACATCCAGCTGGGCTTCAACGCCTCGTTCCACGGCGATGGCTACGTGGAG

droBia1 scf7180000301760:4799194-
4799352 +

GGCCATATGCTCCTGTCCCTTCGGCTTCAGCGGCAAACACTGCCAGAATCGTGAGTCAA--CCCCCCAAGGAGT--------A-----------------------A-----GCAAGCTC-------------------------A--CAAATCTCAC--------------------------------CTTGGTTCCCT-------------------------------TACAGACCTCCAGCTGGGCTTCAATGCCTCGTTCCGCGGCGATGGATACGTGGAG

droTak1 scf7180000415151:440663-
440825 +

GGCCATCTGCTCCTGTCCCTTCGGCTTCAGCGGCAAACACTGCCAGAATCGTAAGTGGA--AACAGAAAAGTGT--------GATTAA--------------------------AGGGAT-------------------------AGCTAATCCTCAT--------------------------------CCCTATTCGAT-------------------------------TGCAGACCTCCAGCTGAGCTTCAATGCCTCGTTCCGCGGCGATGGCTACGTGGAG

droEug1 scf7180000409277:52905-53067
-

CGCCATATGCTCCTGTCCATTCGGTTTCAGTGGAAAGTTCTGCCAGGAGCGTAAGTTAA--AACAATG---------------ATTAA-----------------TG-----GAAAAGCC-------------------------ATTTAAT--------------------------AAT---CCTTACCCTGATCTTAT-------------------------------TACAGACCTCCAACTGGGCTTTAATGCCTCATTCCGCGGCGATGGATACGTAGAG

dm3 chrX:2367575-2367742 - GGCCGTATGCTCCTGTCCTTTCGGATTCAGTGGCAAGCACTGTCAGGAGCGTAAGTCAA--ATACAAA----A--TACAAATAGGG-------------------GA-----GCAAGGAC-------------------------ATCTAAACCTCATCA---------------------------CAA----ATCTAAT-------------------------------TGCAGACCTCCAACTGGGCTTCAATGCCTCGTTCCGAGGCGATGGGTACGTTGAG
droSim2 x:2182075-2182234 - GGCCGTATGCTCCTGTCCTTTCGGATTCAGTGGCAAGCACTGTCAGGAACGTAAGTCAA--ATACAAA--------------AGGG-------------------GA-----GCAAGGAC-------------------------ATCTAAACCTCATCT---------------------------CAA----ATCTAAT-------------------------------TGCAGACCTCCAACTGGGCTTCAATGCCTCGTTCCGAGGCGATGGGTACGTTGAG

droSec2 scaffold_10:2140195-2140354 - GGCCGTATGCTCCTGTCCTTTCGGATTCAGTGGCAAGCACTGTCAGGAACGTAAGTCAA--ATACAAA--------------AGGG-------------------GA-----GCAAGGAC-------------------------ATCTAAACCTCATCT---------------------------CAA----ATCTAAT-------------------------------TGCAGACCTCCAACTGGGCTTCAATGCCTCGTTCCGAGGCGATGGGTACGTTGAG
droYak3 X:5978038-5978196 + GGCCGTATGCGCCTGTCCTGTTGGATTCAGTGGAAAACACTGTCAGGAGCGTAAGTCAA--ATACAGT--------------TGCG-------------------GA-----GTAAGGCC-------------------------ATCTAAACCTCAT--------------------------------CTCACTACAAT-------------------------------TGCAGACCTTCAACTGGGCTTCAATGCCTCGTTCCGAGGCGATGGGTACGTTGAG
droEre2 scaffold_4644:2317183-2317346

-
GGCCGTATGCTCCTGTCCTTTCGGATTCAGTGGCAAGCAATGCCAGGAGCGTAAGTCAA--ATACAAA--------------TGGG-------------------GAGGCAGACAAGGCC-------------------------ATCTAAACGTCAT--------------------------------CTCAATCTAAT-------------------------------TGCAGACCTCCAATTGGGCTTCAATGCCTCGTTCCGGGGCGATGGGTACGTCGAG
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GGTGGACAATTTTAAGACCATCGAGTATATCTTGAGCACATTCCGAAAATGTAAGTTATGCCATTTATGCGTTAACAAAAACGTCTCAATGGATTATTTATGTAGTGCTGCGCTTCGGCAAGGGCTTGGATGTATTCTATGCGAGCCTACGAGCC

**************************************************((((((.((.(((((...(((((......)))))...))))))).))))))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M047

female
body

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096014

Ovary_Strain_160_oxidized

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096058

Ovary_Min_98

SRR060663

160_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060678

9x140_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096057

Ovary_Min_50

M028

head

SRR060671

9x160_males_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

V047

embryo

V053

head

V116

male
body

SRR060689

160x9_testes_total

...................................................................................TCTCAATGGATTATTTATGTAG.................................................. 22 0 1 103.00 103 31 22 14 12 3 5 5 0 4 1 0 0 1 0 0 0 2 0 0 0 0 0 0 1 1 1 0 0

..................................................GTAAGTTATGCCATTTATGCGTTAACA.............................................................................. 27 0 1 5.00 5 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 1 0 1 0 0 0 0 0

..................................................GTAAGTTATGCCATTTATGCGTTAAC............................................................................... 26 0 1 4.00 4 0 0 0 0 0 0 0 1 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................TATCTTGAGCACATTCCGAAAATTGC...................................................................................................... 26 3 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TCTCAATGGATTATTTATGTAGA................................................. 23 1 2 1.50 3 0 0 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTATGCCATTTATGCGT................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................GTAAGTTATGCCATTTATGCGTTA................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................AGTATATCTTGAGCACATTCC............................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TAACAAAAACGTCTCAATGGATTATT......................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................TTGGATGTATTCTATGCGAGCCT....... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTTATGCCATTTATGCGTTAA................................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................................................................GTATTCTATGCGAGCCTACG.... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TCTCAATGGATTATTTATGTA................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TCTCAATGGATTATTTATGT.................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

........................................................................................................................AGGGCTTGGATGTATTCT................. 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................AAGGGCTTGGATGTATTCTATGCG............ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CCACCTGTTAAAATTCTGGTAGCTCATATAGAACTCGTGTAAGGCTTTTACATTCAATACGGTAAATACGCAATTGTTTTTGCAGAGTTACCTAATAAATACATCACGACGCGAAGCCGTTCCCGAACCTACATAAGATACGCTCGGATGCTCGG

**************************************************((((((.((.(((((...(((((......)))))...))))))).))))))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096056

Ovary_Min_46

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

V053

head

SRR060656

9x160_ovaries_total

SRR060675

140x9_ovaries_total

....................................GTGTAAGGCTTTTACATTCAATAC............................................................................................... 24 0 1 2.00 2 1 0 0 0 1 0 0 0

..............TCTGGTAGCTCATATAGAACT........................................................................................................................ 21 0 1 2.00 2 0 2 0 0 0 0 0 0

..................................TCGTGTAAGGCTTTTACATTCAATAC............................................................................................... 26 0 1 1.00 1 1 0 0 0 0 0 0 0

...................................CGTGTAAGGCTTTTACATTCAATAC............................................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0 0
Show Alignment With Reads
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Species Coordinate ID Alignment
droVir3 scaffold_12875:17316684-

17316838 -
dvi_7467 GGTGGACAATTTTAAGACCATCGAGTATATCTTGAGCACATTCCGAAAATGTAAGTTATGCCATTTATGCGTT-AACAAA-A---A---------------C---G-T-----------CTCAATGG----ATTATTTA--TGTAGTGCTGCGCTTCGGCAAGGGCTTGGATGTATTCTATGCGAGCCTACGAGCC

droMoj3 scaffold_6496:10695105-
10695257 +

GGTGGACAACTTCAAGACAATCGAATATATCTTGAGCACATTCCGAAAATGTTAGTTGTGTAATTTGCTTTTG-GAAGA------T---------------G---TTT----ATTGAGA----------T---CTTTT-TCTGCAGTGCTGCGCTTTGGCAAGGGCTTGGATGTGTTCTATGCTAGCTTACGTGCC

droGri2 scaffold_15245:16832366-
16832527 -

GGTTGACAATTTCAAGACAGTCGAGTACATTTTGAGCACATTCCGAAAATGTAAGTAGTTTTTTCTATTTGTT-TAAGAT-A---A--------------CGATTTCG----ATTGAG-----ATGG--CTTATTTG----AACAGTACTTCGGTTTGGCAAGGGACTCGATGTATTCTATGCCAGCCTGCGATCC

droWil2 scf2_1100000004558:897710-
897876 -

GGTAGACAATTTCAAAACTGTTGAGTATATCCTCAGTACATTCCGTAAATGTGAGTCAAAA----------G--TCTTA---AAACTATATTTAGAAAATTTATCTAATCTAATGCACC----------T---CTAAT-CCCATAGTGCTACGATTTGGCAAATGTCTGGATGTGTTTTATGCTTCATTACGTACT

dp5 3:18951989-18952142 + GGTGGACAACTTCAAGACAGTTGAGTACATCCTGAGCACATTCCGAAAGCGTGAGTTTCATTCAATA-CGATTACATTG------C---------------A---C-A-----------GTT----AATACATGCTAAT-CCATAGTGCTTCGTTTTGGCAAATGTTTGGATGTGTTCTATGGAACTCTGCGCACA
droPer2 scaffold_34:902674-902827 + GGTGGACAACTTCAAGACAGTTGAGTACATCCTGAGCACATTCCGAAAGCGTGAGTTTCATTCAATA-CGATTACATTG------C---------------A---C-A-----------GTT----AATACATGCTAAT-CCATAGTGCTTCGTTTTGGCAAATGTTTGGATGTGTTCTATGGAACTCTGCGCACA
droAna3 scaffold_13266:11846588-

11846739 +
TGTTGACAATTTTAAGACGATTGAGTACATTCTCAGCACCTTTAGGAAGCGTAAGTCTCCATGAATT-GCAG--TACTG---AAAT---------------T---C-T-----------ATT----GATT---ATTAT-CTTGTAGTTCTTCGCTTTGGAAAGTGCGTTGATGTGTTTTACGGAACTCTGAAGACC

droBip1 scf7180000396547:625110-
625272 -

TGTTGACAACTTTAAGACAATTGAGTATATTCTCAGCACCTTTAGAAAGCGTAAGTTCTATTAACTATTTCTA-TTCTA------T---------------T---TCC----ATTAAGTTCTCATTC----ATTATTTTCTTTTAGTTCTTCGCTTTGGAAAGTGCGTTGATGTGTTTTACGGAACTCTGAAGACC

droKik1 scf7180000302385:1107336-
1107488 -

GGTGGATAACTTCAAGACGATCGAGTACATCCTGAGCACCTTCCGGAAGCGTAGGTATCCTCTAATGGTTATC-AAATT------C---------------T---T-A-----------ACT----AATTCTTGTTCGA--TGCAGTGCTCCGGTTTGGCAAGTGCGTGGACGTGTTCTATGGCACTCTGAAGACC

droFic1 scf7180000453948:1127204-
1127355 -

GGTGGATAACTTTAAGACGATCGAATACATCCTGAGTACCTTCCGGAAGTGTAAGTATTCCTTTCCTGCACAC--GACA------C---------------C---C-A-----------ACT----GATTCCTCCCGTT--TTCAGTGCTACGCTTTGGCAAGTGCGTGGATGTATTTTACGGTACCCTGAAAACT

droEle1 scf7180000491107:881444-
881596 -

GGTGGATAACTTCAAAACGATCGAATACATCCTGAGCACATTCCGAAAGCGTGAGTATCCTTCGGAACCGCTT-GATGA------C---------------A---C-A-----------ACT----TATACCTGGCAAT--TCCAGTGCTTCGCTTCGGCAAGTGCGTCGATGTGTTCTACGGCACCCTGAAGACC

droRho1 scf7180000779911:221067-
221219 +

GGTGGATAACTTCAAGACGATCGAATACATCCTGAGCACCTTCCGGAAGCGTAATTAACCTTCTTCAGTGATT-AACTT------C---------------A---C-A-----------GCT----TATCCCTCCTAAT--TCCAGTGCTCCGTTTTGGCAAATGTGTCGATGTGTTCTACGGCACCCTGAAGACC

droBia1 scf7180000302292:2051982-
2052134 -

GGTGGACAACTTCAAGACGATCGAATACATCCTCAGCACCTTCCGGAAGTGTAGGTATCCCTCGACCACGACC-GATGG------A---------------T---C-A-----------TCT----AATCCCTCCTGAT--TGCAGTGCTCCGCTTCGGCAAGTGCGTGGATGTGTTCTACGGCACCCTGAAGACA

droTak1 scf7180000415795:684937-
685087 +

GGTGGACAACTTCAAGACGATCGAATACATCCTGAGCACCTTCCGAAAGTGTGGGTATCCTTGGCGA-CCACT-AATTC------C---------------T---C-A-----------ACT----AATTCTTCC-AAT--TGCAGTGCTCCGCTTCGGCAAGTGCGTCGATGTGTTCTACGGCACCCTGAAGACC

droEug1 scf7180000409672:786174-
786326 -

TGTGGACAACTTCAAGACGATCGAATACATTCTGAGCACCTTTCGGAAGTGTGGGTATCCGTGTACACCTCCT-TAATG------A---------------C---A-A-----------GCT----AATCTCTTTTAAT--TCCAGTGCTCCGATTTGGCAAATGCGTCGATGTGTTCTACGGCACCCTAAAGACA

dm3 chr2R:11879503-11879655 - TGTGGACAACTTCAAGACGGTTGAATACATCCTGAGCACATTCCGAAAATGTAGGTATTCTAAGGTATTCCAC-GAGCA------C---------------G---T-A-----------GCT----AATCTCATTTCAA--CTCAGTACTCCGCTTTGGTAAGTGCGTTGATGTATTCTACGGCGCTCTGAAGACC
droSim2 2r:12545287-12545439 - TGTGGACAACTTCAAGACGATTGAATACATCCTGAGCACATTCCGCAAATGTAGGTATTCTAATGCACCCCAC-GAGCA------A---------------G---T-A-----------GCT----AATCGCATTTCAA--CTTAGTACTCCGTTTTGGCAAGTGCGTTGATGTATTCTACGGCGCTCTGAAGACC
droSec2 scaffold_1:9378436-9378588

-
TGTGGACAACTTCAAGACGATTGAATACATCCTGAGCACATTCCGAAAATGTAGGTATTCTAATGCACCCCAC-GAACA------C---------------G---A-A-----------GCT----AATCGCATTTCAA--CTTAGTACTCCGCTTTGGCAAGTGCGTTGATGTATTCTACGGCGCTCTGAAGACC

droYak3 2R:17103234-17103389 + TGTGGACAACTTCAAGACGATTGAATACATCCTGAGCACATTCCGAAAATGTAGGTACTCTAATGCATCCCTT-AAACACGT---A---------------C---C-T-----------ACT----AATCCCATTTTAA--CTCAGTACTTCGCTTTGGCAAGTGCGTTGATGTGTTCTACAGCGCTCTGAAGACC
droEre2 scaffold_4845:13979741-

13979897 +
TGTGGACAACTTCAAGACGGTTGAATACATCCTGAGCACATTCCGAAAATGTAAGTTTTCTAATGCATCCCTT-AAATAAGT--AC---------------C---T-A-----------GCT----AATCCCAATTTAA--CTCAGTACTCCGCTTTGGCAAGTGCGTTGATGTGTTCTACGGCGCACTGAAGACC
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GTGCCACGCTCGGCACCACGGGCAGCTGCAGCTTTGACAATCTGGATGAGGTGGGTAGATATATACCTGGATTCCTAGATATCCTTTAGGGCAGACTCGAGCTATATTTCCTTCCCAGATTGGCATCGTGTGTCGCGAGTACAACCTGTGGCTGCATGTGGATGCGGC

**************************************************.((((..((.(((((.((.((.(((((((.....))))))).....)).)).))))).))...)))).**************************************************
Read
size

#
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Hit
Count

Total
Norm Total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060683

160_testes_total

V116

male
body

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060676

9xArg_ovaries_total
SRR2096055

Ovary_Min_43

M027

male
body

SRR060670

9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060671

9x160_males_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

SRR060662

9x160_0-
2h_embryos_total

................................................................................................TCGAGCTATATTTCCTTCCCAGT................................................. 23 1 1 36.00 36 12 12 1 2 2 1 0 1 0 0 1 0 0 1 0 0 0 1 1 0 0 0 0 1 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCAG.................................................. 23 0 1 12.00 12 3 3 1 0 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCAGT................................................. 24 1 1 12.00 12 1 2 0 1 0 1 0 0 4 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................GTGGGTAGATATATACCTGGAT................................................................................................ 22 0 1 9.00 9 5 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTAGATATATACCTGGATT............................................................................................... 23 0 1 7.00 7 1 3 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAG.................................................. 22 0 1 5.00 5 3 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCAGA................................................. 24 0 1 4.00 4 0 0 0 0 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCA................................................... 21 0 1 4.00 4 0 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CGAGCTATATTTCCTTCCCAGT................................................. 22 1 1 3.00 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................CGCGAGTACAACCTGTGGCT............... 20 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCAGTA................................................ 25 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCA................................................... 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAGA................................................. 23 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTAGATATATACCTGGATTCAA............................................................................................ 26 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAGTA................................................ 24 2 1 2.00 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCC.................................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TGGGTAGATATATACCTGGATTC.............................................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAGTAA............................................... 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GATATCCTTTAGGGCAGACTCGAGCTA................................................................ 27 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAGC................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................AGATATCCTTTAGGGCAGAC........................................................................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................CGGGCAGCTGCAGCTTTGA................................................................................................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTAGATATATACCTGGATTCCTAG.......................................................................................... 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGGGTAGATATATACCTGGATTC.............................................................................................. 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................TCGAGCTATATTTCCTTCCCAGAAAA.............................................. 26 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCCCAGAAA............................................... 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CTCGAGCTATATTTCCTTCC..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CACGGTGCGAGCCGTGGTGCCCGTCGACGTCGAAACTGTTAGACCTACTCCACCCATCTATATATGGACCTAAGGATCTATAGGAAATCCCGTCTGAGCTCGATATAAAGGAAGGGTCTAACCGTAGCACACAGCGCTCATGTTGGACACCGACGTACACCTACGCCG

**************************************************.((((..((.(((((.((.((.(((((((.....))))))).....)).)).))))).))...)))).**************************************************
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#
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Total
Norm Total

SRR060667

160_females_carcasses_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:16015363-

16015530 +
dvi_7206 GTGCCACGCTCGGCACCACGGGCAGCTGCAGCTTTGACAATCTGGATGAGGTGGGTAGA------T-----------------------------------------------------------------------------------------------------------------------------------ATATACCTGGATTCCTAGATATCCTTTAGGGCAGACTCG------------A--------------------------------------------------------------------------------------------------------------------------------GC----------TA--------T------------------------------AT----------------TTCCTTCCCAGATTGGCATCGTGTGTCGCGAGTACAACCTGTGGCTGCATGTGGATGCGGC

droMoj3 scaffold_6496:7765103-
7765263 -

GTGCTACGCTTGGCACCACTGGCAGCTGCAGCTTTGACAATCTGGATGAGGTATGTATA------A-----------------------------------------------------------------------------------------------------------------------------------ATC-------------------------------------------------------------------------TGTCCACAAATAGCTTGATC-------------------------------------------------------------------------------------------------T--------G------------------------------AT---TTAATTGTGCATATTCTCACTTAGGTTGGCATTGTCTGCCGTGAATATAATTTGTGGCTGCACGTGGATGCGGC

droGri2 scaffold_15245:12821897-
12822055 +

GTGCCACACTCGGCTCCACGGGCAGCTGCAGCTTCGACAATCTGGATGAGGTACGTGGC------T-----------------------------------------------------------------------------------------------------------------------------------AGATGCAGATAC----------------------------------------------------------------AGTCAACAAT-----------------------------------------------------------------------------------------------TTAAGCTTCAATT--------G------------------------------AT----------------TTCACACACAGATCGGCATCGTGTGCAGGGAGTACAACCTGTGGCTGCATGTGGATGCTGC

droWil2 scf2_1100000004822:2690604-
2690802 -

dwi_2199 GCGCCACTCTCGGCACCACGGGCAGCTGCAGCTTTGATAATCTAGAAGAGGTGGGTGGG------T-----------------------------------------------------------------------------------------------------------------------------------GGGTGGTTGGCTTTGACG-------------------------------------------TCAGCCCAAATCGCTGGTCCCCAAAGTGTGTGGTCAATTCCT----------------------------------------------------------------------------------------------------------------------------------AATCACTTTTTGTGTGTGTACTTTTCTAGATTGGCATAGTCTGTCGGGATCATAATCTTTGGCTACATGTGGATGCTGC

dp5 3:6965898-6966072 + GCGCCACCCTCGGCACCACCGGCAGCTGCAGCTTCGACAATCTGGAGGAGGTGGGTGCTC----T-C-----------------------------TCTGCGGACCACTAATCTGTTTCCAC-------TGAC-------------------------------------------------------------------------------------------------------------------------AACATCCACT-----CCCAC---------------------TCTTT----------------------------------------------------------------------------------------------------------------------------------AA----------------TTCCACCGCAGATCGGCCTGGTCTGTAGGGAGCACAACCTGTGGCTGCACGTCGACGCCGC
droPer2 scaffold_2:7167954-7168128

+
GCGCCACCCTCGGCACCACCGGCAGCTGCAGCTTCGACAATCTGGAGGAGGTGGGTGCTC----T-C-----------------------------TCTGCGGACCAATAATCTGTTTCCAC-------TGAC-------------------------------------------------------------------------------------------------------------------------AAATTCCACT-----CCCAC---------------------TCCTT----------------------------------------------------------------------------------------------------------------------------------AA----------------TTCCACCGCAGATCGGCCTGGTCTGTAGGGAGCACAACCTGTGGCTGCACGTCGACGCCGC

droAna3 scaffold_13266:18434680-
18434782 +

CCACCACGCTGGGCACCACCGGCTCCTGTGCGTTCGACAACCTGCCGGAGATTGGCAAG------G-----------------------------------------------------------------------------------------------------------------------------------AGCTACAGCGCTTCCCGGGG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGCTCCACGTGGATGCCGC

droBip1 scf7180000395751:401698-
401927 +

GCGCCACTCTCGGCACCACCGGCAGCTGCAGTTTCGACAACCTGGAAGAGGTGGGTGTGCTTTGT-C-----------------------------TTTGTGGCTT----------TTCTACAAATTATTGGC------------------------------------------------------------------------------------------AAGGGAGTACAAG------------------------------------------------------AAAAATACCT-AATAATTGTGAAAGATATTCAAGG---GTTCTATAAAAGGCTTA---------------------------TAAATGT----------TA--------T------------------------------AT----------------TTCTCATCCAGATCGGAGTGGTGTGCGGTGAGTACCACCTGTGGCTTCATGTGGACGCCGC

droKik1 scf7180000302817:464508-
464748 +

GCGCCACGCTCGGCACCACCGGCAGCTGCAGCTTTGACAACCTGGAAGAGGTGGGTGGTG----T-C------------------------------------------------------------------------------------------------------------------------------------------------------------CAGGGAATACTTCCAATAAGCTACTAGCTTGAACAGCAACT-----CCCTT---------------------TCCCTTAATGACCGTGGAAATTATACTAATTATTCGCTTGGAAAAACTTT---------------------------TATATTTTAAATTTAAATA--------T------------------------------AT----------------TTCACTCGCAGATCGGCTTGGTTTGCTCGGAACACCACCTGTGGCTCCATGTGGACGCCGC

droFic1 scf7180000453955:727316-
727418 +

CGACCACGCTGGGCACCACGGGCTCCTGTGCGTTCGACAACCTGCCGGAGATCGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGCTTTCCGGGA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGTTGCACGTGGACGCCGC

droEle1 scf7180000491217:440442-
440544 +

CCACCACGCTGGGCACCACGGGCTCGTGTGCGTTTGACAACCTGCCGGAGATCGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGGTTCCCGGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTTTGGCTGCATGTGGACGCCGC

droRho1 scf7180000766409:462136-
462238 -

CCACCACGCTGGGCACCACGGGCTCATGTGCGTTCGACAATCTGCCGGAGATTGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AACTGCAGCGATTCCCGGGT-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGCTGCACGTGGATGCCGC

droBia1 scf7180000302422:4525297-
4525395 +

T-GTCACCCTGGGCACCACCAACACCTGCGCCTTCGACCGTCTGGATGAGTG-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CGGACTTGTGGGCAACAAGCACAACGTGTGGATCCACGTGGATGCCGC

droTak1 scf7180000413887:28301-
28403 +

CCACCACGCTGGGCACCACGGGCTCCTGTGCGTTCGACAATCTGCCGGAGATTGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGCTTCCCGGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTTTGGCTGCATGTGGATGCCGC

droEug1 scf7180000409209:49303-
49535 -

GCGCCACGCTCGGCACCACCGGCAGCTGCAGCTTCGACAACCTGGAGGAGGTGGGTGCTT----TTGGGAATAATTATGAAGAAAAATAG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AAAAGGCACTTCAGTTTATTGAAGTCAAAAGATATTTAAAATGT----------TAACAATATGTATTTCTTAGCATAATAAACTAATATTAAAAA-----------------CTTTCCCCCAGATCGGCGTGGTATGCGCGGAGCACCACCTGTGGCTTCATGTGGATGCGGC

dm3 chr2R:2574962-2575064 - CCACCACTCTGGGTACCACGGGCTCGTGTGCGTTCGACAATCTGCCAGAGATCGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGTTGCAGCGATTCCCGGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTTTGGCTGCACGTGGATGCCGC
droSim2 2r:3437332-3437434 - CCACCACTCTGGGCACCACGGGCTCGTGTGCGTTCGACAATCTGCCGGAGATCGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGATTCCCGGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGCTGCACGTAGATGCCGC
droSec2 scaffold_1:239142-239244 - CCACCACTCTGGGCACCACGGGCTCGTGTGCGTTCGACAATCTGCCGGAGATCGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGATTCCCGGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGTTGCACGTGGATGCCGC
droYak3 2L:15318160-15318262 - CGACCACTCTGGGCACCACGGGCTCGTGTGCGTTCGACAATCTGCCGGAAATTGGCAAG------C-----------------------------------------------------------------------------------------------------------------------------------AGCTGCAGCGATTCCCTGGC-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTCTGGTTGCACGTGGATGCCGC
droEre2 scaffold_4929:8247734-

8247995 -
GCGCCACGCTCGGCACCACCGGCAGCTGCAGCTTCGATAACCTGGAGGAGGTGGGTGCTC----T-CGAAATAATTAC-AAGAA-AATAGAATCATTCAACTGGCCACTAAACACATACCAG-------TGATATATAATTTTAATTAACTATAATTTACATATAGGATTTATATTTTCACTAGTTTGATGCCAAGCACCAA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GTTTATATGATTTTGTTCCCTTAGATTGGCATCGTGTGCGCGGAGCACCGCCTGTGGCTCCACGTGGATGCCGC
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453955:727316-727418
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CTGGCGATTCAAAAACCACGTTTGGATAAGCACTACTATCTGCCCAAAGAACATCAAAATCGTCCTTATGGTTTCTAATTGGCCACCCTAAGGACCATTTTGATATACTTTGGAAAACATTTAGTCCTTGTCCTGCCAACTTAGAATACGCAGTAAAAAG

***********************************........((((((...((((((((.(((((((.(((..((....))..))).))))))).))))))))...))))))..........*************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head
SRR2096056

Ovary_Min_46

M027

male
body

SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

M047

female
body

SRR2096014

Ovary_Strain_160_oxidized

SRR060681

Argx9_testes_total

V116

male
body

SRR060679

140x9_testes_total

SRR060671

9x160_males_carcasses_total

SRR060664

9_males_carcasses_total

V053

head

SRR060678

9x140_testes_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR1106722

embryo_10-
12h

SRR1106730

embryo_16-
30h

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060655

9x160_testes_total

SRR060658

140_ovaries_total

SRR060687

9_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106728

larvae

M061

embryo

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060673

9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060688

160_ovaries_total

SRR1106727

larvae

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

..................................................ACATCAAAATCGTCCTTATGGT........................................................................................ 22 0 2 48.50 97 11 12 2 6 11 14 4 7 0 5 3 2 5 1 0 0 2 2 0 1 1 0 0 0 1 1 0 0 0 0 0 1 0 0 0 1 0 1 1 0 0 1 0 1 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTC....................................................................................... 23 1 2 21.50 43 6 0 10 5 1 3 2 1 1 0 2 2 0 0 0 0 0 1 3 1 2 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTT....................................................................................... 23 0 2 20.50 41 4 6 5 4 2 6 1 0 1 1 0 0 0 0 2 0 1 1 1 0 1 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0

.................................................AACATCAAAATCGTCCTTATGGT........................................................................................ 23 0 1 9.00 9 1 3 0 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GAACATCAAAATCGTCCTTATG.......................................................................................... 22 0 1 9.00 9 0 0 0 0 0 0 0 0 2 2 0 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCTAAGGACCATTTTGATATAC.................................................... 22 0 1 6.00 6 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTAAGGACCATTTTGATATACT................................................... 22 0 1 6.00 6 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTTT...................................................................................... 24 0 1 6.00 6 1 1 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACATCAAAATCGTCCTTATGG......................................................................................... 22 0 1 6.00 6 2 1 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGG......................................................................................... 21 0 2 5.50 11 1 0 1 0 0 0 2 1 4 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACATCAAAATCGTCCTTATGGTC....................................................................................... 24 1 1 4.00 4 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAGGACCATTTTGATATACT................................................... 20 0 1 4.00 4 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTCC...................................................................................... 24 2 2 4.00 8 4 0 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTTC...................................................................................... 24 1 2 3.50 7 4 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

................................................GAACATCAAAATCGTCCTTATGG......................................................................................... 23 0 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAAGGACCATTTTGATATACT................................................... 21 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAAGGACCATTTTGATATACTTC................................................. 23 1 1 3.00 3 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................CAAAGAACATCAAAATCGTCCT.............................................................................................. 22 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCTAAGGACCATTTTGATATA..................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................AGGACCATTTTGATATACTTTGGA.............................................. 24 0 1 2.00 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTA....................................................................................... 23 1 2 1.50 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0

......................................................................................CCTAAGGACCATTTTGATAT...................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGAACATCAAAATCGTCCTTATG.......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAAGGACCATTTTGATATACTAA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AAGGACCATTTTGATATACTTTGGAG............................................. 26 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AACATCAAAATCGTCCTTATGGAC....................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................AGCACTACTATCTGCCCAA................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAAGGACCATTTTGATATACTTT................................................. 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........AAAACCACGTTTGGATAAGCA................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TAAGGACCATTTTGATATACTT.................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CTAAGGACCATTTTGATATACTTTGGAAA............................................ 29 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCTAAGGACCATTTTGATATACA................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CCTAAGGACCATTTTGATATACT................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTCA...................................................................................... 24 2 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGTTA...................................................................................... 24 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CATCAAAATCGTCCTTATGGTC....................................................................................... 22 1 2 0.50 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................GTCCTTGTCCTGCCAACTTA................. 20 0 2 0.50 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGG........................................................................................ 22 1 2 0.50 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACATCAAAATCGTCCTTATGGA........................................................................................ 22 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GACCGCTAAGTTTTTGGTGCAAACCTATTCGTGATGATAGACGGGTTTCTTGTAGTTTTAGCAGGAATACCAAAGATTAACCGGTGGGATTCCTGGTAAAACTATATGAAACCTTTTGTAAATCAGGAACAGGACGGTTGAATCTTATGCGTCATTTTTC

*************************************........((((((...((((((((.(((((((.(((..((....))..))).))))))).))))))))...))))))..........***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060684

140x9_0-
2h_embryos_total

SRR060673

9_ovaries_total

SRR060689

160x9_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060659

Argentina_testes_total

M027

male
body

SRR060687

9_0-
2h_embryos_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060677

Argx9_ovaries_total

M047

female
body

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

SRR060658

140_ovaries_total

....................................................................................TGGGATTCCTGGTAAAACTATA...................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GGGATTCCTGGTAAAACTATA...................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_10322:288213-

288372 -
dvi_100 CTGGCGATTCAAAAACCACGTTTGGATAAGCACTACTATCTGCCCAAAGAACATCAAAATCGTCCTTATGGTTTCTAATTGGCCACCCTAAGGACCATTTTGATATACTTTGGAAAACATTTAGTCCTTGTCCTGCCAACTTAGAATACGCAGTAAAAAG

droMoj3 scaffold_6496:2772389-
2772500 +

TGGT----------------------------------------CAAAAATTACAAAAATCGCCA--------TTAAATTGGCCATTTTAATGACAACTGCAATGGTGTTTATATCATAGAAAGTCCTTAGTCTGCAAATGAATAAGAAAAAATAAAAAG

droGri2 scaffold_15081:3303559-
3303644 -

TA--------------------------------------------------------------------------ACTGGATCATTCCAAAGACTATTCAGATGTCCTTTGGATCGGAGATAGTCAGTGGCCAGCCAATTTGTGCTAAGCAATAAAAAC

droEle1 scf7180000491271:12635-
12698 -

TTAC----------------------------------------C-------------------------ACTTTGGACTGGCCACCTCAAAGTCCAGATTTAAATATAATTGAAAACGTCTGGTCTCT-------------------------------

Generated: 09/08/2015 at 08:27 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
0
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_10322:288213-288372
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_100.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_10322:288301-288322
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_24292.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13042:468522-468543
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_10322:288213-288372
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_100.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6496:2772389-2772500
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15081:3303559-3303644
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491271:12635-12698


ID:

dvi_24634

Coordinate:

scaffold_13047:1835042-1835144 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

Repeatable elements

Name Class Family Strand

A-rich Low_complexity Low_complexity +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

AAGAATGAAACGAAATGAGCAAAAAGAGAACAACCCAACCAACAAAAACAATAGAAAAAAAAACATAAAAAAAAAATAAATAAATTGTACACGGCTTTCGTAAAGAAATTTATTGAAGCTTTGTATAATTAACAAAAAAAAAAACCTTGAACTTTGTGTTTTTATTTTATTCACACAACAATATCAACACCCCTCCCACAGTT

****************************************************************..................(((((((((.((((((.(((((....))))).)))))).)))))))))...................******************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

M061

embryo

V053

head

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total
SRR2096058

Ovary_Min_98

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR060678

9x140_testes_total

SRR060667

160_females_carcasses_total

M028

head

SRR060672

9x160_females_carcasses_total

V116

male
body

SRR060674

9x140_ovaries_total

SRR060679

140x9_testes_total
SRR2096057

Ovary_Min_50

SRR060681

Argx9_testes_total

SRR060668

160x9_males_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total
SRR2096059

Ovary_Min_164

SRR060654

160x9_ovaries_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060689

160x9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060655

9x160_testes_total

SRR060669

160x9_females_carcasses_total

V047

embryo

SRR060658

140_ovaries_total

SRR060670

9_testes_total

SRR060676

9xArg_ovaries_total

SRR060688

160_ovaries_total

SRR1106720

embryo_8-
10h

SRR1106722

embryo_10-
12h

SRR1106730

embryo_16-
30h

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M027

male
body

SRR2096060

Ovary_Min_193

SRR060682

9x140_0-
2h_embryos_total

................................................................................................................TTGAAGCTTTGTATAATTAACA..................................................................... 22 0 1 24.00 24 3 0 1 2 1 4 1 0 3 1 0 0 2 0 1 2 0 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGAAGCTTTGTATAATTAACA..................................................................... 21 0 1 9.00 9 2 1 0 0 2 0 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

................................................................................................................TTGAAGCTTTGTATAATTAACT..................................................................... 22 1 1 7.00 7 0 0 0 0 0 1 0 3 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

................................................................................................................TTGAAGCTTTGTATAATTAAC...................................................................... 21 0 1 7.00 7 0 0 2 0 0 1 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...............................................................................ATAAATTGTACACGGCTTTCG....................................................................................................... 21 0 1 6.00 6 1 0 0 0 0 0 0 1 0 0 1 0 0 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TAAATTGTACACGGCTTTCGT...................................................................................................... 21 0 1 5.00 5 1 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGAAGCTTTGTATAATTAACC..................................................................... 22 1 1 5.00 5 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................ATAAATTGTACACGGCTTTCGT...................................................................................................... 22 0 1 3.00 3 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................TTTATTGAAGCTTTGTATAATTAACA..................................................................... 26 0 1 3.00 3 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGAAGCTTTGTATAATTA........................................................................ 19 0 1 3.00 3 0 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGAAGCTTTGTATAAT.......................................................................... 18 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGAAGCTTTGTATAATTAA....................................................................... 21 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TGAAACGAAATGAGCAAAAAGAGAA............................................................................................................................................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................ATTGAAGCTTTGTATAATTA........................................................................ 20 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................AATTGTACACGGCTTTCGT...................................................................................................... 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGAAGCTTTGTATAATTAAC...................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TATTGAAGCTTTGTATAATTA........................................................................ 21 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................AAATTGTACACGGCTTTCGTA..................................................................................................... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........ACGAAATGAGCAAAAAGAGAACAACC........................................................................................................................................................................ 26 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TAAATTGTACACGGCTTTCGTA..................................................................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......AAACGAAATGAGCAAAAAGA................................................................................................................................................................................ 20 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................AAGAAATTTATTGAAGCTTTGT............................................................................... 22 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................AAAAAAAATAAATAAATTGTACACGGC............................................................................................................ 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
AAGAATGAAACGAAATGAGCAAAAAGA................................................................................................................................................................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................ATAAATAAATTGTACACGGCTT.......................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
AAGAATGAAACGAAATGAGC....................................................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0
.................................................................................................................TGAAGCTTTGTATAATTAAA...................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................................AGAAATTTATTGAAGCTTT................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....ATGAAACGAAATGAGCAAAAAG................................................................................................................................................................................. 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................AAAAGAGAACAACCCAACCAACAAAAACA......................................................................................................................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TACACGGCTTTCGTAAAGAAATTTATT......................................................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........AACGAAATGAGCAAAAAGA................................................................................................................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0
.............AATGAGCAAAAAGAGAACAAC......................................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................ATTGAAGCTTTGTATAATTAACT..................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....ATGAAACGAAATGAGCAAAAAGAG............................................................................................................................................................................... 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................TTGAAGCTTTGTATAATTAACAAA................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................................................AAGCTTTGTATAATTAACA..................................................................... 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..GAATGAAACGAAATGAGCAAAAAGAGAA............................................................................................................................................................................. 28 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................................................................TTATTGAAGCTTTGTATAAA.......................................................................... 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................TCGTAAAGAAATTTATTGAAGCTTT................................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................AATTTATTGAAGCTTTGTATAATTAA....................................................................... 26 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................AAAATAAATAAATTGTACACGGC............................................................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................CAAAAAGAGAACAACCCAACCAACA............................................................................................................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................TTGAAGCTTTGTATAATTAACTT.................................................................... 23 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...AATGAAACGAAATGAGCAAA.................................................................................................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................TAAATAAATTGTACACGGCTTTCGTAA.................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................TTGAAGCTTTGTATAATT......................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................ATTTATTGAAGCTTTGTATAATT......................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................................................................................................GTAAAGAAATTTATTGAAGCTTT................................................................................. 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....ATGAAACGAAATGAGCAAAA................................................................................................................................................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................AAAGAGAACAACCCAACCAACA............................................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........GAAATGAGCAAAAAGAGA.............................................................................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................ACAACCCAACCAACAAAAACAATA...................................................................................................................................................... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............AATGAGCAAAAAGAGAACAACCC....................................................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................AAATAAATAAATTGTACACGGC............................................................................................................ 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................ATTGAAGCTTTGTATAATTAAC...................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................AAAAAGAGAACAACCCAACC................................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............AATGAGCAAAAAGAGAACAACCCAAC.................................................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......................................................................................TACACGGCTTTCGTAAAGAAATTTAT.......................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................AATAAATTGTACACGGCTTTC........................................................................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................AAAGAGAACAACCCAACCAAC................................................................................................................................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..............................................................................AATAAATTGTACACGGCTTTCG....................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................TTGAAGCTTTGTATAATTAAAG..................................................................... 22 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................AAATTGTACACGGCTTTCGT...................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................ATTGAAGCTTTGTATAATTAACA..................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0
..........................................................................................................AATTTATTGAAGCTTTGTAA............................................................................. 20 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................AAATTTATTGAAGCTTTG................................................................................ 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.AGAATGAAACGAAATGAGCAA..................................................................................................................................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................ATAAATTGTACACGGCTTTC........................................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................AAATTGTACACGGCTTTCGTC..................................................................................................... 21 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................................TGAAGCTTTGTATAATTAA....................................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................GGCTTTCGTAAAGAAATTTATTGAAG..................................................................................... 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................AAATTTATTGAAGCTTTGTAT............................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
..................................................................................AATTGTACACGGCTTTCGTAAA................................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.....................................................................................................AAAGAAATTTATTGAAGCTTTGT............................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......................................................................................................AAGAAATTTATTGAAGCTTTG................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............................................................................................GGCTTTCGTAAAGAAATTTATTGAA...................................................................................... 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................ACAATAGAAAAAAAAACATAAAA..................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...............................................................................................................ATTGAAGCTTTGTATAATTTT....................................................................... 21 2 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................................TGAAGCTTTGTATAATTAACT..................................................................... 21 1 2 0.50 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................................................................................................TTGAAGCTTTGTATAATTT........................................................................ 19 1 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCTTACTTTGCTTTACTCGTTTTTCTCTTGTTGGGTTGGTTGTTTTTGTTATCTTTTTTTTTGTATTTTTTTTTTATTTATTTAACATGTGCCGAAAGCATTTCTTTAAATAACTTCGAAACATATTAATTGTTTTTTTTTTTGGAACTTGAAACACAAAAATAAAATAAGTGTGTTGTTATAGTTGTGGGGAGGGTGTCAA

******************************************************..................(((((((((.((((((.(((((....))))).)))))).)))))))))...................****************************************************************
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M061

embryo

SRR060660

Argentina_ovaries_total

V047

embryo

SRR060676

9xArg_ovaries_total

V116

male
body

M047

female
body

SRR2096013

Ovary_Strain_9_oxidized

SRR060678
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GSM1528803
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SRR060665

9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

....................................................................................................................................................................AAAATAAGTGTGTTGTTATAGTTGT.............. 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0

..............................GTTGGGTTGGTTGTTTTTGT......................................................................................................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................TTTTCTCTTGTTGGGTTGGTTGTTTTT........................................................................................................................................................... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0

........................TCTCTTGTTGGGTTGGTTGTT.............................................................................................................................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0

.............................TGTTGGGTTGGTTGTTTTTGT......................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0

...............................................TGTTATCTTTTTTTT............................................................................................................................................. 15 0 16 0.06 1 0 0 0 0 0 0 0 0 0 1 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:1834992-

1835194 +
dvi_24634 AAG------------AATG-------------------------------------------------AAACGAAAT-GAGC--AAAAAGAG----AAC--AACCCAACC----AA------CA--AAAACAATAGAAAA-AAAAACATAAAAAAAAAATAAATAAATTGTACACGGCTTTCGTAAAGAAATTTATTGAAGCTTTGTATAATTAACAAAAAAAA-AAA-CCTTGAAC-TTTGTGTTTTTATTTTATTCAC-ACAACAATATCAACACCC----CTCCCACAGTT

droMoj3 scaffold_6540:3761889-
3762068 +

dmo_3126 AAA------------AACGAAACAAAATGAAAGAAAG-------------------------------AA---------GAG--ATGAACCC----A----------ACC----AACAACAAAAAAAAACCAATAGAAAAAACTAAAA-AAAAAAAAAATAAAC-AATTGTACACTGCTTTCGTAAAGAAATTTATTGAAGCTTTGTATAATTAAAAAAAAAA-----AAACTGAACTTTTGTGTTTTTATTTGATTTA-----------------------------------

droGri2 scaffold_14906:8668124-
8668331 +

dgr_462 AAG------------AGCG--------------AAAAGAAA-----ATACGAAAAACTAAAAAAAAAAAAAAGTGAA---------------------C--AACCCAACC----A---------ACAAAACAATAGAAAA----------------AAATAAAC-AATTGTACACGGCTTTCGTAAAGAAATTTATCGAAGCTTTGTATAATTAACCAAAAAAAAACA-ACCTGATC-TTTGTGTTATTATTTGCTTTATTCCAACATTCTTAGCACCCAAACTGCCCCCAGTC

droWil2 scf2_1100000004902:4649912-
4650074 +

dwi_5415 AAA------------ACCAAAACAAAAGAAAA------------------GAAAAGTTTAAAAAATC--------------------AAAACAACCA----------ACCAACCA---------ACAAAACAATAGAAA------------------AATAAAC-AATTGTACACGGCTTTTATAAAGTAATTTATTAAAGCTTTGTATAATTACCCAAAAAAAAAAA-CCCAAAAA-TTTTTGTTTTTATTT-----------------------------------------

dp5 2:27294877-27295058 - dps_3827 AACTTGTAACATTTGAGA--------------AAAAC-------------------------------AAAAGAAAA-ACCCTTACAA-ACC----AAATCC----ATTCAAC-AG--------AAAAAACAATAGAAGA-ACAAAAA-AAAAAGAAAATAAAA-AATTGTACACGGCTTTTATGAAGTAATTTGTTAAAGCTTTGTATGATTAAACAAAAAAAAA---AAACCAAA-TTTGTGTTTTTATTT-----------------------------------------
droPer2 scaffold_6:2585076-2585259

-
dpe_2481 AACTTGTAACATTTGAGA--------------AAAAC-------------------------------AAAAGAAAA-ACCCTTACAA-ACC----AAATCC----ATTCAAC-AG--------AAAAAACAATAGAAGA-ACAAAAA-AAAAAGAAAATAAAA-AATTGTACACGGCTTTTATGAAGTAATTTGTTAAAGCTTTGTATGATTAAACAAAAAAAAAAA-ACCCCAAA-TTTGTGTTTTTATTT-----------------------------------------

droAna3 scaffold_13340:11049296-
11049448 -

dan_90 AAG------------AAGA----------------AA----AAAAAA---CAAATATTTGA-------AAAAGAAAT-C--------AACC-----------C-TCAACC----AA------CCACAAAGCAATAGAAAA-----------------AATAAAC-AATTGTACACGGCTTTCGTAAAGTGATTTATTAAAGCCTTGTATAATTAAGAAAAA---------CAACAAA-TTTGTGTTTTTATTTT----------------------------------------

droBip1 scf7180000396374:34241-
34386 +

T------------TGAAA--------------GAAAAGAAAAAAAA-------------------AC-AAAAGAAAT-CCC-----------------------TCAACC----AA------CCACAAAGCAATAGAAAA-----------------AATAAAC-AATTGTACACGGCTTTCGTAAAGTGATTTATTAAAGCCTTGTATAATTAACAAAAA---------CAACAAA-TTTGTGTTTTTATTTT----------------------------------------

droKik1 scf7180000302247:250337-
250490 +

AAC------AAC--------------------------------------------------------TAAAGAA-A-CCCC--ACAAAACC----AAC--C----AACC----AT------CAACAAAACAATAGAAGA-AA------AAAAACAAAATAAAC-AATTGTACATGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAAAAAAAAGAA----CAACCAAAA-TTTGTGTTTTTATTT-----------------------------------------

droFic1 scf7180000454106:2527561-
2527711 +

AAA------------AA------------------GC-------------------------------GAATGAAAA-CCCC--ACAAAGCC----AAC--CA-CCAACC----AA------CCACAAAACAATAGAAAA--------------ACAAATAAAC-AATTGTACACGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACAAAAAAA-----AACCTCCAA-ATTGTGTTTTTATTT-----------------------------------------

droEle1 scf7180000491212:1154162-
1154309 +

AAA------------AA------------------TA-------------------------------GAAAGAAAA-ACCC--ACAAAAGC----ATC--CA-CCAACC----AG------C-----AACAATAAAAA-------------AAACAAATAAAC-AATTGTACACGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACAAAAAAAG----AACCCCAAA-TTTGTGTTTTTATTT-----------------------------------------

droRho1 scf7180000778307:14047-
14197 +

AAA------------AA------------------TA-------------------------------GAAAGAAAAAACCC--ACAAAACC----AAC--C----AACC----AA------CATCAAAACAATAGAAAA------------AAACAAATAAAC-AATTGTACACGGCTTTCGTAAAGCAATTTATTGAAGCTTTGTATAATTAACAAAAAAA-----AACCTCAAA-TTTGTGTTTTTATTT-----------------------------------------

droBia1 scf7180000302402:7353522-
7353679 -

TAT------AATTTGAAA--------------AAAAA----------------------------TC-GAAAGAAAA-CCCC--ACAAAACC----A----------ACC----AA------CAAGAAATCCATAGAAAA-------------AAC-AATAAAC-AATTGTACACGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACAAAAAAAAAC---AACCAAAA-TTTGTGTTTTTATTT-----------------------------------------

droTak1 scf7180000414009:179069-
179215 +

AAA------------A-------------------AC-------------------------------GAAAGAAAA-CCCT--ATAAAACC----AAC--C----AACC----AA------CAAGAAAACAATAGAAAA-------------AACAAATAAAC-AATTGTACACGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAAAAAAAA-A-----AACCTCAAA-TTTGTGTTTTTATTT-----------------------------------------

droEug1 scf7180000409490:80944-
81095 +

GAT-----------G-A------------------AA-------------------------------AAACGAAAT-CCCC--ACAAAACC----AAC--C----AACC----AA------CAACAAAACAATAGAAAA----------AAAATCAAATAAAC-AATTGTACATGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACAAAAAAA-----AACCTCAAA-TTTGTGTTTTCATTT-----------------------------------------

dm3 chr3R:4640259-4640417 - dme_421 TAA------AATTTGAGA--------------AAAAA-------------------------------GAAAGAAAA-CCCC--ACAA-ACC----AAA--C----AA-C----AA------CAACAAAACAATAGAAAA-------------AAGAAATAAAC-AATTGTACATGGCTTTCGTAAAGAAATTTATGAAGGCTTTGTATGATTAACCAAAAAAAAA---TCCACAAA-TTTGTGTTTTTATTT-----------------------------------------

droSim2 3r:16351711-16351874 + dsi_75 TAA------AATTTGAGA--------------AAAAA-------------------------------GAAAGAAAA-CCCC--ACAA-ACC----AAA--C----AAC-----AA---CAACAACAAAACAATAGAAAA----------AAAAACAAATAAAC-AATTGTACATGGCTTTCGTAAAGAAATTTATTAAAGCTTTGTATGATTAACCAAAAAAA----ATCCTGAAA-TTTGTGTTTTTATTT-----------------------------------------droSec2 scaffold_0:17217359-
17217518 +

dse_1844 TAA------AATTTGAGA--------------AAAAA-------------------------------GAAAGAAAA-CCCC--ACAA-ACC----AAA--C----AA-C----AA------CAACAAAACAATAGAAAA-----------AAAACAAATAAAC-AATTGTACATGGCTTTCGTAAAGAAATTTATTAAAGCTTTGTATGATTAACCAAAAAAA----ATTCTGAAA-TTTGTGTTTTTATTT-----------------------------------------

droYak3 3R:8702193-8702351 - dya_1796 AAT--------TTTGAGA--------------AAAAA-------------------------------GAAAGAAAA-ACCCG-TCAA-ACC----A----------AAC----AA------CAACAAAACAATAGAAGA-A--------AAAAACAAATAAAC-AATTGTACATGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACCAAAAAAAAA---TCCTCAAA-TTTGTGTTTTCATTT-----------------------------------------
droEre2 scaffold_4770:16945883-

16946036 +
der_1521 AAA--------TTTGAGA--------------AAAAAGAAG------------------------------AAAAAA-CCCC--ACAA-ACC----A----------AAC----AA------CAACAAAACAATAGAAAA------------AAACAAATAAAC-AATTGTACATGGCTTTCGTAAAGTAATTTATTAAAGCTTTGTATAATTAACCAAAAAA-----ATCCTCAAA-TTTGTGTTTTTATTT-----------------------------------------
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http://compgen.cshl.edu/~jmohamme/static/droYak3/html/dya_1796.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:16945883-16946036
http://compgen.cshl.edu/~jmohamme/static/droEre2/html/der_1521.html


ID:

dvi_16862

Coordinate:

scaffold_13047:13844467-13844527 -

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ22846-in]; CDS [Dvir\GJ22846-cds]; CDS [Dvir\GJ22846-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GACTTAGTCCAAATGAGTCCCGCTTTACATCCACTTTCATGATGCAGCCGGTAAGTGGACGGGAGGTAATTTTTACTTGTTTCTTCAAAACTAACCGCCCAATCCCTACAGCAACTGGGCGTGCCCTTGCATGTTCACATGCGTCTACAGGCCAACCAAGT

**************************************************((.((.(((.(((.(((..........................))).)))..)))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060672

9x160_females_carcasses_total

M047

female
body

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060667

160_females_carcasses_total

M028

head

SRR060666

160_males_carcasses_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

GSM1528803

follicle
cells

SRR060683

160_testes_total

.........................................................................................ACTAACCGCCCAATCCCTACAG.................................................. 22 0 1 17.00 17 2 5 4 2 3 0 0 0 0 0 1 0 0

.........................................................................................ACTAACCGCCCAATCCCTACAGT................................................. 23 1 1 15.00 15 2 0 2 1 1 3 3 2 1 0 0 0 0

.........................................................................................ACTAACCGCCCAATCCCTACA................................................... 21 0 1 5.00 5 1 1 0 0 0 0 0 1 1 1 0 0 0

....................................................................ATTTTTACTTGTTTCTTCAAAACTA.................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTGGACGGGAGGTA............................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0

.........................................................................................ACTAACCGCCCAATCCCTACAGTT................................................ 24 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0

............................................................................................AACCGCCCAATCCCTACAG.................................................. 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0

.........................................................................................ACTAACCGCCCAATCCCTACAGA................................................. 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AACTAACCGCCCAATCCCTACAG.................................................. 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0

..........................................................................................CTAACCGCCCAATCCCTACAG.................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CTGAATCAGGTTTACTCAGGGCGAAATGTAGGTGAAAGTACTACGTCGGCCATTCACCTGCCCTCCATTAAAAATGAACAAAGAAGTTTTGATTGGCGGGTTAGGGATGTCGTTGACCCGCACGGGAACGTACAAGTGTACGCAGATGTCCGGTTGGTTCA

**************************************************((.((.(((.(((.(((..........................))).)))..)))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060683

160_testes_total

M047

female
body

V053

head

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060657

140_testes_total

SRR1106727

larvae

V116

male
body

SRR060655

9x160_testes_total

SRR060672

9x160_females_carcasses_total

SRR1106728

larvae

SRR1106729

mixed
whole
adult body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:13844417-

13844577 -
dvi_16862 GACTTAGTCCAAATGAGTCCCGCTTTACATCCACTTTCATGATGCAGCCGGTAAGTG-GACGGG-AGGT------A--ATTTTTAC-----TTGTT---------TCTTCAAAAC-TAACC--------------GCCCAATCCCTACAGCAACTGGGCGTGCCCTTGCATG---TTCACATGCGTCTACAGGCCAACCAAGT

droMoj3 scaffold_6540:26245689-
26245850 +

GCCTCAATCCCAACGAGTCCCGCTTTACATCCACTGTCATGCTGCAGCCGGTAAGTG-CAGAGGAATCC------G--CT------TTCTTT--GCTT-------TCTATGAAGCTCACTT--------------AGCCAATCTCTACAGCAACTGGGCGTACCCTTGCACG---TCCATGTGCGTCTGCAGGCCAACCAGGT

droGri2 scaffold_14830:6111335-
6111498 +

GGCTAAGTCCAAGTATAGAACGACATGCATCAAAATTCGTGTTGCAACCGGTGAGTG-CATAGCAT----ATA--G--AA------TATCTC--TCTTCTCTTGAAATCTAAC-------C------AG-----ACGT-AATATTTACAGCAACTGGGTGTGCCTTTGCATG---CTCATATGCGTCTACAGGCCAACCAGGT

droWil2 scf2_1100000004921:4599201-
4599369 +

GTCTCAATCCAGATGAATCACGCTTCACCTCCTCCTTTGTGATCCAGCCAGTAAGTT-TAAA----AGTTCCATCCGCATTGGAGG-AGCTC--TC---------ATTCTAAT---T---A------AT-----TCTTCATTTTTTGCAGCAAATTGGAGCTCCAATGCAAGGAACTCATTTGCGTCTACAGGCAAATCAAAT

dp5 2:5315129-5315301 + GTCTCCAACCGGACGAGTCCCGCTTCAGCTCTGTCTTCGTGGTGCAACCAGTAAGTG-TCATAGAGAAC------C--TT--------------TCTTTCTGCGCAGTCTGAC-------TGCAACAATTTTCCCTTCCTTCCCTTCCAGCAACTGGGAGCTCCCATGCAGGGCACACATCTGCGACTGCAGGCCAATCAGGT
droPer2 scaffold_19:1026876-1027048

+
GTCTCCAACCGGACGAGTCCCGCTTCAGCTCTGTCTTCGTGGTGCAACCAGTAAGTG-TCATAGAGAAC------C--TT--------------TCTTTCTGCGCCGTCTGAC-------TGCAACCATTTTCCCTTCCTTCCATTCCAGCAACTGGGAGCTCCCATGCAGGGCACACATCTGCGACTGCAGGCCAATCAGGT

droAna3 scaffold_13340:7464525-
7464695 +

GCCTTAATCCGGACGAGTCCCGATTGACCTCTTACTTCGTGGTGCAGCCAGTAAGTC-AACCACTT----CACAC----C----------TT--TATCC-TTTTTAAACTAAC-------TAAATAAATTATAA---ATGATTTCTTTAGCACCTTGGAGCCCCCATGCACGGCACCCACCTGCGATTACAGGCCAATCAGGT

droBip1 scf7180000396708:1385632-
1385798 -

GCCTCAATCCGGACGAGTCCCGATTGACCTCCTACTTTGTGGTGCAGCCAGTAAGTC-AACCTCTC----TAGGC----T----------TT--AATCT-CTCCTCAGCCAAC-C-TAAGG------TC-----TTAT-TATCTCTTTAGCAACTTGGCGCGCCGATGCACGGCACCCACCTGCGGTTACAGGCCAATCAGGT

droKik1 scf7180000302475:126326-
126493 +

GTCTCACTCCGAATGCCACGCGCTTCACCTCCTCATTTGTGGTGCAGCCGGTAAGTT-CTTGTAAATGTTACTTTGATATCG---------TGGGC---------AGGATAAT-------GACA----A-----ATTCTTTGTTTTTTAGCAACTGGGAGCACCGATGCAGGGCACCCATCTTCGGTTGCAGGCCAACCAGGT

droFic1 scf7180000453796:162607-
162769 +

GCTTGCAGCCGGATGAGTCGCGTTTCACCTCCACTTTTGTGGTGCAACCGGTGGGTT-AAACACCTA-T---AACC--ATATATGT-----A-CCC---------TTTATAAT-------A------CT-----CCCTTTTTCATTTCAGCAACTGGGAGCTCCGATGCAGGGCACCCACTTGCGTCTGCAGGCCAACCAGGT

droEle1 scf7180000490967:697753-
697915 -

GGCTCCAGCCGAACGAGTCGCGCTTCACCTCCACCTTCGTGGTCCAACCGGTAGGCC-AAGTCAAAGGC------A--ACCCAAGT-----CTACT--------TATACTAAC-------T------AT-----ACCTTGTGTGTTCCAGCAACTGGGAGCTCCGATGCAGGGCACCCATTTGAGGTTGCAGGCCAACCAGGT

droRho1 scf7180000778336:18053-18214
+

GCCTCCAACCCAACGAGTCGCGCTTCACCTCCACCTTTGTGGTGCAACCGGTGAGTT-CACTTGAGAGC------A--ACCCAAAT-----CCGCT---------TTACTAAC-------A------AT-----GCTTTTTGGGTTCCAGCAACTGGGATCTCCGATGCAGGGCACCCACCTGCGGCTGCAGGCCAACCAGGT

droBia1 scf7180000299102:359165-
359326 -

GCCTCCGGCCCGATGAAGAGCGTTTCACATCTACCTTCGTCGTGCAACCGGTACGTT-CAATAGAAAGT------A--AATCAAAT-----TGGCC---------AATCTAAT-------G------AT-----ACGCTTTCAACTCCAGCAACTGGGAGCCCCGATGCAGGGCACCCACCTGCGGTTGCAGGCCAACCAGGT

droTak1 scf7180000415580:251650-
251813 +

GCCTCCAGCCGAATGAGACGCGTTTCACCTCCACCTTTGTGGTGCAACCGGTGAGTCGGAATCGAAAGTT-----A--ATCGGGGT-----AGCCC---------AATCTAAT-------A------GC-----AGTTTCTAAATTCCAGCAACTGGGAGCACCCATGCAGGGCACCCACCTGCGGTTGCAGGCCAATCAGGT

droEug1 scf7180000409557:110665-
110826 +

GCCTCGAGCCGAATGAGACGCGCTTTACCTCCACCGTGGTGGTGCAGCCGGTGAGTT-GAATCGAAAGT------A--ACCCATAT-----TGGCC---------AATTTAAT-------A------AT-----ATACTACGGGTTTCAGCAACTGGGAGCACCGATGCAGGGAACCCATCTGCGGTTGCAGGCCAACCAGGT

dm3 chr3R:12423425-12423586 - GACTGCAGCCGAATGTGTCGCGCTTCACCTCCACCTTCGTGGTGCAACCGGTGAGTT-GAATCGAAAGT------A--GTCCCAGT-----TTGTC---------AATTCAAT-------A------AT-----ACTTTATGGGTTTCAGCAACTGGGAGCTCCGATGCAGGGCACCCACCTGCGATTGCAGGCCAACCAGGT
droSim2 3r:8826667-8826828 + GACTGCAGCCGAATGAGTCGCGCTTCACCTCCACCTTTGTGGTACAACCGGTAAGTT-GAATCGAAAGT------G--GTCCCAGT-----TGGTC---------AATTCAAT-------A------AT-----ACTTTATGGATTTCAGCAACTGGGAGCTCCGATGCAGGGCACCCACCTGCGATTGCAGGCCAACCAGGT
droSec2 scaffold_12:1724840-1725001

+
GACTGCAGCCGAATGAGTCGCGCTTCACCTCCATCTTCGTGGTGCAACCGGTAAGTT-GAATCGAAAGT------G--GTCCCAGT-----TGGTC---------AATTCAAT-------A------AT-----ACTTTATGGGTTTCAGCAACTTGGAGCTCCGATGCAGGGCACCCACCTGCGATTGCAGGCCAACCAGGT

droYak3 3R:11969268-11969429 + GCCTGCAGCCGAATGAGTCGCGCTTCACCTCCACCTTCGTGGTGCAACCGGTGAGTT-GAAGCGAAAGT------A--GTCCAGGT-----TGGTC---------AATGCAAT-------A------AT-----ACTTCGTGGGTTTCAGCAATTGGGAGCTCCGATGCAGGGCACCCACCTGCGCTTGCAGGCCAACCAGGT
droEre2 scaffold_4770:9213906-

9214067 +
GCCTGCAGCCGAATGAGTCGCGCTTCACCTCCACCTTCGTGGTGCAACCGGTGAGTG-GAATCGAAAGT------T--GTCCAGGC-----TGGTC---------AATGCAAT-------A------AT-----ACTGTACGGGTTTCAGCAATTGGGAGCTCCGATGCAGGGCACCCACCTGCGCTTGCAGGCCAACCAGGT

Generated: 09/08/2015 at 07:10 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
0
0
0
1
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:13844417-13844577
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:13844417-13844577
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_16862.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:26245689-26245850
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14830:6111335-6111498
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004921:4599201-4599369
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=2:5315129-5315301
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_19:1026876-1027048
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13340:7464525-7464695
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396708:1385632-1385798
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302475:126326-126493
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453796:162607-162769
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000490967:697753-697915
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000778336:18053-18214
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000299102:359165-359326
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415580:251650-251813
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409557:110665-110826
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3R:12423425-12423586
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3r:8826667-8826828
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_12:1724840-1725001
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3R:11969268-11969429
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:9213906-9214067


ID:

dvi_285

Coordinate:

scaffold_13047:777452-777534 +

Confidence:

confident

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ23646-in]; CDS [Dvir\GJ23646-cds]; CDS [Dvir\GJ23646-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATTTATTTGGACCCAGCTGTAGCGGCCGCCGGTGATGGCGACGCAATCATGCAAGTGATATTGAATCCAGATATAAATATACCTAAATGCCATACTTTCTGCGAAATCTAATTTGGTTTTTGTTCCCTTGCAGTGTTCCTTGGCAGGGACACCAGGACAACCTTATCGATCGCTTCGATGTGC

**************************************************(((((.((....(((.((((((......................................)))))).)))...)).))))).***************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

SRR2096014

Ovary_Strain_160_oxidized

SRR060680

Â 9xArg_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M047

female
body

SRR060656

9x160_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

GSM1528803

follicle
cells

M061

embryo

SRR060658

140_ovaries_total

SRR060670

9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060655

9x160_testes_total

V047

embryo

SRR060654

160x9_ovaries_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060676

9xArg_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR1106720

embryo_8-
10h

M027

male
body

SRR060657

140_testes_total

SRR060672

9x160_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106726

embryo_14-
16h

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

V116

male
body

V053

head

...............................................................................................................TTTGGTTTTTGTTCCCTTGCA................................................... 21 0 1 50.00 50 10 6 3 1 0 1 2 2 5 0 1 3 0 0 0 3 2 0 0 0 1 0 0 0 0 2 0 1 2 2 0 0 0 0 0 0 0 0 0 1 1 1 0

................................................................................................................TTGGTTTTTGTTCCCTTGCAG.................................................. 21 0 1 34.00 34 5 2 4 5 3 1 0 3 0 4 1 0 2 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGCAG.................................................. 22 0 1 25.00 25 3 4 2 0 0 0 1 0 0 0 1 0 0 2 0 1 0 1 0 0 2 0 2 0 0 0 0 1 0 0 1 0 1 0 0 1 1 1 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGC.................................................... 20 0 1 11.00 11 0 0 1 1 0 1 0 0 1 0 1 0 0 0 1 0 0 1 0 2 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAAGTGATATTGAATCCAGATAT............................................................................................................. 24 0 1 6.00 6 3 2 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGCAA.................................................. 22 1 1 6.00 6 0 2 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGTTTTTGTTCCCTTGCAC.................................................. 21 1 1 5.00 5 0 0 0 2 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAAGTGATATTGAATCCAGATATAAA.......................................................................................................... 27 0 1 5.00 5 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGCAC.................................................. 22 1 1 5.00 5 0 0 0 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTG..................................................... 19 0 1 4.00 4 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGTTTTTGTTCCCTTGCA................................................... 20 0 1 4.00 4 1 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGTTTTTGTTCCCTTGCAGT................................................. 22 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGCC................................................... 21 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................TCTAATTTGGTTTTTGTTCCCTTGC.................................................... 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAAGTGATATTGAATCCAGATATAAAT......................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TAAATGCCATACTTTCTGCGAAATCTAA........................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........GGACCCAGCTGTAGCGGCCGCCGG....................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TACCTAAATGCCATACTTTCTGCGAAA............................................................................. 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................GACACCAGGACAACCTTATCGATCGCT......... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..TTATTTGGACCCAGCTGTAGC................................................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

...............................................................................TACCTAAATGCCATACTTTCTGCGAAATC........................................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....ATTTGGACCCAGCTGTAGCGGC............................................................................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGTTTTTGTTCCCTTGC.................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGGTTTTTGTTCCCTTGCAG.................................................. 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGGTTTTTGTTCCCTTGCAAC................................................. 22 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TTTGGTTTTTGTTCCCTTGCAAA................................................. 23 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGGTTTTTGTTCCCTTGCAGT................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..........ACCCAGCTGTAGCGGCCGCCG........................................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCAAGTGATATTGAATCCAGATA.............................................................................................................. 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGGTTTTTGTTCCCTTGCAGAA................................................ 22 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TAAATAAACCTGGGTCGACATCGCCGGCGGCCACTACCGCTGCGTTAGTACGTTCACTATAACTTAGGTCTATATTTATATGGATTTACGGTATGAAAGACGCTTTAGATTAAACCAAAAACAAGGGAACGTCACAAGGAACCGTCCCTGTGGTCCTGTTGGAATAGCTAGCGAAGCTACACG

***************************************************(((((.((....(((.((((((......................................)))))).)))...)).))))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

SRR060664

9_males_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

M047

female
body

V047

embryo

SRR060678

9x140_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V116

male
body

...................................................................................................................CAAAAACAAGGGAACGTCACA............................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:777402-

777584 +
dvi_285 ATTTATTTGGACCCAGCTGTAGCGGCCGCCGGTGATGGCGACGCAATCATGCAAGTGATATTGAATCCAGAT--------------------------------ATAAA-TATACCTAAATG-CCA----TACTTT----C-------------------------TGCGAAATCTA--------------ATTTG----------------------------------GTTTTTG------TT-------CCCTTGCAGTGTTCCTTGGCAGGGACACCAGGACAACCTTATCGATCGCTTCGATGTGC

droMoj3 scaffold_6540:4772372-
4772560 +

ATTTATCTGGATCCAGCCGTAGCGGCCGCCGGTGACGGCGACGCAATCATGCAAGTGATATTGAATTCAGT---------------------------------TTA-----------TTTT---T-------G---AATCG-----TGGCT--AGCCAATCATTGTGCGAAATCTA--------------ATTTGATC----------------------------CTTGTTCTG----------------TCCTTTCAGTGTGCCCTGGCAGGGACATCAGGACAATCTTATCGATCGCTTCGATGTCC

droGri2 scaffold_14906:5533121-
5533325 -

ATCTATTTAGATCCGGCCGTCGCAGCCGCTGGCGATGGAGACGCAATCATGCAAGTCATATTGAGTGCCGCT------------------TTAACTATATAAATTACA----------AATA---T-------A---AAATA-----TAACT--GTTTAAAAAAAG-----TGCGGAAATTG-------TTA-----------------------------------ATTGTTTGTT----GCAT-------TTCTTACAGTGTGCCTTGGCAAGGTAATCAGGACAATCTTATCGATCGCTTCGATGTGC

droWil2 scf2_1100000004902:9619708-
9619912 -

ATATATTTGGATCCAGCAGTAGCTGCTGCCGGCGATGGAGCCGCGATCATGCAAGTGATATTGAATCCAGAC--------------------------------AAAATATATTC-TCGATT-CT--------CC-----C--CGTT---AC--AG-------------TGTGACTAAGTTG--------------AGTTTTTCTTTGCCCTCTTTTTTTTTTGC------------------TC-------TATCTGCAGTGTGCCTTGGCAGGGACAGCAGGATAATCTAATCGATCGATTTGATGTTC

dp5 2:1754279-1754472 - ATTTACCTGGACCCAGCGGTAGCGGCAGCGGGCGATGGTGCCGCCATCATGCAAGTGATATTGAGTTTAAAATTTGCTTTGCCTTTCCTTTCAATTATGCAAAGCGAAA-------------------------------CG-----------------------------TGGCTAAAGTG--------------------------------------------------CACATGTCCTTGT-------TCTTTGCAGTGTTCCGTGGCAGGGACAGCAGGACAATCTGATTGATCGGTTTGATGTGC
droPer2 scaffold_7:1907678-1907871

-
ATTTACCTGGACCCAGCGGTAGCAGCAGCGGGCGATGGTGCCGCCATCATGCAAGTGATATTGAGTTTAAAATTTGCTTTGCCTTTCCTTTCAATTATGCAAAGCGAAA-------------------------------CG-----------------------------TGGCTAAAGTG--------------------------------------------------CACATGTCCTTGT-------TCTTTGCAGTGTGCCGTGGCAGGGACAGCAGGACAATCTGATTGATCGGTTTGATGTGC

droAna3 scaffold_13340:4693168-
4693353 -

ATCTATTTGGACCCCTCTGTGGCTGCCGCTGGCGATGGAGCCGCTATCATGCAAGTGATATTGAGTTTGAGT--------------------------------TTGAA-CACTCTTT-----TAAGACCGCAT---TTTCG-----TGGAT--AG-------------CATAACTA--------------------------------------------------ATTGGTG-TT------TC-------ATTTTGCAGTGTGCCGTGGCAGGGGCAGCAGGATAATCTGATTGACCGGTTCGACGTAC

droBip1 scf7180000396359:496338-
496523 +

ATATATTTGGATCCTGCAGTGGCTGCCGCTGGCGATGGAGCCGCAATCATGCAAGTGATATTGAGTTTGAGT--------------------------------TTGAC-CACTCTTTTATG-ACC----GACTTT---TGG-----TGGAC--AG-------------GAAGACTA--------------------------------------------------ATTGGGT-GT------TC-------CTTTTACAGTGTGCCGTGGCAGGGGCAGCAGGATAATCTGATTGACAGGTTTGACGTAC

droKik1 scf7180000302388:1722232-
1722421 -

ATCTATCTGGATCCCGCGGTGGCGGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTGAGTTGGAGC--------------------------------TTAAAACCCTC-TACGTT-TCA----GGCTTT---GCG---T-TGGCT--GG-------------AATGACTAA------------------------------------------------AAGTGCTTCCT------CC-------TCTTTGCAGAGTGCCTTGGCAGGGTCAACAGGATAACCTCATCGATCGCTTCGATGTGC

droFic1 scf7180000454106:1830847-
1831035 -

ATCTACCTGGATCCCGCGGTGGCGGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTGGAGC--------------------------------TTAAAACCCTC-TGCTTT-G---T----TTT-----GGTTGCATGTAA--GAGAT----------CTTAACTA--------------------------------------------------ACTGACTCGT------G--------TCCTTGCAGTGTGCCTTGGCAGGGTCAGCAGGATAATCTTATAGACCGTTTTGATGTTC

droEle1 scf7180000491194:536283-
536472 +

ATCTACCTGGACCCTGCGGTGGCCGCCGCCGGCGATGGAGCCGCCATCATGCAAGTGATATTCAGTTGGAGC--------------------------------TTGAAGCCCTT-CTCTTG-CCC-------C---TTGCT--C--TGACTAAGTCCT----------CCTTACTA--------------------------------------------------AGTGCTTGTC------CT-------TTCTTGCAGTGTGCCTTGGCAGGGCCAGCAGGATAACCTCATCGATCGCTTCGATGTGC

droRho1 scf7180000779488:579223-
579408 +

ATCTACCTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCAGTTGGAGC--------------------------------TTACAACCCTC-TACTTC-TTG-------T---GTGGT-----TGGTG--GTGTC----------CTTTACTA--------------------------------------------------AGTGTCC-TT------CC-------TTTTTGCAGTGTGCCTTGGCAGGGTCAACAGGACAACCTCATCGATCGCTTCGATGTGC

droBia1 scf7180000302402:4260636-
4260824 +

ATTTACTTGGACCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCCATCATGCAAGTGATATTCAGTTGGAGC--------------------------------CTAAA-CACTC-TACTCCTG---T----TTTTGTGTCG-----TGGTG--AGGT-----------CATTACTA--------------------------------------------------AGTGTATCGT------CT-------CGTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTGC

droTak1 scf7180000415310:659590-
659779 -

ATCTACTTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCCATCATGCAAGTGATATT-----GGAGC--------------------------------CTAAAGCTTTT-TACCTT-G---T----TTT-----C--CGTGTGTGT--GTGTC----------CCCTACTA--------------------------------------------------AGTGCTTTCT------ACCCTTTTTTGTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTGC

droEug1 scf7180000409881:205656-
205846 +

ATCTATTTGGATCCTGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCAGTGGGATC--------------------------------CTTAAATCCAA-AACTTT-TTA-------T---ATATA-----TGTTA--CTGT--------------------GTTGAGAACTTTTA-----------------------------------CTTATTT-TT------TT-------TTTTGTCAGTGTGCCTTGGCAGGGTCAGCAGGATAACCTCATTGACCGCTTTGATGTGC

dm3 chr3R:20481153-20481343 + dme_423 ATCTACTTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTAGAGC--------------------------------ATAAAACCCTC-TACTTT-CTA-------G---TTGCG-----TGGCG--ATGT--------------------------------------------------------TTTTGTTTTGCTAAGTAATGGAT------AC-------TTTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTAC
droSim2 x:5239427-5239617 - ATCTACTTGGATCCCGCGGTGGCGGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTGGAGC--------------------------------ATAAAACCCTC-TACTTT-CTA-------G---TTGCG-----TGGCG--ATGT--------------------------------------------------------TTTTTTTTTGCTAAGTAATTGAT------AC-------TTTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTGC

droSec2 scaffold_0:20815586-
20815775 +

ATCTACTTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTGGAGC--------------------------------ATAAAACCCTC-TACTTT-TTA-------G---TTGCG-----TGGCG--ATGT--------------------------------------------------------TT-TTTTTTGCTAAGTAATTGAT------AT-------TTTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTGC

droYak3 3R:26016241-26016430 - ATCTACTTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTGGAGC--------------------------------TTAAAACCCTC-TACTCT-CTA-------G---CTGCG-----TGGCG--ACTT---------------------------------------------------------TTATTTTTGCTAAATAATTGGT------AC-------TTTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGATCGCTTCGATGTAC
droEre2 scaffold_4820:7577175-

7577361 -
ATCTACTTGGATCCCGCGGTGGCCGCCGCCGGCGATGGAGCCGCAATCATGCAAGTGATATTCATTTGGAGC--------------------------------TTAAAACCCTC-TACTTT-CTC-------G---TTGCG-----TGGCG--ACGTT----------TTTTGCTA--------------------------------------------------AGTGATTTGT------AC-------TTTTTGCAGTGTGCCTTGGCAGGGTCAGCAGGACAACCTCATCGACCGCTTCGATGTAC
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dvi_290

Coordinate:

scaffold_12875:11864769-11864830 -
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Legend: mature star mismatch in alignment mismatch in read
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No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TGCTATAAAATACAACTACAAATACACAGTTACGTATGTATGTATGGTTGTGTTTATATCAGGCTCTGTGTCATTGCATAAAATATGGTATGGGCATGCTATAAACTACAACTATAAATATACAGTTACGCATGTATGTATGGATGGTTGTGTTTATATGTA

***********************************.((((((((((((((((((((((.((.((.(((((((((..........))))))))))).)).))))))).))))))))..))))))).*************************************
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Norm Total

M047

female
body

M028

head

SRR060686

Argx9_0-
2h_embryos_total

SRR060681

Argx9_testes_total

V053

head

SRR060687

9_0-
2h_embryos_total

SRR2096026
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2h from 14
day old
Strain 9
mothers

V116
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body

SRR060677

Argx9_ovaries_total

SRR060678
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SRR2096079
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2h from
15to16 day
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mothers

SRR060676

9xArg_ovaries_total

SRR2096080
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from 15to16
day old
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mothers

SRR2096081

embryo_0-2h
from 15to16
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nondysgenic
mothers

SRR060659

Argentina_testes_total

SRR060682

9x140_0-
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body

SRR060671

9x160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060684
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SRR2096038
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2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
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mothers

SRR060654

160x9_ovaries_total

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060679

140x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR1106714

embryo_2-
4h

SRR2096059

Ovary_Min_164

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
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V047

embryo

SRR060655

9x160_testes_total

........................................................................................TATGGGCATGCTATAAACTACA.................................................... 22 0 1 65.00 65 12 8 3 4 3 3 2 4 3 2 0 2 2 2 1 0 2 2 1 2 0 1 1 1 0 0 0 1 0 0 0 0 1 1 1 0 0 0

........................................................................................TATGGGCATGCTATAAACTACAA................................................... 23 0 1 23.00 23 1 0 8 1 0 2 2 0 0 1 2 1 0 1 0 2 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGT........................................................................................... 21 0 1 8.00 8 1 0 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0

........................................................................................TATGGGCATGCTATAAACTAC..................................................... 21 0 1 8.00 8 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0

................................................TGTGTTTATATCAGGCTCTGTGT........................................................................................... 23 0 1 4.00 4 1 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACT....................................................... 19 0 1 4.00 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................CTATAAACTACAACTATAAAT........................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACTACG.................................................... 22 1 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACTACAAC.................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTG............................................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGTTTATATCAGGCTCTGTAA........................................................................................... 23 2 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGTTTATATCAGGCTCTGT............................................................................................. 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGTCTAA....................................................................................... 25 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGTC.......................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACTA...................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTGTTTATATCAGGCTCTGTGA........................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACTACAAAA................................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATGGGCATGCTATAAACTACAAA.................................................. 24 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGTCT......................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGTCA......................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TATAAACTACAACTATAAATA.......................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..................................................TGTTTATATCAGGCTCTGTGTCAT........................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GTATGGGCATGCTATAAACTACAAC.................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATGGTATGGGCATGCTATAAA......................................................... 21 0 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

ACGATATTTTATGTTGATGTTTATGTGTCAATGCATACATACATACCAACACAAATATAGTCCGAGACACAGTAACGTATTTTATACCATACCCGTACGATATTTGATGTTGATATTTATATGTCAATGCGTACATACATACCTACCAACACAAATATACAT

*************************************.((((((((((((((((((((((.((.((.(((((((((..........))))))))))).)).))))))).))))))))..))))))).***********************************
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SRR060673

9_ovaries_total

V116

male
body

SRR2096014

Ovary_Strain_160_oxidized
...............................................................................................TACGATATTTGATGTTGATATTT............................................ 23 0 1 1.00 1 1 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:11864719-

11864880 -
dvi_290 TGCTATAAA-ATACAACTACAAATACACAGTTACGTATGTATGTATGGTTGTGTTTATATCAGGCTCTGTGTCATTGCATAAAATAT-GGTATG-GGCATGC------------------TATAAACTACAACTATAAATATACAGTTACGCATGTATGTATGGATGGTTGTGTTTATATGTA

droMoj3 scaffold_6496:14998992-
14999138 +

GCCAATAAATATACATCTACGTATCTG--CTTATGTGTGTATATATGATTGTGGCTAT--------------CATCACAACAATCATTGATAAGAAACGTCCAGAGTTTGTGGTTGGAATTAGTTACTACA--------TATAAAACTATAC----------ATAT--GTATATGTATGTGTA

droWil2 scf2_1100000004514:1245346-
1245393 +

T-----------ATATGTACATATGTA--TGTATGTAT--------------------------------------------------------------------------------------------------------------------GTAT----GTAT--GTATGTATGTATGTA

dm3 chr2R:19760387-19760432 - ATACATATGTATATATGCAT--------------------------------------------------------------------------------------------------------------------------------------GTATCTATGAGTGTGTGTGCTTGTAT---
droSim2 2r:20268214-20268256 - AT--------------------------------------------------------------------------------------------------------------------------------------------AGGGATCCGCATGTATGTATGTACGTATGTATATTTGTGTA
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Legend: mature star mismatch in alignment mismatch in read
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No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTTCGGCAGAATATGAATACCAAACCGTGGTCAGGTTCAAGCGAGTGAGCACCAGGCGTCAGCGGCTGCCGACGATGTCTCGTTGCCGCTGTCGCGATGTGTGCATTGTCTTTTATTATTGTTTTCATTTGGTTTTGTTGTGACCAATTGAAT

***********************************...(((..((((.((((...(((.(((((((....(((((....)))))))))))).)))...)))).))))..)))......***********************************
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#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096057

Ovary_Min_50

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096059

Ovary_Min_164

SRR060663

160_0-
2h_embryos_total

M028

head

SRR060688

160_ovaries_total

V053

head

M027

male
body

SRR2096058

Ovary_Min_98

SRR060656

9x160_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060681

Argx9_testes_total

SRR060655

9x160_testes_total

SRR060660

Argentina_ovaries_total

SRR060675

140x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060683

160_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

SRR060672

9x160_females_carcasses_total

...............................................AGCACCAGGCGTCAGCGGCTGC.................................................................................... 22 0 1 11.00 11 0 2 3 0 1 1 0 1 0 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTG.................................................. 21 0 1 9.00 9 2 0 0 0 1 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..................................................................................TTGCCGCTGTCGCGATGTGTGC................................................. 22 0 1 9.00 9 1 0 0 2 0 0 0 0 1 2 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGCACCAGGCGTCAGCGGCTG..................................................................................... 21 0 1 7.00 7 0 1 1 1 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGT................................................... 20 0 1 4.00 4 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGCA................................................ 23 0 1 4.00 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................GAGTGAGCACCAGGCGTCAGCGGCTG..................................................................................... 26 0 1 3.00 3 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ACCAGGCGTCAGCGGCTG..................................................................................... 18 0 1 3.00 3 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGCATT.............................................. 25 0 1 3.00 3 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGT................................................. 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGCAAA.............................................. 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCACCAGGCGTCAGCGGCTGC.................................................................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGA................................................. 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TTTTCATTTGGTTTTGTTGTGACCAAT..... 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GTTGCCGCTGTCGCGATGTGT................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................GTTGCCGCTGTCGCGATGTGTGCA................................................ 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCAGGCGTCAGCGGCTGG.................................................................................... 18 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGCT................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................TCATTTGGTTTTGTTGTGACC........ 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTG.................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................TGCCGCTGTCGCGATGTGTGC................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................GAGTGAGCACCAGGCGTCAG........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

................................................GCACCAGGCGTCAGCGGC....................................................................................... 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CGAGTGAGCACCAGGCGTC............................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................TCGTTGCCGCTGTCGCGATGTGT................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................................................TTGCCGCTGTCGCGATGTGTGCATA.............................................. 25 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCACCAGGCGTCAGCGGCTGCC................................................................................... 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GAGCACCAGGCGTCAGCGGCTGC.................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAAGCCGTCTTATACTTATGGTTTGGCACCAGTCCAAGTTCGCTCACTCGTGGTCCGCAGTCGCCGACGGCTGCTACAGAGCAACGGCGACAGCGCTACACACGTAACAGAAAATAATAACAAAAGTAAACCAAAACAACACTGGTTAACTTA

***********************************...(((..((((.((((...(((.(((((((....(((((....)))))))))))).)))...)))).))))..)))......***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096058

Ovary_Min_98

SRR2096059

Ovary_Min_164

V053

head

V047

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

V116

male
body

GSM1528803

follicle
cells

M028

head

SRR060676

9xArg_ovaries_total

SRR1106728

larvae

SRR1106729

mixed
whole
adult body

..........................CACCAGTCCAAGTTCGCTCACT......................................................................................................... 22 0 1 3.00 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCCGCAGTCGCCGACGGCT................................................................................. 19 0 1 3.00 3 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CCCGACGGCTGCTACAGAGCA...................................................................... 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................CAGTCGCCGACGGCTGCTACA........................................................................... 21 0 1 2.00 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0

............................................................TCGCCGACGGCTGCTACAGAG........................................................................ 21 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CCGACGGCTGCTACAGAGCAA..................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

............................................CACTCGTGGTCCGCAGTCGC......................................................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACACACGTAACAGAAAATAAT................................... 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................GTCCAAGTTCGCTCACTC........................................................................................................ 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................CCGCAGTCGCCGACGGCT................................................................................. 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............TACTTATGGTTTGGCACCAGT........................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................................................GCGACAGCGCTACACACGTAA.............................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.....................................................TCCGCAGTCGCCGACGGCTGCTACAGAG........................................................................ 28 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................ATTCACTCGTGGTCCGCAG............................................................................................. 19 2 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................AGTCCAAGTTCGCTCACTC........................................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.......................................................CGCAGTCGCCGACGGCTGCTAC............................................................................ 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

...............CTATGGTTTGGCACC........................................................................................................................... 15 1 5 0.20 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:22838982-

22839134 +
dvi_127 TTTC-G-----------G----CA---GAATAT-GAATACCAAACCGTGGTCAGGTTCAAGCGAGTGAGCACCAGGCGTCAGCGGCTGCCGACGATGTCTCGTTGCCGC---------------TGTCGCGATGTGTGCAT-----------T-----------GTCTTTTAT------TATTGTTTTCATTTGGTTT----T-GTTGTG-ACCAATTGA-------------------------AT

droMoj3 scaffold_6680:17455501-
17455645 +

TTTC-G-----------G----CA---GAACCT-GAATACCAAACCGTGGTCATGTTCAAGCGAG----CAGCAGGCGTCAGCGGCTGCCGACGGTGTCTCGTTGCCGC---------------TGCCGCGCTTCGTTCAT-----------T-----------TT--CTTAT------TATTGTTTTCATTTGCTTTT-GTT-GTGATT-CTCT------------------------------AT

droGri2 scaffold_15110:18113881-
18114043 +

TTTC-G-----------G----CA---CAATAC-GAATACCGAACCGTGGTCATATTCAAGCGAGCGAGCAGCAGGCGTCAGCGGCTGCCGACGACGTCTCGTTGCCGC---------------TGGCGCGCTGTGCGCTC-----------TTTGCGAGCGATGGGTTTTATTTTTGTTTTCATTT------CTTATT-CTT-C------------------TAGTCATAA-----------G-TT

droWil2 scf2_1100000004511:8606465-
8606617 +

CCC-GA-----AAGAGAACCAAAACCA--AGAA-GAA----GAACCGTGGTCATGTTCAAGCGAG------G----CGTCTGTG--------------------GTAGCGGCGAGTGC--CGCT-GT-------T--G--TCGGCCAAATAAA-----------TTTGCCGCG------AATTGTTT------TTTTTT-GTT-TGTTTC-CCTATTGTGTCATAGCAAATA-----------AGAA

dp5 XR_group6:11786927-11787045
+

TCT-GG--------TTG---CTCA---GAAT-C-TGA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CGATGCCGCGCAGCGTGCGTTTCA----------T--A--CACCCCC---ATG-----------CCCCTTTAT------TATTGTTT------GTTATG-GTC-GAAAAT-GCCAAT------------------------------

droPer2 scaffold_20:1708238-1708359
+

TCT-GG--------TTG---CTCA---GAAT-C-TGA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CGATGCCGCGCAGCGTGCGTTTCA----------T--A--CACCCCC---ATG-----------CCCCTTTAT---TATTATTGTTT------GTTATG-GTC-GAAAAT-GCCAAT------------------------------

droAna3 scaffold_13337:19364337-
19364472 +

ATTC-G-----------GCTACCA---GAATGC-GAA----GAACCGTGGTCATGTTCGAGAGAG----TCGAGAGCGT---------------------CGATGCCGCGCAGCGTGTGCTGCT----------C--G--TCCCCCCTCTAGA-----------CCTCCGTTT------CATTGTTT------ATTGTG-AT--AAAATA-GCCAATTGGAA-------------------------

droBip1 scf7180000396360:559019-
559155 +

ATTC-G-----------GCTACCA---GAATGC-GAA----GAACCGTGGTCATGTTCGAGAGAG----GCGAGAGCGT---------------------CGATGCCGCGCAGCGTGTGCTGCT----------T--G--TCCCCCCTCTAGA-----------CCCCTGATT------CATTGTTT------ATTGTT-ACT-AAAAAA-CCCAATTGGAA-------------------------

droKik1 scf7180000302391:590683-
590794 +

GCTC-C-----------G----GA---GAATGC-GAA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CGATGCCGCG---TGTGC--CGCC----------C--T--T--CCCC---TTG-----------CC-CGCCCT------TGCTGTTT------ATTATT-GCC-GAAATC-ACCAATTGGA--------------------------

droFic1 scf7180000454113:2415275-
2415404 +

GCTC-G-----------G-------TC--A-AC-CGA----GAGCCGTGGTCATGTTCAAGAGCC------G----------------------------AAATGCCGCGCAGCGTGC--TA------------T-----------------G-----------TCCCTCTCC------AATTGTTT------ATTGTTTGGTCAACAGC-GCCAATTGGCGTTTGACATTGTTGTAAGCGTAA-GA

droEle1 scf7180000491193:4174608-
4174714 -

TTC-AG--------TCGG-------TC---GGT-CGA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--T-------------T-----------------G-----------TCCCTCTCC------TATTGTTT------ATTGTTTGCT-GATAAT-GCCAATTGGCG-------------------------

droRho1 scf7180000773422:32446-32569
+

TTC-AG--------TCGG-------TC---GGT-TAA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAATGCCGCG---CGTGC--TC------------C-----------------T-----------TCCCTCTCC------TATTGTTT------GTTGTTTGCT-GATAAT-GCCAATTGGCA-TAGTTATTATTACCCGC-----AT

droBia1 scf7180000302193:5778578-
5778686 +

TGTC-G-----------G-------CCG---CA-GAA----GAGCCGTGGTCATGTTCAAGAGCC------G----------------------------CAATGCCGCGCAGCGTGT--TT------------C-----------------G-----------CCCCTCTCC------TATTGTTT------ATTGTTTGCC-GCTAAT-GCCAATTGGCCAA---------------------AT

droTak1 scf7180000415254:675468-
675568 +

TGTC-G-----------G--------------C-CCA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAATGCCGCGCAGCGTGC--TA------------C-----------------G-----------TCCCTCTCC------TATTGTTT------ATTGTTTGCC-GATAAT-GCCAATCGGCC-------------------------

droEug1 scf7180000409466:5044792-
5044914 +

T---AGTCGGTCGGTTG---ATCGGTC--GG-CCAAG----AAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAATGCCGCGCAGCGTGC--TT------------------------------------------CCCCTCTCT------TATTGTTT------ATTGTTAACT-GATAATGCCCAATTGGCAATTGT--------------------

dm3 chr3L:19902965-19903096 - C---GGTCCGACCGTCG---CTCGGTC--AGGC-TAA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--TG------------C-----------------G-----------TCCCCCTCC------CATTGTTT------ATTGTT-GCC-TATTAT-CCTAATTGGTCATTGTCATTG-----------CTGT

droSim2 3l:19496974-19497105 - C---GGTCCGACCGTCG---CTCGGTC--AGGC-TAA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--TG------------C-----------------G-----------TCCCCCTCC------CATTGTTT------ATTGTT-GCC-TATTAT-CCCAATTGGTCATTGTCATTG-----------CTTTdroSec2 scaffold_29:548223-548357 - ACTCGGTCCGACCGTCG---CTCGGTC--AGGC-TAA----GAACCGTGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--TG------------C-----------------G-----------TCCCCCTCC------CATTGTTT------ATTGTT-GCC-TATTAT-CCCAATTGGTCATTGTCATTG-----------CTTT

droYak3 3L:20673979-20674111 + ATC-GGTCCGACTGTCG---CTCGGTC--AGGC-CAA----GAACCATGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--TG------------C-----------------G-----------TCCCCTTCC------CATTGTTT------ATTGTT-GCC-CGTTAT-CCCAATTGGTCATTGTCATTG-----------G-TG
droEre2 scaffold_4784:19641313-

19641428 -
T---GGTCCGACCGTCG---CTCGGTC--AGGC-CAA----ACACCGTGGTCATGTTCAAGAGCC------G----------------------------CAAAGCCGCGCAGCGTGC--TG------------C-----------------G-----------TCCCCTCCC------CTTTGCTT------ATTGTT-GCC-CTTTAT-CCCAATCGG---------------------------

Generated: 09/08/2015 at 08:35 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0
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ID:

dvi_130

Coordinate:

scaffold_12928:5263600-5263659 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ16956-in]; CDS [Dvir\GJ16956-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CGATTTGTATTCTGTGACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGCGTTGATGTGCGGCGTGCCACGAACTGTTCGACGGGCACGAGCGCAACATCAACGGCGCTGCACGCAGCGGCGGCGGCAGCCTCAGCCAGCACACAGACACAAACTCAG

***********************************.((((((((((((((.((((((((((((.((((((.((((...))))...))))))..))).))))))))).)))))).))))))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

M047

female
body

SRR060678

9x140_testes_total

V116

male
body

M028

head

SRR060664

9_males_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096058

Ovary_Min_98

V047

embryo

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

V053

head

M061

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR060668

160x9_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060683

160_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096059

Ovary_Min_164

SRR060684

140x9_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR060655

9x160_testes_total

SRR060658

140_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060666

160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR060677

Argx9_ovaries_total

.......................................................................................CACGAGCGCAACATCAACGGCGT.................................................. 23 1 1 20.00 20 1 1 4 1 0 3 0 2 0 0 0 1 1 1 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCC.......................................................................................... 20 0 1 12.00 12 3 2 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCG................................................... 22 0 1 8.00 8 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.......................................................................................CACGAGCGCAACATCAACGGC.................................................... 21 0 1 4.00 4 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.......................................................................................CACGAGCGCAACATCAACGGCGA.................................................. 23 1 1 3.00 3 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGC........................................................................................... 19 0 1 3.00 3 1 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................ACGGAATTGTAGGAGTGCGCC........................................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCA......................................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCT......................................................................................... 21 1 1 2.00 2 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................CACGAACTGTTCGACGGGCAC...................................................................... 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCTT......................................................................................... 21 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCAT........................................................................................ 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCC................................................... 22 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................GAATTGTAGGAGTGCGCCTG......................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ACATCAACGGCGCTGCACGCA.......................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCT................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................GCCACGAACTGTTCGACGG.......................................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................CCACGAACTGTTCGACGGGC........................................................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGTT................................................... 22 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGA........................................................................................... 19 1 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGG..................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................GAACTGTTCGACGGGCACGAGCGC................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................GTGCGGCGTGCCACGAACT................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCACG....................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................CAACATCAACGGCGCTGCACGCA.......................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AACATCAACGGCGCTGCACGCAG......................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................CGCCTGCTGCGGCGGCGGCGTTG........................................................................................................ 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............TGTGACGGAATTGTAGGAGTGCGCCT.......................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CGTTGATGTGCGGCGTGCCAC........................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCGTCT................................................ 25 3 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCCT.................................................. 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCAC........................................................................................ 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............GACGGAATTGTAGGAGTGCGC............................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......................................................................................CACGAGCGCAACATCAACGGCGTC................................................. 24 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............GTGACGGAATTGTAGGAGTGC.............................................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCT.......................................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTGCCTTT....................................................................................... 23 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GCGTTGATGTGCGGCGTTT........................................................................................... 19 2 2 1.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...................................................................................................................GCAGCGGCGGCGGCAGC............................ 17 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GCTAAACATAAGACACTGCCTTAACATCCTCACGCGGACGACGCCGCCGCCGCAACTACACGCCGCACGGTGCTTGACAAGCTGCCCGTGCTCGCGTTGTAGTTGCCGCGACGTGCGTCGCCGCCGCCGTCGGAGTCGGTCGTGTGTCTGTGTTTGAGTC

************************************.((((((((((((((.((((((((((((.((((((.((((...))))...))))))..))).))))))))).)))))).))))))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060659

Argentina_testes_total

V053

head

M047

female
body

.....................................................................................CCGTGCTCGCGTTGTAGTTGCCG.................................................... 23 0 1 1.00 1 1 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:5263550-

5263709 +
dvi_130 CGATTTGTATTCTGTGACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGCGTTGATGTGCGGCGT---GCCACGAACTGTTCGACGGGCACGAGCGCAACATCAACGGCGCTGCACGCAGCGGCGGCGGCAGCCTCAGCCAGCACACAGAC------------ACAAACTC------------------AG

droMoj3 scaffold_6359:3777926-
3778088 +

dmo_164 CGATTTGTATTCTGTGACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTTGATGTTGTGCGGCGTGCCACGAGCTGTTCGACTGGCACGGCCACAGCAGCAACATCGCTGCACGCAGCGGCGGCAGCAGCCTCAGCCAGCACACAGAC------------ACAAGCCC------------------AA

droGri2 scaffold_14853:9936518-
9936680 +

CGATTTGTATTCCGTAACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGCGTTGATGTTTTGCGACGTGCCACGAACTGTTCGACGGGCACGAGCACAGCATCAGCGTCGCTGCACGCAGCAGCGGCGGCAGCCTCAGCCAGTACACAGACTCA------------AGCTC------------------AA

droWil2 scf2_1100000004909:2563021-
2563153 -

TGATTTATATTCTGTTACCGAATTGTAGGAGTGCGCCTGCTGCGGCGGTGGCGTTGATGTAGTGCGTAGG------------------------GGCACCACAACAACGTCACTGCACGCAGCGGCGGC---CAC---AGCCAGTACACAGACACAGA------------TGC------------------CA

dp5 XL_group1a:4975083-4975215 + CGACCTCTACTCCGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGCGTTGATGTTGTGCGACGG------------------------GGCACATCATCAACGTCGCTGCACGCAGCGGCGGCGGTAG------CCAGCACACAGACCCAGA------------CGC------------------AG
droPer2 scaffold_11:1564044-1564164

+
CGACCTCTACTCCGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGCGTTGATGTTGTGCGACGG------------------------GGCACATCATCAACGTCGCTGCACGCAGCGGCGGCGGTAG------CCAGCACT------------------------C------------------AG

droAna3 scaffold_12929:978059-978194
+

CGATCTGTACTCCGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGTCGC------------------------GGCGCCTCATCCACATCGCTGCACGCAGCGGCGGC---CACC------------CAAACCCCAGCACAGAGTCAAGGCC------------------AG

droBip1 scf7180000394786:11051-11174
-

CGATCTATATTCTGTAACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGTCGC------------------------GGCGCCTCATCCACATCGCTGCACGCAGCGGCGGC---CACC------------CAAAC------------CCAAGGAC------------------AG

droKik1 scf7180000302469:59517-59655
-

CGATCTTTATTCTGTGACGGAATTGTAGGAATGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGTCGC------------------------GGCGCCTCATCCACAACGCTGCATGCAGCGGCGGCGGCCACA-CAGAC--------AACACAAACACA---ACAAAATC------------------AG

droFic1 scf7180000454072:2002066-
2002216 +

CGATCTGTACTCGGTGACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCAGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGCGGCGGCCACA------------CAAACTCAGAGCCACAACCAAAACCAAACACAG------ACGCAG

droEle1 scf7180000491043:339248-
339377 +

CGATCTGTATTCGGTGACGGAATTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCACTTCATCCACATCGCTGCACGCGGCGGCGGC---CACA------------CAAACTCAGAG------CCAAAACC------------------AG

droRho1 scf7180000779976:81341-81494
+

CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGTGGC---CACA------------CAAACTCAGAGCCACAACCAAAACCAGACGCAGTCACAACCGCAG

droBia1 scf7180000302069:825520-
825655 -

CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTTGTGCGCCGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGCGGC---CACA------------CAAACTCAGAGCCACACCCAAAACC------------------AG

droTak1 scf7180000413933:64339-64477
+

CGATCTGTATTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGAAGA------------------------GGCGCTTCATCCACATCGCTGCACGCAGCGGCGGC---TACA------------CAAACTCAGAGCCACAACCAAAACCCGA---------------CG

droEug1 scf7180000408973:234324-
234459 +

CGATTTATACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTAGTGCGCCGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGCGGC---CACA------------CAAACTCAAACCCACAACCAAAACC------------------AA

dm3 chrX:1113630-1113765 - CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCGCATCGTCCACATCGCTGCACGCGGCGGCGGC---TACA------------CAAACTCAGACCCACACCCAAAACC------------------AG
droSim2 x:1003016-1003151 - CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCGCATCATCCACATCGCTGCACGCGGCGGCGGC---TACA------------CAAACTCAGACCCATACCCAAAACC------------------AG
droSec2 scaffold_10:947882-948017 - CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCGCATCATCCACATCGCTGCACGCGGCGGCGGC---TACA------------CAAACTCAGACAAATACCCAAAACC------------------AG

droYak3 X:1028373-1028508 - CGATCTGTACTCGGTGACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGGGTGGATGTGGTGCGCCGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGCGGC---CACA------------CAAACTCAGACACACACCCAAAACC------------------AG
droEre2 scaffold_4644:1098900-

1099035 -
CGATCTGTACTCGGTAACGGAGTTGTAGGAGTGCGCCTGCTGCGGCGGCGGTGTGGATGTGGTGCGCCGA------------------------GGCGCCTCATCCACATCGCTGCACGCGGCGGCGGC---TACC------------CAAACTCAGACACACACCCAAAACC------------------AG
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ID:

dvi_393

Coordinate:

scaffold_12970:9427883-9427942 +

Confidence:

confident

Class:
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Genomic Locale:

intron
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Legend: mature star mismatch in alignment mismatch in read
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hide 3p reads  show mid mismatch reads

GTATTTGCAGCAGTTGATGTCAACCTCGATAACTGGTCCGCTTGCAGCCTGAGTAAACAAGCAATATTTAACATATCGTAAACAGTTATATATTACATGTTCACCTCAGGTTGCACGTGGCATTGGGTCAAAGGTAGACCAAAAACTGGACGTCCCGAGA

***********************************..((((.(((((((((((..((((...(((((.((((............)))).)))))...))))...))))))))))).))))....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060675

140x9_ovaries_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total
SRR2096058

Ovary_Min_98

V053

head

M028

head

SRR060674

9x140_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

SRR2096057

Ovary_Min_50

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

V047

embryo

SRR060682

9x140_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

M061

embryo

SRR060654

160x9_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060667

160_females_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060673

9_ovaries_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR060659

Argentina_testes_total

SRR060670

9_testes_total

......................................................................................TATATATTACATGTTCACCTCAG................................................... 23 0 1 50.00 50 24 3 3 1 2 2 1 0 2 0 1 1 0 0 1 0 0 0 2 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 1 1 1 1 0 0

.......................................................................................ATATATTACATGTTCACCTCAG................................................... 22 0 1 16.00 16 7 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0

.......................................................................................ATATATTACATGTTCACCTCAGG.................................................. 23 0 1 13.00 13 5 0 1 0 1 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATATTACATGTTCACCTCA.................................................... 22 0 1 10.00 10 6 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATATATTACATGTTCACCTCA.................................................... 21 0 1 7.00 7 1 1 1 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATATATTACATGTTCACCTCAG................................................... 24 0 1 4.00 4 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.................................................TGAGTAAACAAGCAATATTTAA......................................................................................... 22 0 1 4.00 4 0 1 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AACTGGTCCGCTTGCAGCCT.............................................................................................................. 20 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTATATATTACATGTTCACCTCA.................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATATTACATGTTCACCTCAG................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGAGTAAACAAGCAATATTT........................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................TTGCACGTGGCATTGGGTCAAAG........................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................ACTGGTCCGCTTGCAGCC............................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................AACATATCGTAAACAGTTATAT..................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...............................ACTGGTCCGCTTGCAGCCT.............................................................................................................. 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AACTGGTCCGCTTGCAGCC............................................................................................................... 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGAGTAAACAAGCAATATTTAAA........................................................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................TAACTGGTCCGCTTGCAGCCT.............................................................................................................. 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................ATAACTGGTCCGCTTGCAGCCT.............................................................................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATATTACATGTTCACCTCAA................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TATATATTACATGTTCACCTC..................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGAGTAAACAAGCAATATTTA.......................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TGAGTAAACAAGCAATATT............................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................CGATAACTGGTCCGCTTGCAGCC............................................................................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................ATATATTACATGTTCACCTCAGTAA................................................ 25 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.....................................................................................TTATATATTACATGTTCACCTCAA................................................... 24 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAGTAAACAAGCAATATTT........................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................TATATTACATGTTCACCTCAGG.................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CATAAACGTCGTCAACTACAGTTGGAGCTATTGACCAGGCGAACGTCGGACTCATTTGTTCGTTATAAATTGTATAGCATTTGTCAATATATAATGTACAAGTGGAGTCCAACGTGCACCGTAACCCAGTTTCCATCTGGTTTTTGACCTGCAGGGCTCT

************************************..((((.(((((((((((..((((...(((((.((((............)))).)))))...))))...))))))))))).))))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060679

140x9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060689

160x9_testes_total

SRR060670

9_testes_total

SRR060683

160_testes_total

M047

female
body

SRR060655

9x160_testes_total

SRR060659

Argentina_testes_total

SRR060657

140_testes_total

SRR060676

9xArg_ovaries_total

V116

male
body

M027

male
body

SRR060677

Argx9_ovaries_total
SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

SRR060675

140x9_ovaries_total
SRR2096055

Ovary_Min_43

SRR060674

9x140_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060654

160x9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060688

160_ovaries_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR1106729

mixed
whole
adult body

M061

embryo

SRR060671

9x160_males_carcasses_total

SRR060684

140x9_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060668

160x9_males_carcasses_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060658

140_ovaries_total

SRR060666

160_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

V047

embryo

SRR060656

9x160_ovaries_total

SRR060664

9_males_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106727

larvae

SRR1106730

embryo_16-
30h

SRR2096014

Ovary_Strain_160_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

M028

head

SRR060660

Argentina_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060673

9_ovaries_total

SRR060687

9_0-
2h_embryos_total

V053

head

................................................GACTCATTTGTTCGTTATAAA........................................................................................... 21 0 1 22663.00 22663 7339 6832 4373 2161 730 487 263 67 122 38 28 34 30 23 14 15 14 10 5 9 9 6 9 0 9 1 8 1 0 1 0 4 3 3 0 3 0 0 1 1 1 0 2 0 2 0 0 0 0 0 1 0 0 0 1 1 1 1 0

...............................................GGACTCATTTGTTCGTTATAAA........................................................................................... 22 0 1 2700.00 2700 713 946 432 213 44 37 18 98 16 39 57 9 0 6 4 10 6 5 3 3 5 4 3 9 0 0 0 0 0 3 5 0 0 1 0 0 0 0 0 1 0 0 1 0 0 1 2 2 1 0 0 1 1 0 0 0 0 0 1

.................................................ACTCATTTGTTCGTTATAAA........................................................................................... 20 0 1 2274.00 2274 647 662 569 237 63 27 28 15 7 1 1 5 2 0 3 0 0 3 0 1 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................GACTCATTTGTTCGTTATAAAT.......................................................................................... 22 0 1 1725.00 1725 557 497 376 174 51 27 14 5 13 1 0 1 0 0 2 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AATATATAATGTACAAGTGGAGT.................................................... 23 0 1 1629.00 1629 608 494 275 166 5 8 8 3 1 18 13 1 5 2 3 0 0 2 2 4 0 2 1 0 0 0 0 0 2 0 0 1 1 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................TATATAATGTACAAGTGGAGT.................................................... 21 0 1 1181.00 1181 377 362 228 115 4 8 3 10 2 12 1 5 3 3 1 5 6 2 6 1 1 1 1 0 0 3 0 3 4 2 1 1 1 0 1 0 1 2 0 0 1 1 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0

.................................................ACTCATTTGTTCGTTATAAAT.......................................................................................... 21 0 1 570.00 570 204 141 109 80 18 6 2 1 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGACTCATTTGTTCGTTATAAA........................................................................................... 22 1 1 494.00 494 182 129 93 47 19 8 2 2 4 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATATAATGTACAAGTGGAGT.................................................... 22 0 1 428.00 428 118 149 93 30 1 4 1 2 0 9 5 1 2 0 0 0 0 1 1 1 0 0 0 0 0 3 0 0 2 1 0 0 0 0 0 0 0 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AGGACTCATTTGTTCGTTATAAA........................................................................................... 23 1 1 402.00 402 128 113 79 40 10 14 4 4 3 1 3 0 0 0 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AACTCATTTGTTCGTTATAAA........................................................................................... 21 1 1 294.00 294 107 66 69 28 6 5 4 2 3 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................AAATATATAATGTACAAGTGGAGT.................................................... 24 1 1 254.00 254 82 87 38 24 2 0 0 0 0 6 3 0 2 0 0 1 0 0 2 0 0 1 0 0 0 1 0 3 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCATTTGTTCGTTATAAA........................................................................................... 19 0 1 175.00 175 41 52 44 19 5 4 3 3 3 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AACTCATTTGTTCGTTATAAAT.......................................................................................... 22 1 1 82.00 82 34 15 23 8 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAACTCATTTGTTCGTTATAAA........................................................................................... 22 2 1 74.00 74 19 14 28 8 0 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAGACTCATTTGTTCGTTATAAA........................................................................................... 23 2 1 72.00 72 33 10 13 6 1 1 0 0 0 2 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCATTTGTTCGTTATAAAT.......................................................................................... 20 0 1 68.00 68 27 8 14 9 4 1 0 3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GACTCATTTGTTCGTTATAA............................................................................................ 20 0 1 64.00 64 22 15 11 5 2 0 0 8 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TGACTCATTTGTTCGTTATAAA........................................................................................... 22 1 1 56.00 56 17 10 13 4 4 2 0 0 0 1 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTCATTTGTTCGTTATAAA........................................................................................... 20 1 1 49.00 49 13 9 8 8 4 2 1 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................ATATAATGTACAAGTGGAGT.................................................... 20 0 1 42.00 42 11 14 10 5 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TGGACTCATTTGTTCGTTATAAA........................................................................................... 23 1 1 42.00 42 13 12 8 5 0 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCATTTGTTCGTTATAAAT.......................................................................................... 19 0 1 40.00 40 14 7 9 4 1 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TACTCATTTGTTCGTTATAAA........................................................................................... 21 1 1 36.00 36 3 3 2 3 4 11 8 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGACTCATTTGTTCGTTATAAAT.......................................................................................... 23 1 1 35.00 35 15 8 10 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAGGACTCATTTGTTCGTTATAAA........................................................................................... 24 2 1 33.00 33 14 3 10 4 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TCATTTGTTCGTTATAAA........................................................................................... 18 0 1 32.00 32 10 6 13 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GACTCATTTGTTCGTTATA............................................................................................. 19 0 1 29.00 29 12 6 4 4 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................CTATATAATGTACAAGTGGAGT.................................................... 22 1 1 28.00 28 3 8 6 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 2 2 0 3 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GACTCATTTGTTCGTTAT.............................................................................................. 18 0 1 21.00 21 9 3 5 1 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AAAATATATAATGTACAAGTGGAGT.................................................... 25 2 1 21.00 21 5 8 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATAATGTACAAGTGGAGT.................................................... 19 0 1 20.00 20 6 7 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AATATAATGTACAAGTGGAGT.................................................... 21 1 1 17.00 17 4 3 7 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGACTCATTTGTTCGTTATAA............................................................................................ 21 0 1 13.00 13 2 2 2 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CGACTCATTTGTTCGTTATAAA........................................................................................... 22 1 1 13.00 13 4 2 0 3 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GATATATAATGTACAAGTGGAGT.................................................... 23 1 1 12.00 12 3 4 2 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCATTTGTTCGTTATAAA........................................................................................... 19 1 2 12.00 24 1 4 9 5 2 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CCTATATAATGTACAAGTGGAGT.................................................... 23 2 1 10.00 10 3 2 2 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AATATATAATGTACAAGTGGAGTC................................................... 24 0 1 10.00 10 3 4 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATATATAATGTACAAGTGGAGT.................................................... 23 1 1 9.00 9 1 4 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................GAATATATAATGTACAAGTGGAGT.................................................... 24 1 1 9.00 9 5 0 1 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TGACTCATTTGTTCGTTATAAAT.......................................................................................... 23 1 1 9.00 9 1 3 1 0 0 0 0 0 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATAATGTACAAGTGGAGTC................................................... 22 0 1 8.00 8 2 2 2 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CATATATAATGTACAAGTGGAGT.................................................... 23 1 1 8.00 8 3 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAGACTCATTTGTTCGTTATAAAT.......................................................................................... 24 2 1 7.00 7 1 2 1 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CCAATATATAATGTACAAGTGGAGT.................................................... 25 1 1 7.00 7 1 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CACTCATTTGTTCGTTATAAA........................................................................................... 21 1 1 7.00 7 2 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTGGACTCATTTGTTCGTTATAAA........................................................................................... 24 2 1 7.00 7 1 3 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTCATTTGTTCGTTATAA............................................................................................ 19 0 1 7.00 7 1 2 0 1 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTCATTTGTTCGTTATAAA........................................................................................... 20 1 1 6.00 6 0 4 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAACTCATTTGTTCGTTATAAAT.......................................................................................... 23 2 1 6.00 6 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACCTCATTTGTTCGTTATAAA........................................................................................... 21 2 1 6.00 6 1 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CAATATATAATGTACAAGTGGAGT.................................................... 24 0 1 6.00 6 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TATATAATGTACAAGTGGAG..................................................... 20 0 1 5.00 5 1 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CATATAATGTACAAGTGGAGT.................................................... 21 1 1 5.00 5 2 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGACTCATTTGTTCGTTATAAAT.......................................................................................... 23 0 1 5.00 5 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TACTCATTTGTTCGTTATAAAT.......................................................................................... 22 1 1 4.00 4 0 1 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AATATATAATGTACAAGTGGAG..................................................... 22 0 1 4.00 4 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATAATGTACAAGTGGAGT.................................................... 18 0 1 4.00 4 1 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCAACGTGCACCGTAACCCAGTT............................. 23 0 1 4.00 4 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTCATTTGTTCGTTATAAA........................................................................................... 19 1 1 4.00 4 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TAATATATAATGTACAAGTGGAGT.................................................... 24 1 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................AAAGGACTCATTTGTTCGTTATAAA........................................................................................... 25 3 1 4.00 4 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCAACGTGCACCGTAACCCAG............................... 21 0 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GGGACTCATTTGTTCGTTATAAA........................................................................................... 23 1 1 4.00 4 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGACTCATTTGTTCGTTA............................................................................................... 18 0 1 4.00 4 1 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAGACTCATTTGTTCGTTATAAA........................................................................................... 24 3 3 4.00 12 1 5 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AATATATAATGTACAAGTGGA...................................................... 21 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTCATTTGTTCGTTATAA............................................................................................ 18 0 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGACTCATTTGTTCGTTATA............................................................................................. 20 1 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTTGACTCATTTGTTCGTTATAAA........................................................................................... 24 3 1 3.00 3 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATGACTCATTTGTTCGTTATAAA........................................................................................... 23 2 1 3.00 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAAACTCATTTGTTCGTTATAAA........................................................................................... 23 3 5 2.40 12 4 2 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GAGGACTCATTTGTTCGTTATAAA........................................................................................... 24 2 1 2.00 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................CCAACGTGCACCGTAACCCA................................ 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TGTCAATATATAATGTACAAGTGGAGT.................................................... 27 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATCATTTGTTCGTTATAAAT.......................................................................................... 20 1 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GCTCATTTGTTCGTTATAAA........................................................................................... 20 1 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GAGACTCATTTGTTCGTTATAAA........................................................................................... 23 2 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTCATTTGTTCGTTATAAAT.......................................................................................... 21 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGACTCATTTGTTCGTTAT.............................................................................................. 19 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AGGACTCATTTGTTCGTTATAA............................................................................................ 22 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TGGACTCATTTGTTCGTTATAAAT.......................................................................................... 24 1 1 2.00 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GGACTCATTTGTTCGTTATA............................................................................................. 20 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................CAATATATAATGTACAAGTGGAG..................................................... 23 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ACACTCATTTGTTCGTTATAAA........................................................................................... 22 2 1 2.00 2 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TGACTCATTTGTTCGTTA............................................................................................... 18 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTCATTTGTTCGTTATAAA........................................................................................... 21 2 2 2.00 4 1 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCCTCATTTGTTCGTTATAAA........................................................................................... 21 2 2 2.00 4 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCATTTGTTCGTTATAAAT.......................................................................................... 19 1 2 2.00 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTCATTTGTTCGTTATAAA........................................................................................... 19 1 3 2.00 6 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATACTCATTTGTTCGTTATAAA........................................................................................... 22 2 2 1.50 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CAAATATATAATGTACAAGTGGAGT.................................................... 25 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................AATATATAATGTACAAGT......................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTACTCATTTGTTCGTTATAAAT.......................................................................................... 23 2 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GAGGACTCATTTGTTCGTTATAA............................................................................................ 23 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AATATATATAATGTACAAGTGGAGT.................................................... 25 3 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................CTATTGACCAGGCGAACGTC................................................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................AATAATGTACAAGTGGAGT.................................................... 19 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................ATATATAATGTACAAGTGGAGTC................................................... 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ATGACTCATTTGTTCGTTATAAAT.......................................................................................... 24 2 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTCATTTGTTCGTTATA............................................................................................. 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TTATATAATGTACAAGTGGAGT.................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:9427833-

9427992 +
dvi_393 GTATTTGCAGCAGTTGATGTCAACCTCGATAACTGGTCCGCTTGCAGCCTGAGTAAACAAGCAATATTTAACATATCGTAAACAGTTATATATTACATGTTCACCTCAGGTTGCACGTGGCATTGGGTCAAAGGTAGACCAAAAACT-GGACGTCCCGAGA

droMoj3 scaffold_6308:1300842-
1300943 -

-------------------------------------------------------AGCGAGCAATATATAACAAATCGTATACAGTTAGGTATTGCTTGCTAACTCCCAACTGACCACGA-GCTGGG---AGAGTAGTGCATAGGCTCGAACACACAGACA
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

GAAATGCTCGGGGCGAATTTATACATTTCTGAAATATGTGCCTTTTTGAAGGATGTATGAAATGTGTTTTTTTATGGGGAAACGCAAAAGGCACATTTCACACATTTGTCAAGAATGTGTGTGTTCAACGGACATAGGCTATAAGTCGCTGTTATGTTAT

***********************************((......((((((.((((((.(((((((((((((((..((......)).))))))))))))))).)))))).))))))........))************************************
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2h from 14
day old
Strain 9
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

..................................................GGATGTATGAAATGTGTTTTTT........................................................................................ 22 0 1 39.00 39 9 4 1 1 3 2 3 1 0 2 1 2 1 1 1 1 0 1 0 0 1 0 1 0 1 0 1 0 1 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTC....................................................................................... 23 1 1 6.00 6 0 0 0 3 1 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................AAGGCACATTTCACACATTTGT................................................... 22 0 1 5.00 5 0 0 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTT......................................................................................... 21 0 1 5.00 5 2 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.....................................................................TTTTATGGGGAAACGCAAAAGG..................................................................... 22 0 1 3.00 3 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTC........................................................................................ 22 1 1 2.00 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTA....................................................................................... 23 1 1 2.00 2 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTCC...................................................................................... 24 2 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTTAAAA................................................................................... 27 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGGCACATTTCACACATTTGT................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTTA...................................................................................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTTCA..................................................................................... 25 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................AGGATGTATGAAATGTGTTTTTT........................................................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTTAA..................................................................................... 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTT........................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GGATGTATGAAATGTGTTTTTTT....................................................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................AAGGATGTATGAAATGTGTTTTT......................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...................................................GATGTATGAAATGTGTTTTTT........................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

Anti-sense strand reads

CTTTACGAGCCCCGCTTAAATATGTAAAGACTTTATACACGGAAAAACTTCCTACATACTTTACACAAAAAAATACCCCTTTGCGTTTTCCGTGTAAAGTGTGTAAACAGTTCTTACACACACAAGTTGCCTGTATCCGATATTCAGCGACAATACAATA

************************************((......((((((.((((((.(((((((((((((((..((......)).))))))))))))))).)))))).))))))........))***********************************
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M047

female
body

SRR060676

9xArg_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR060682

9x140_0-
2h_embryos_total

GSM1528803

follicle
cells

SRR060677

Argx9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

.....................................................................................................TGTAAACAGTTCTTACACACACAAGT................................. 26 0 1 2.00 2 1 1 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment

droVir3 scaffold_13050:1876467-
1876626 +

dvi_406 GAAATGCTCGGGGCGAATTT-ATACATTTCTGAAATATGTGCCTTTTTGAAGG----ATGTATGAAATGTGTTTTTTTATGGGGAAACGCAAAAGGCA-CATTT--CACACATTTG-------TCAAGAATGTGTG---TGTTC--AACGGACATAGGCTATAAGTCGCTGTTATGTTAT

droGri2 scaffold_15245:12183133-
12183294 -

AAAGTACTCGGGGCGAATTTCTTACATTCACAAAATA-----CTTTACGAATGTTGATCATACAGAATGTTGTGCCTTATGGGAAAATGACAAGGTCAACATCCTTTACATACT-GTAGACATGCAAGAATGGAAGAAATGTTAAGAATGGAATCAGGCTATAAAACG------------
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CAAATCGAATCGACGCGCAAAGTTGCTCGAGAATTATTGCCTTTGAGTTGGAACGCGAGACTCACTGTTATCGTTTTCTACATAACAGTTGAGTGTCGTGATTCCAAATCAACAGCAATTGTCAACTAATCGATTGGGCGCTATGCTTATCGATAG

***********************************(((((..((((.(((((((((((.((((((((((((.((.....))))))))).))))).))))).)))))).))))..)))))..***********************************
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M028

head

V116

male
body

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

M027

male
body

SRR060660

Argentina_ovaries_total

SRR060678

9x140_testes_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060679

140x9_testes_total

SRR060658

140_ovaries_total

SRR060677

Argx9_ovaries_total
SRR2096057

Ovary_Min_50

SRR2096079

embryo_0-
2h from
15to16 day
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SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

M047

female
body

SRR060661

160x9_0-
2h_embryos_total

SRR060657

140_testes_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060681

Argx9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
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SRR060663

160_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

V053

head

SRR060662

9x160_0-
2h_embryos_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060675

140x9_ovaries_total

SRR060659

Argentina_testes_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060683

160_testes_total

SRR1106721

embryo_10-
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SRR060686

Argx9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

V047

embryo

SRR1106729
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whole
adult body

...................................................................................AACAGTTGAGTGTCGTGATTCCA.................................................. 23 0 1 36.00 36 1 6 0 2 4 4 4 0 1 0 0 1 1 0 0 1 0 0 2 1 0 0 0 0 1 1 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTCC................................................... 22 0 1 26.00 26 8 2 5 1 0 1 0 1 0 1 0 0 1 2 0 0 0 1 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAACGCGAGACTCACTGTTAT..................................................................................... 21 0 1 22.00 22 1 0 1 0 0 1 0 3 3 2 1 0 0 0 2 1 2 0 0 0 0 1 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATTCCA.................................................. 24 0 1 12.00 12 1 1 2 3 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATTCC................................................... 23 0 1 9.00 9 2 0 2 1 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATT..................................................... 21 0 1 5.00 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTCCT.................................................. 23 1 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAACGCGAGACTCACTGTTA...................................................................................... 20 0 1 3.00 3 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTC.................................................... 21 0 1 3.00 3 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................GAACGCGAGACTCACTGTTATAAA.................................................................................. 24 3 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GAACGCGAGACTCACTGTTATAA................................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATTCCT.................................................. 24 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATTC.................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TCTACATAACAGTTGAGTGTCGTGA....................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTCCAAA................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTCCAA................................................. 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ACAGTTGAGTGTCGTGATTCCAA................................................. 23 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATT..................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................AACAGTTGAGTGTCGTGATTCTT.................................................. 23 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................GAACGCGAGACTCACTGTTATA.................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................GTTGAGTGTCGTGATTCCAA................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GGAACGCGAGACTCACTGTTAT..................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TAACAGTTGAGTGTCGTGATTCCAT................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGGAACGCGAGACTCACTGTTA...................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTTTAGCTTAGCTGCGCGTTTCAACGAGCTCTTAATAACGGAAACTCAACCTTGCGCTCTGAGTGACAATAGCAAAAGATGTATTGTCAACTCACAGCACTAAGGTTTAGTTGTCGTTAACAGTTGATTAGCTAACCCGCGATACGAATAGCTATC

***********************************(((((..((((.(((((((((((.((((((((((((.((.....))))))))).))))).))))).)))))).))))..)))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060670

9_testes_total

SRR060680

Â 9xArg_testes_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060683

160_testes_total

SRR060689

160x9_testes_total

SRR060655

9x160_testes_total

V116

male
body

M027

male
body

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060673

9_ovaries_total

SRR060658

140_ovaries_total
SRR2096056

Ovary_Min_46

SRR060676

9xArg_ovaries_total
SRR2096058

Ovary_Min_98

SRR060654

160x9_ovaries_total
SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR060688

160_ovaries_total
SRR2096057

Ovary_Min_50

SRR060656

9x160_ovaries_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060677

Argx9_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060660

Argentina_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060684

140x9_0-
2h_embryos_total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

M061

embryo

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060682

9x140_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

SRR060665

9_females_carcasses_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V047

embryo

V053

head

M028

head

SRR060661

160x9_0-
2h_embryos_total

SRR060663

160_0-
2h_embryos_total

SRR1106723

embryo_12-
14h

SRR1106728

larvae

................................................ACCTTGCGCTCTGAGTGACAA....................................................................................... 21 0 1 25086.00 25086 5429 5064 5346 1457 2070 2581 1234 525 484 568 177 1 45 0 2 3 8 15 0 14 0 5 0 0 3 0 4 1 9 0 3 0 12 4 4 0 2 0 0 0 2 1 0 0 3 0 1 1 1 3 1 1 1 1 0 0 0 0 0

...............................................AACCTTGCGCTCTGAGTGACAA....................................................................................... 22 0 1 15363.00 15363 3001 3359 2707 1816 1199 316 579 882 602 420 396 0 10 0 3 1 8 8 0 8 0 6 0 0 7 0 5 0 6 0 0 0 0 2 3 3 5 0 0 0 1 0 0 2 0 1 1 2 0 0 1 2 1 0 0 0 0 0 0

.................................................CCTTGCGCTCTGAGTGACAA....................................................................................... 20 0 1 10462.00 10462 1181 912 1207 1467 441 1333 1076 821 558 966 350 20 9 6 4 3 15 16 6 3 10 9 2 6 7 2 6 0 3 0 5 1 1 3 1 0 0 1 0 0 1 1 1 2 0 0 1 0 2 0 0 0 0 1 0 1 1 0 0

..................................................................................CTTGTCAACTCACAGCACTAAGGTT................................................. 25 1 1 4051.00 4051 990 1046 697 323 284 0 17 203 276 101 14 20 3 16 2 0 2 1 4 1 7 0 8 3 0 5 4 2 2 14 0 4 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................CTTGCGCTCTGAGTGACAA....................................................................................... 19 0 1 1937.00 1937 163 204 196 221 79 195 247 172 95 215 24 26 11 7 1 1 10 4 4 2 8 4 6 13 7 5 4 2 0 0 3 3 0 1 1 0 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACCTTGCGCTCTGAGTGACA........................................................................................ 20 0 1 1715.00 1715 333 277 340 125 136 209 110 62 53 51 9 0 2 0 0 0 0 2 0 1 0 0 0 0 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCACTAAG.................................................... 23 0 1 1600.00 1600 642 382 393 14 103 2 1 8 6 3 2 11 7 8 1 5 0 0 3 0 3 0 1 1 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

...................................................................................TTGTCAACTCACAGCACTAAGGTT................................................. 24 0 1 1191.00 1191 362 200 275 75 63 18 5 33 62 17 7 0 1 14 6 6 2 0 8 4 5 1 7 3 0 7 1 1 0 2 0 1 1 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...............................................AACCTTGCGCTCTGAGTGACA........................................................................................ 21 0 1 1002.00 1002 233 190 201 121 79 9 20 55 37 28 23 0 0 0 0 1 2 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAACCTTGCGCTCTGAGTGACA........................................................................................ 22 1 1 696.00 696 212 132 155 49 54 2 9 31 23 13 14 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TAACCTTGCGCTCTGAGTGACAA....................................................................................... 23 1 1 663.00 663 161 133 147 66 47 14 7 47 21 9 9 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTGCGCTCTGAGTGACAA....................................................................................... 21 1 1 576.00 576 33 43 33 168 21 49 24 68 59 59 12 1 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAACCTTGCGCTCTGAGTGACAA....................................................................................... 23 1 1 561.00 561 113 161 86 58 43 13 23 22 11 11 14 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TGTCAACTCACAGCACTAAGGTT................................................. 23 0 1 517.00 517 126 108 102 16 32 25 21 19 27 17 4 1 0 5 2 1 0 0 1 0 0 1 0 0 0 0 0 3 0 3 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TACCTTGCGCTCTGAGTGACAA....................................................................................... 22 1 1 480.00 480 103 94 95 63 37 8 5 28 25 14 5 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCTATTGTCAACTCACAGCACTAAG.................................................... 25 2 1 415.00 415 87 177 70 2 50 0 0 4 5 0 1 9 7 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTATTGTCAACTCACAGCACTAAG.................................................... 24 1 1 409.00 409 152 103 86 3 40 0 0 4 2 0 0 13 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTTGCGCTCTGAGTGACA........................................................................................ 19 0 1 302.00 302 35 29 44 48 12 30 32 21 13 29 3 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTTGTCAACTCACAGCACTAAGGT.................................................. 24 1 1 301.00 301 88 82 71 10 28 0 2 4 7 1 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TCAACTCACAGCACTAAGGTT................................................. 21 0 1 300.00 300 20 83 19 14 33 0 2 34 40 19 7 20 1 0 1 0 0 0 1 0 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CCTTGTCAACTCACAGCACTAAGGTT................................................. 26 2 1 276.00 276 47 107 32 22 28 0 1 12 11 8 0 4 1 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TTGTCAACTCACAGCACTAAGGT.................................................. 23 0 1 259.00 259 102 48 67 4 14 2 1 2 5 1 1 0 1 0 2 0 1 0 0 2 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

................................................ACCTTGCGCTCTGAGTGA.......................................................................................... 18 0 1 255.00 255 4 3 7 35 0 104 74 15 7 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CACCTTGCGCTCTGAGTGACAA....................................................................................... 22 1 1 255.00 255 13 15 8 108 3 3 2 46 31 22 1 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................ATTGTCAACTCACAGCACTAAGGT.................................................. 24 0 1 240.00 240 82 54 51 10 24 1 2 2 8 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CAACCTTGCGCTCTGAGTGACA........................................................................................ 22 0 1 202.00 202 59 48 42 11 21 1 3 5 3 2 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAACCTTGCGCTCTGAGTGACAA....................................................................................... 24 2 1 180.00 180 31 35 29 19 18 0 1 19 15 8 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCCTTGCGCTCTGAGTGACAA....................................................................................... 21 1 1 161.00 161 14 27 25 17 7 25 22 13 4 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................ATTGTCAACTCACAGCACTAAG.................................................... 22 0 1 148.00 148 52 27 35 2 12 0 0 1 2 0 0 3 1 2 0 0 0 0 2 0 0 0 3 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CCTGTCAACTCACAGCACTAAGGTT................................................. 25 2 1 145.00 145 13 43 12 14 16 0 0 21 18 2 3 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGCGCTCTGAGTGACAA....................................................................................... 18 0 1 134.00 134 15 17 30 21 6 3 13 10 7 4 0 1 1 0 0 0 2 0 2 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTTGTCAACTCACAGCACTAAGGTT................................................. 25 1 1 129.00 129 42 20 35 3 5 2 0 7 5 2 0 0 0 3 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACCTTGCGCTCTGAGTGACAAT...................................................................................... 22 0 1 120.00 120 32 24 27 11 7 4 6 4 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GTCAACTCACAGCACTAAGGTT................................................. 22 0 1 107.00 107 27 23 18 3 9 0 1 5 3 1 6 5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTAACCTTGCGCTCTGAGTGACA........................................................................................ 23 2 1 106.00 106 20 28 8 13 13 0 0 7 3 4 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CAACCTTGCGCTCTGAGTGACAA....................................................................................... 23 0 1 90.00 90 16 16 11 19 9 1 0 6 3 4 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................ATTGTCAACTCACAGCACTAAGGTT................................................. 25 0 1 85.00 85 19 10 14 8 8 0 0 5 0 0 1 1 0 1 2 2 0 0 2 1 0 0 0 0 0 0 0 3 0 0 0 3 0 0 0 0 0 2 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................CCTTGCGCTCTGAGTGACAAT...................................................................................... 21 0 1 82.00 82 12 10 12 16 1 2 14 6 5 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TACCTTGCGCTCTGAGTGACA........................................................................................ 21 1 1 68.00 68 16 11 16 5 7 1 0 9 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TGTCAACTCACAGCACTAAGGT.................................................. 22 0 1 67.00 67 9 28 14 0 8 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAACCTTGCGCTCTGAGTGACAA....................................................................................... 24 2 1 59.00 59 9 20 4 4 4 1 4 1 1 1 4 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................CTGTCAACTCACAGCACTAAGGTT................................................. 24 1 1 57.00 57 15 10 12 4 2 0 0 5 6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCAACCTTGCGCTCTGAGTGACA........................................................................................ 23 0 1 55.00 55 16 13 11 6 3 1 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCCCTTGCGCTCTGAGTGACAA....................................................................................... 22 2 1 51.00 51 1 5 2 30 1 0 3 2 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCACTAAGG................................................... 24 0 1 45.00 45 21 10 4 2 1 0 0 0 0 0 0 2 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCAACCTTGCGCTCTGAGTGAC......................................................................................... 22 0 1 43.00 43 9 11 5 8 2 2 1 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................AAACCTTGCGCTCTGAGTGACA........................................................................................ 22 1 1 43.00 43 18 4 6 3 3 0 0 4 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTTGCGCTCTGAGTGACAAT...................................................................................... 20 0 1 41.00 41 7 4 4 7 5 0 4 4 4 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACCTTGCGCTCTGAGTG........................................................................................... 18 0 1 39.00 39 3 2 0 12 2 4 5 10 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCCTTGCGCTCTGAGTGACAA....................................................................................... 22 2 1 38.00 38 2 6 6 13 0 0 1 2 4 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CCCTTGTCAACTCACAGCACTAAGGTT................................................. 27 3 1 38.00 38 5 14 3 4 6 0 0 1 0 1 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................CTTGCGCTCTGAGTGACA........................................................................................ 18 0 1 37.00 37 4 1 8 4 0 4 5 6 2 1 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................GTCAACTCACAGCACTAAGGT.................................................. 21 0 1 34.00 34 3 7 3 0 12 0 0 2 3 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTGCGCTCTGAGTGACA........................................................................................ 20 1 1 31.00 31 0 4 0 10 0 6 2 3 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TTGTCAACTCACAGCACTAAG.................................................... 21 0 1 30.00 30 6 7 11 1 4 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................AATTGTCAACTCACAGCACTAAGGTT................................................. 26 1 1 30.00 30 0 2 0 0 0 0 0 0 0 0 0 0 0 0 8 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ACTTGTCAACTCACAGCACTAAGGTT................................................. 26 2 1 29.00 29 5 5 8 0 2 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 1 2 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCACTAAGGT.................................................. 25 0 1 27.00 27 11 6 7 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTACCTTGCGCTCTGAGTGACA........................................................................................ 22 2 1 27.00 27 5 14 4 0 1 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CCAACCTTGCGCTCTGAGTGACA........................................................................................ 23 1 1 26.00 26 3 10 1 5 3 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CCCTATTGTCAACTCACAGCACTAAG.................................................... 26 3 1 25.00 25 3 16 1 0 3 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACCTTGCGCTCTGAGTGA.......................................................................................... 19 0 1 25.00 25 5 4 3 2 1 1 1 2 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TTACCTTGCGCTCTGAGTGACAA....................................................................................... 23 2 1 23.00 23 5 6 4 0 0 2 0 0 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................AATTGTCAACTCACAGCACTAAGGT.................................................. 25 1 1 21.00 21 2 2 0 0 1 0 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 2 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CTTGTCAACTCACAGCACTAAG.................................................... 22 1 1 21.00 21 7 4 3 0 3 0 0 0 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TCTAACCTTGCGCTCTGAGTGACA........................................................................................ 24 3 1 21.00 21 4 4 2 3 5 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................GCCTTGCGCTCTGAGTGACAA....................................................................................... 21 1 1 20.00 20 1 3 2 3 0 7 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TTTGTCAACTCACAGCACTAAGGT.................................................. 24 1 1 20.00 20 10 3 4 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................TCTAACCTTGCGCTCTGAGTGACAA....................................................................................... 25 3 1 20.00 20 6 6 1 2 4 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCTATTGTCAACTCACAGCACTAAGGT.................................................. 27 2 1 19.00 19 8 7 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CCAACCTTGCGCTCTGAGTGACAA....................................................................................... 24 1 1 19.00 19 4 5 0 6 0 0 1 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCACTAA..................................................... 22 0 1 18.00 18 9 3 3 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TCTTGCGCTCTGAGTGACAA....................................................................................... 20 1 1 18.00 18 1 0 3 2 0 2 4 2 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CACCTTGCGCTCTGAGTGACA........................................................................................ 21 1 1 18.00 18 1 0 1 6 2 1 0 3 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AACCTTGCGCTCTGAGTGAC......................................................................................... 20 0 1 17.00 17 5 4 4 0 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ACCTTGCGCTCTGAGTGAC......................................................................................... 19 0 1 17.00 17 3 4 4 2 1 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CTCCTTGCGCTCTGAGTGACAA....................................................................................... 22 2 1 17.00 17 6 0 1 5 1 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CTGCGCTCTGAGTGACAA....................................................................................... 18 1 1 15.00 15 0 3 2 2 0 0 4 2 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................GTATTGTCAACTCACAGCACTAA..................................................... 23 0 1 15.00 15 8 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................ATTGTCAACTCACAGCACTAAGG................................................... 23 0 1 15.00 15 4 6 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................TCACCTTGCGCTCTGAGTGACAA....................................................................................... 23 2 1 14.00 14 0 0 2 7 0 0 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................AAATTGTCAACTCACAGCACTAAGGTT................................................. 27 2 1 14.00 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCCTTGCGCTCTGAGTGACA........................................................................................ 20 1 1 13.00 13 0 1 4 2 0 2 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCAACCTTGCGCTCTGAGTGA.......................................................................................... 21 0 1 13.00 13 4 4 0 1 0 0 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCTATTGTCAACTCACAGCACTAAGG................................................... 26 2 1 13.00 13 1 4 4 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGCGCTCTGAGTGACAA....................................................................................... 19 1 1 11.00 11 2 0 2 1 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................CAACTCACAGCACTAAGGTT................................................. 20 0 1 11.00 11 0 4 0 2 2 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TCAACTCACAGCACTAAGGT.................................................. 20 0 1 11.00 11 1 4 1 0 1 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTATTGTCAACTCACAGCACTAAGGT.................................................. 26 1 1 11.00 11 4 3 2 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................GAACCTTGCGCTCTGAGTGACAA....................................................................................... 23 1 1 10.00 10 3 2 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................AAAAACCTTGCGCTCTGAGTGACAA....................................................................................... 25 3 1 9.00 9 0 4 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTATTGTCAACTCACAGCACTAAGG................................................... 25 1 1 9.00 9 2 1 3 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TTCCTTGCGCTCTGAGTGACAA....................................................................................... 22 2 1 9.00 9 1 2 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCACTAAGGTT................................................. 26 0 1 8.00 8 1 3 0 0 0 0 0 0 0 0 0 0 1 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TTTAGTTGTCGTTAACAGTT............................... 20 0 1 8.00 8 3 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................TCCCTTGCGCTCTGAGTGACA........................................................................................ 21 2 1 8.00 8 0 0 0 5 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTCACCTTGCGCTCTGAGTGACAA....................................................................................... 24 3 1 8.00 8 0 0 0 5 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CAAACCTTGCGCTCTGAGTGACAA....................................................................................... 24 2 1 8.00 8 0 4 1 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTCAACTCACAGCACTAAGGTT................................................. 22 1 1 8.00 8 1 0 0 0 0 0 1 3 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................TGTCAACTCACAGCACTAAG.................................................... 20 0 1 7.00 7 0 2 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTGCGCTCTGAGTGACAAT...................................................................................... 22 1 1 7.00 7 0 1 0 2 0 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................ACACCTTGCGCTCTGAGTGACAA....................................................................................... 23 2 1 7.00 7 0 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................CAACCTTGCGCTCTGAGTGAC......................................................................................... 21 0 1 7.00 7 1 4 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................CTATTGTCAACTCACAGCACTAAGGTT................................................. 27 1 1 7.00 7 0 5 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................CCTTGTCAACTCACAGCACTAAGGT.................................................. 25 2 1 6.00 6 0 2 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AACTCACAGCACTAAGGTT................................................. 19 0 1 6.00 6 0 4 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................TCTGTCAACTCACAGCACTAAGGTT................................................. 25 2 1 6.00 6 2 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCTATTGTCAACTCACAGCACTAAGGTT................................................. 28 2 1 6.00 6 1 2 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................AAATTGTCAACTCACAGCACTAAGGT.................................................. 26 2 1 6.00 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CCTATTGTCAACTCACAGCACTAA..................................................... 24 2 1 5.00 5 0 1 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATTGTCAACTCACAGCA......................................................... 18 0 1 5.00 5 0 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CTTATTGTCAACTCACAGCACTAAG.................................................... 25 2 1 5.00 5 2 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................CCCTTGCGCTCTGAGTGA.......................................................................................... 18 1 1 5.00 5 0 0 0 1 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GACCTTGCGCTCTGAGTGACAA....................................................................................... 22 1 1 5.00 5 0 1 0 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TTCAACTCACAGCACTAAGGTT................................................. 22 1 1 5.00 5 0 1 0 0 1 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................ACTTGCGCTCTGAGTGACAA....................................................................................... 20 1 1 5.00 5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................TCAACCTTGCGCTCTGAGTGACAA....................................................................................... 24 0 1 5.00 5 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.................................................CCTTGCGCTCTGAGTGAC......................................................................................... 18 0 1 4.00 4 0 1 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGCGCTCTGAGTGACAA....................................................................................... 19 1 1 4.00 4 1 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TCCTTGCGCTCTGAGTGACAAT...................................................................................... 22 1 1 4.00 4 2 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TCCTTGTCAACTCACAGCACTAAGGTT................................................. 27 3 1 4.00 4 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................GTATTGTCAACTCACAGCACTAAG.................................................... 24 0 1 4.00 4 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................CCCCTTGCGCTCTGAGTGACA........................................................................................ 21 2 1 4.00 4 0 0 0 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................ACAACCTTGCGCTCTGAGTGACA........................................................................................ 23 1 1 4.00 4 2 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:907056-907211

+
dvi_115 CAAATCGAATCGACGCGC-------------------------AAAGTTGCTCGAGAATT-ATTGCCTTTGAGTTGGAACGCGAGACTCACTGTTATCGTT----------------------------TTCTACATAACAGTTGAGTGTCGTGATTCCAAATCAACAGCAAT--TGTCAACT----A-----ATCG-ATTGGGCGCTATGCTTATCGATAG

droMoj3 scaffold_6328:2901271-
2901404 +

CAAAACTAA--------C-------------------------AACGTTGCTACTGAATT-ATTGCCTTTGAGTTGGAATGCGAGACTCACTGTTATCGTT----------------------------CGCTACATAACAGATGAGTTTCGTGATTCCAAATCAACAGCAAT--TGTGAACGG---------ACTG-C--------------TATCGATAA

droGri2 scaffold_15081:2044696-
2044838 +

T-----------------------------------------------TGCTGAAGAACCAATTGCATTTGATTTGAAGCGCGAGACTCGTTGTTATTATTG---------TTAAACAATGTAT-----TTCTACATAACAGCGGAGAGTCGTGATTCCAATCCAACAACAAT--TGTTAGCCGAATAGCCTAACTGAC--------------AATCGTT--

droWil2 scf2_1100000004963:1801942-
1801983 +

CGAATCGAATCGAAACGA-------------------------AAAGTCATTTTTGAATT-ATGGCCT----------------------------------------------------------------------------------------------------------------------------------------------------------

droAna3 scaffold_13417:2467852-
2468020 +

CGCTGCCATTCGACGTTCTGCGTTCGACTTCGACGGAACTTCGACAATAGCTCTTGA----AATGCATTTGAGTTAGAACGCGAGACTCACTGTTACTTAGGGGTTCCGTCTGCAAGGGTGCCTGCGAGGGTTGCATAACAGGTGAGTGTCGTGATTCCAACTCACCTACAAT-------------------------------------------------

droBip1 scf7180000395874:40234-40392
+

CACGTCTAA--------C----------ATC--TGGGACCTGGACAAGCGATCTAAA----CATGCATTTGAGCTAGAACGCAATACTCACTGTTATTTGGGGG-GCCGTCTGCAAGGATGCTTGCGCGGGCTGCATAACAGGTGAGTACCGTGATTCCAACTCACCTACAATATTGTCAAAT----A----------------------------------
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Sense Strand Reads
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TTTGAATCTTCTTCTTCGGCTTTAAATGCATCATTAATCAAATACTTTTCTAGATATCTGGCTTGTGTGAACTGAAACTTAAAGCTGAGTTTATACAGTTAGGATATCTAGAAAATTATTTTAGCTACTATAAAAATTTAACAAGCTCTAAATTTGTAAATTA

***********************************....(((((.((((((((((((((((((.(((((((((..............)))))))))))))).))))))))))))).)))))......************************************
Read
size

#
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Hit
Count

Total
Norm Total

M028

head

M047

female
body

M027

male
body

V116

male
body

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

V047

embryo

M061

embryo
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060674

9x140_ovaries_total

SRR060657

140_testes_total

SRR060667

160_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060679

140x9_testes_total

SRR1106723

embryo_12-
14h

SRR1106727

larvae

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

SRR060676

9xArg_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

..........................................................................................TTATACAGTTAGGATATCTAGA................................................... 22 0 1 31.00 31 9 6 4 0 2 0 1 1 2 2 0 0 1 0 0 1 1 0 1 0 0 0

..........................................................................................TTATACAGTTAGGATATCTAG.................................................... 21 0 1 8.00 8 3 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................TAGATATCTGGCTTGTGTGAAC........................................................................................... 22 0 1 6.00 6 0 0 0 0 0 3 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTATACAGTTAGGATATCT...................................................... 20 0 1 6.00 6 0 0 0 4 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0

...........................................................................................TATACAGTTAGGATATCTAGA................................................... 21 0 1 6.00 6 5 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TAGATATCTGGCTTGTGTGAACT.......................................................................................... 23 0 1 4.00 4 2 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.........................................................................................TTTATACAGTTAGGATATCTAGA................................................... 23 0 1 2.00 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATACAGTTAGGATATCTAGG................................................... 22 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATACAGTTAGGATATCTAGAAT................................................. 23 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATACAGTTAGGATATCT...................................................... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATACAGTTAGGATATCTAGT................................................... 22 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTATACAGTTAGGATATC....................................................... 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TTTATACAGTTAGGATATCTAG.................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATACAGTTAGGATATCTAGG................................................... 21 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAACTTAGAAGAAGAAGCCGAAATTTACGTAGTAATTAGTTTATGAAAAGATCTATAGACCGAACACACTTGACTTTGAATTTCGACTCAAATATGTCAATCCTATAGATCTTTTAATAAAATCGATGATATTTTTAAATTGTTCGAGATTTAAACATTTAAT

************************************....(((((.((((((((((((((((((.(((((((((..............)))))))))))))).))))))))))))).)))))......***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060662

9x160_0-
2h_embryos_total

SRR060672

9x160_females_carcasses_total
SRR2096013

Ovary_Strain_9_oxidized

V116

male
body

V047

embryo

M047

female
body

SRR060657

140_testes_total

SRR060682

9x140_0-
2h_embryos_total

........................................................................................................ATAGATCTTTTAATAAAATCGATGATAT............................... 28 0 1 1.00 1 0 1 0 0 0 0 0 0

......................................................................................CTCAAATATGTCAATCCTATAGATCTTT................................................. 28 0 1 1.00 1 0 0 1 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:15127231-

15127393 -
dvi_113 TTTGAATCTTCTTC-TTCGGCTTTAAATGCATCA--TTAATCAAATACTTTTCTAGA---TATCTGGCTTGTGTGAACTGAAACTTAAAGCTGAGTTTATACAGTTAGGATATCTAGAAAATT-----------ATTTTAGCTACTATAAAAATT-----------TAACAAGCTCTAA-ATTTGTAAATTA

droMoj3 scaffold_6496:8707016-
8707185 +

dmo_154 TTTATTCTCTT--CACTCA--TTGATATGTTTCAATTATATCAAATACTTTTCCAGA---TATCTGGCTTGTGTGAACTGATAATTTAAGCCGAGTTTATACAGTTAGGATATCTAGAAAATT-----------ATTTCAC-TATATTTGCTATATATTTTACT--AAACGAAATTTAT-GTTTATATATAA

droGri2 scaffold_15081:1307812-
1307863 -

AAAATTAAAA--------------------------------------------------------------------------------------------------------------------------------CAGCACTTGGCAAATTA-----------TTACAAACCACAG-CTTTTTTCCTTT

dp5 XL_group1e:10866711-
10866767 -

ATATAGAACA---------------------------------------------------------------------------------CATATTTTTGCA------------------------------------------TGAAAAAACC-----------TAACAAAAACTAA-ATTTATAAATTC

droAna3 scaffold_13340:5685415-
5685455 +

AATTACTA-------------------------------------------------------------------------------------------------------------------------------------------AAAAAGAG-----------AGGCAGCTTATAA-ATTCTTAAATTA

droBip1 scf7180000396589:745009-
745051 -

AAACT--------------------------------------------------------------------------------TAAAGCCGAATCTTTACGGTAGGAATTTTAA---------------------------------------------------------------------CAAAATT

droKik1 scf7180000302577:1548331-
1548502 +

TTTAAATTTTGTTTAGTTGGTTTTAAATTTAAAT--TTAATATAATATAATTATTAATTATAATTGGT-------AGGTAAAACATAAATATGGTTTTATGTTGTAAAGATTTTTTTAATATA-----------GTTTTAGCTGTTTTTGAATTTTAAATAGTTAATAGAAAATACTAAATTACACAAAATA

droFic1 scf7180000454048:57763-
57764 -

TA----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000491273:1996533-
1996550 +

CTA-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------TAA-ATAAATAAATAA

droRho1 scf7180000779479:147223-
147239 -

AAGCTCTAAA---------------------------------------------------------------------------------------------------------------------------------------------------------------------------T----ATTTGA

droEug1 scf7180000408705:937-1081
-

TTTAAAAAAAT--ATTTTA--AAAAAATATTTTAAAAA-------AATATTTTAAAA---AAAATATTTTAAAAAAAATA--TTTTAAAAAAAATATTTTAAAAAAAATATTTTAAAAAAAAT-----------ATTTTAAAAAAAAT--------ATTTTAA-----------AAAAA-ATATTTTAAAAA

droYak3 3L:10862899-10862961 - GAAATATATAA------------------------------------------------------------------------------------------------------------AATCATATTTTTTAA----AATCAAATTTCATAATA-----------TTAT-----AATT-TCTTCAAAATTA
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ID:

dvi_23447

Coordinate:

scaffold_13047:3173185-3173263 +

Confidence:

Candidate

Class:

Unknown

Genomic Locale:

intergenic
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hide 3p reads  show mid mismatch reads

TTCTTTGTGATTCCCCTACTCTATCTATCGCTTTCTATTGTAAAGTACATTTTGTTATATCTCGAATTTTGACCAATTGTTTTTGCTGCTATCCCAAAAGCATTGGCCAAAATTCGTAATATAACAAAAACATTTTTTTTTGTATTTTTCTCAAATATTTTTTCCTAGCATTTTTCCAA

********************************************.....(((((((((((..(((((((((.(((((.(((((((.........)))))))))))).)))))))))..))))))))))).....*********************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060684

140x9_0-
2h_embryos_total

SRR2096055

Ovary_Min_43

GSM1528803

follicle
cells

M047

female
body

M061

embryo

SRR060676

9xArg_ovaries_total

SRR060681

Argx9_testes_total
SRR2096057

Ovary_Min_50

SRR2096013

Ovary_Strain_9_oxidized

SRR060674

9x140_ovaries_total
SRR2096059

Ovary_Min_164

SRR060686

Argx9_0-
2h_embryos_total

V047

embryo

SRR060675

140x9_ovaries_total

SRR060680

Â 9xArg_testes_total
SRR2096056

Ovary_Min_46

SRR060658

140_ovaries_total

SRR060673

9_ovaries_total

SRR060679

140x9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060654

160x9_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060666

160_males_carcasses_total

SRR060670

9_testes_total

SRR060677

Argx9_ovaries_total

SRR060678

9x140_testes_total

SRR060687

9_0-
2h_embryos_total

SRR060689

160x9_testes_total

SRR1106714

embryo_2-
4h

SRR1106717

embryo_6-
8h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096014

Ovary_Strain_160_oxidized

V053

head

................................................................................................AAAGCATTGGCCAAAATTCGTAA............................................................ 23 0 1 14.00 14 3 0 0 0 3 0 0 0 0 1 0 0 1 1 0 0 1 2 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AAAGCATTGGCCAAAATTCGT.............................................................. 21 0 1 13.00 13 5 0 0 0 2 0 1 0 0 2 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

................................................................................................AAAGCATTGGCCAAAATTCGTA............................................................. 22 0 1 8.00 8 2 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0

...........................................................TCTCGAATTTTGACCAATTGTTT................................................................................................. 23 0 1 7.00 7 0 2 0 0 0 1 0 0 0 0 1 0 0 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AAAGCATTGGCCAAAATTCGTAAA........................................................... 24 1 1 7.00 7 2 0 0 0 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTTATATCTCGAATTTTGACC......................................................................................................... 22 0 1 7.00 7 0 0 2 0 0 0 0 0 3 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TTTGTTATATCTCGAATTTTGACC......................................................................................................... 24 0 1 3.00 3 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TCGAATTTTGACCAATTGTTTT................................................................................................ 22 0 1 3.00 3 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AAAGCATTGGCCAAAATTCG............................................................... 20 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................................................................CAAAAGCATTGGCCAAAATTCG............................................................... 22 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTTATATCTCGAATTTTGACCA........................................................................................................ 23 0 1 2.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAAAGCATTGGCCAAAATT................................................................. 19 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................CTCTATCTATCGCTTTCTATTGTAAAG...................................................................................................................................... 27 0 1 2.00 2 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAATTTTGACCAATTGTTTTTG.............................................................................................. 23 0 1 2.00 2 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TCGAATTTTGACCAATTGTTT................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

................................................................................................AAAGCATTGGCCAAAATTC................................................................ 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTTGCTGCTATCCCAAAAGCATT........................................................................... 23 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TGTGATTCCCCTACTCTATCTATCGCT................................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAATTTTGACCAATTGTTTTTGC............................................................................................. 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....TTGTGATTCCCCTACTCTATCTATCGCT................................................................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGTTATATCTCGAATTTTGACC......................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TCGAATTTTGACCAATTGTTTTTGCTGC.......................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAATTTTGACCAATTGTTTTTGCT............................................................................................ 25 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAATTTTGACCAATTGTTTTTGCT............................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................TATCTATCGCTTTCTATTGTAAAGT..................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................ATATCTCGAATTTTGACCG........................................................................................................ 19 1 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAATTTTGACCAATTGTTTTTGCTGC.......................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAAAGCATTGGCCAAAATTCGTAAT........................................................... 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CTCGAATTTTGACCAATTGTTT................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.TCTTTGTGATTCCCCTAC................................................................................................................................................................ 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGAATTTTGACCAATTGTTTTT............................................................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................TCTCGAATTTTGACCAATTGTTTT................................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGTTATATCTCGAATTTTGAC.......................................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TTTGCTGCTATCCCAAAAGCATTGG......................................................................... 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CTCGAATTTTGACCAATTGTTTTTGCTGCTATCCCAAAAGCATT........................................................................... 44 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...............................................................GAATTTTGACCAATTGTTTTTG.............................................................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AAAGCATTGGCCAAAATTCGTAT............................................................ 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................TGGCCAAAATTCGTAATATAACA..................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TCGAATTTTGACCAATTGTTTTTG.............................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................TCTCGAATTTTGACCAATTGTT.................................................................................................. 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TTTTGCTGCTATCCCAAAAGCATTGG......................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................ATTTTGTTATATCTCGAATTTTGACC......................................................................................................... 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGACCAATTGTTTTTGCTGCT......................................................................................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TGTTATATCTCGAATTTTGAC.......................................................................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................CTATCGCTTTCTATTGTAAA....................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................TCGAATTTTGACCAATTGTTTTT............................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAAAGCATTGGCCAAAATTCGTAATG.......................................................... 26 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................GAATTTTGACCAATTGTTTTTGCTGC.......................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGACCAATTGTTTTTG.............................................................................................. 18 0 2 1.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AAGAAACACTAAGGGGATGAGATAGATAGCGAAAGATAACATTTCATGTAAAACAATATAGAGCTTAAAACTGGTTAACAAAAACGACGATAGGGTTTTCGTAACCGGTTTTAAGCATTATATTGTTTTTGTAAAAAAAAACATAAAAAGAGTTTATAAAAAAGGATCGTAAAAAGGTT

*********************************************.....(((((((((((..(((((((((.(((((.(((((((.........)))))))))))).)))))))))..))))))))))).....********************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M061

embryo

SRR060658

140_ovaries_total

SRR060681

Argx9_testes_total

M047

female
body

SRR2096055

Ovary_Min_43
................................................................................................TTTCGTAACCGGTTTTAAGCAT............................................................. 22 0 1 1.00 1 0 1 0 0 0
................................................................................................CTTCGTAACCGGTTTTAAGCAT............................................................. 22 1 1 1.00 1 0 0 1 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:3173135-

3173313 +
dvi_23447 TTCTTTGT--GAT--------TCCCC----TA------------CTCTA---TCTATCGCTT----TCTATTGTAAAG--TAC----ATTTTG--TT----A-TA-TCTCGAATTTT-G-ACCAATTGTTTTTGCTGCTATCCCAAAAGCATT-GGCCAA-AATTCGT--AATAT-AACA-------------------------AAAACATTTTTT------------------------------TTTGTATTTTT--CTC-AAATATTTTTTCCTAGCATTT--TT-------------------CCAA

droMoj3 scaffold_6540:20215454-
20215649 +

TTATATGT--GAT--------TCCCAAAACAT------------CATCA--AGTTTATAAGG----CT-------CGAAATCAACATGTTTTG--TT----A-TG-TATCGAATTTTTG-GTACTTTGCTTTTGCTGCTATCCCAAAAGCTTT-GCCAAA-ATTTCGT--TACAT-AACCAATTTGAT-TTCGAGCAGCAT-TTGAAAATATT-CTT-----------------------AA-AATTCTTTT----TT--CTC---------------TTCACATTTTTCATT-------------------

droGri2 scaffold_15074:7546935-
7547114 +

TTCTTTGTGTCAA--------AAATC-GAATTATCATTTGAAATCTTT---------------------------------------AATTTG--TT----G-CA-TTTGGAATTTTCGTGTATTTCGTTTTTGCTGCTATCCCAAAAACATTTAGCGAA-AATTCAA--TATAC-AACGAATTGGAT-TTC-----A----ATAAACAATTGTTTG-----------------------CT-ATCA-ATTTAAAA-T--CCC-CAATCATTTTTC--------------ATT-------------------

droWil2 scf2_1100000004902:6410307-
6410511 -

TTTTTTGTGTTAG--------TTTTA-AAATA-------------ACTA------TTCGAAA----TC-------T------------TTTGGTTACA---A-TTCCTTAAAATTTT-T-GTCACAAACTTTTGCTTCTATCCCAAAAAAAAA--CA-AA-AGGTTGT--TATAA-AAATTTTTCGATGA----GTTGTATATTCAAAAGATTTCCTTTTTCTTGCAACATAATTTTTCCCT-ATC------------------AATTAGTTTTTC--------------TTAGTCATCTCT------TTGA

dp5 2:23002951-23003129 - GATTTTAT--CCTTTT----------------------------CCCGA--GTTTTCTGTTG----CT-------TTGGATCG----ATTTTG--TCG---G-TA-TTTTGAATTTT-T-CTACCTAGTTTTTGCTACTATCCCAAAAACTAC-GGA-AA-ACTTCAT-TAACAATAACGATTCGGGACG-------A----CGGAAAACTTGTCTA-----------------------AA-AATGCTCTTGAAATT--TCC---------------AACACAT--TT-------------------CCCA
droPer2 scaffold_3:5777720-5777898

-
GATTTTAT--CCTTTT----------------------------CCCGA--GTTTTCTGTTG----CT-------TTGGATCG----ATTTTG--TCG---G-TA-TTTTGAATTTT-T-CTACCTAGTTTTTGCTACTATCCCAAAAACTAC-GGA-AA-ACTTCAT-TAACAATAACGATTCGGGACG-------A----CGGAAAACTTGTCTA-----------------------AA-AATGCTCTTGAAATT--TCC---------------AACACAT--TT-------------------CCCA

droAna3 scaffold_13340:3513527-
3513728 +

TTTTTTGT--TAG--------TTTTT-AACTT------------TTTTTGTGGTTTTCGCAG----CC-------TGGTATTG----GCTTCG--TA----A-TA-TTTAGAGCT---T-TTGCACATTTTTTGCATCTATCCCAAAGACTGT-GCG-AA-AATTCGATTTACGA-AGTGATATTAGGAT-------G----CTAAAAACTTTCTCT------------------------A---C---------TTT--CTC-AAATTATT--CC--ATCAAACTTTTCATTTCAACTTA-TTGC-TTCTA

droBip1 scf7180000396712:839952-
840138 -

TTTTTTGT--TAG--------TTTTT-AACTT------------TATGT--GGTTTTCGCAG----CC-------TGGTATTC----ATTTCG--TA----A-TA-TTTAGAGCT---T-TCGCCCATTTTTTGCATCTATCCCAAAAACTGT-GCG-AA-AATTCGATTTACGA-AGTGATATTAGGAT-------G----CTAAAAACTTTC-TC-----------------------TA-CACTCTAAAAATTAT--TCC---------------ATCACACTTTTCATT----------------TAA

droKik1 scf7180000302639:1803451-
1803645 -

TT---------AG--------ATTTT-AATTT------------CTTGA---GGCCTCGACGCCTGCC-------TGTCATTG----ATTTTG--CATTTTG-TG-TGTAGAGTT---T-GTGCTCACCTTTTGCCACTGTCCCAAAAGCTGA-GTG-CA-AATTCAT-TTGCAA-ATCAATTTCAGGCA-C-----G----TTGAAGCCTTGCTTT-----------------------CC-ATCT-----ACTTTTCCCT-GAAAACATTTCCC--------------CTTGCAATCCCCT------TGA

droFic1 scf7180000454106:2426585-
2426785 -

TTCTTTGT--TAG--------ATTTT-AACTT------------CTTTC---CTTTCTTCTG----CC-------TGTAGTTT----ATATCG--TAT---A-CTCCATTGATTT---T-CTGCACACTTTTTGCTTCTATCCCAAAAACTGT-GTA-GA-ATTTCAG-ATACGA-AATGATTGCAGGCA-------G----TTGAAAACTTTTCTA-----------------------AACAACTTTTCCCC-TTT--TTC-GAACCATTTTTC--------------CTTCCATTCTGCTTTA---TAA

droEle1 scf7180000491212:1038055-
1038260 -

TTTTGTGT--TATTTT-CTAGATTTT-AATTT------------TTTC----CTTTTCACTG----CC-------TGTGAAAT----C-ATTG--AAT---A-TTCCATAGACTT---T-CTGCACACTTTTTGCTGATATCCCAAAAGGTGT-GCA-AA-AATTCAA-ACACAA-AAAAATTGCAGGCA-------G----TTGGAAACTTTTCTC-----------------------AA-AACATTTTCACTTTT--CTA-AAACCATTTTCC--------------CTTGAAATCTGCTTTA---TAA

droRho1 scf7180000779210:39387-
39581 -

TTTTGTGT--TACTCTCCTAGATTTT-AAATT------------ATTTC---TTTTCCACTG----CC-------TGTAATAT----GTATTG--TAT---A-TTCCATTGAACT---T-CTGCACACTTTTTGCTGCTATCCCAAAAGCTGT-GTA-AA-AATTCAA-ATACGA-AATAATTGCAGGCA-------G----TTGGAAACTTTTCTC-----------------------AA-AACTTTTTCACTTTT--TCC-AAACCATTTTCC--------------CTTGA-----------------

droBia1 scf7180000302402:7466596-
7466800 +

TTCTGTGT--TAG--------ATTTT-AACTT------------CTTTG---TTTTCAACTG----TG-------TGTGAT-T----GTTTGG--CAC---ACCCCCCTTGATTT---T-CTGCCCACTTTTTGCTGCTGTCCCAAAAGCTGT-GTG-GA-AAATCGA-AGTCGA-AACAATTGCAAGCA-------G----TTGAAAACTTTCCTC-----------------------CT-AACTTTTCCGCCCTG--CCCAAAACCATTTTCC--------------CTTTAAATCTACATTCCAATTC

droTak1 scf7180000414009:57966-
58156 -

TTCTTTGT--TAG--------ATTTT-AACTT------------CTTTA---TTTTCCGCTG----CC-------TGTGATTT----ATTTTG--CAT---A-C-CCATTGATTT---T-CTGCACACTTTTTGCTCCTGTCCCAAAAGCTGT-GTG-AA-AAATCGA-ATACGA-AATAATTGCAAGCA-------G----TTGAAAAATTTTC------------------------------------CTCTTTT--CTT-AAACCATTTTCC--------------CTTGAAATCTATATTTTAAATC

droEug1 scf7180000409467:716852-
717047 -

TTCTTTGT--TAG--------CTTTTTAATTT------------CTTTA---TTTTTCACTG----CT-------TGTTAATT----ATTTTG--TAT---A-TTTCATTGATTT---T-CCGCACACTTTTTGCTACTATCCCAAAAGCTGT-GCT-GAAAAATCAA-ATACGA-AATAATTGCAAGTA-------G----CTGAAAACTTTTCCT------C----------------TT-AACTTTTCCGCTTTT--CCCACAACCATTTTCC--------------CTTGGTATCT------------

dm3 chr3R:4763320-4763524 + TTCTATGT--TAG--------ATTTA-AACTT------------CTCAA---TTTTTCGCTG----TC-------TGTGATTT----GTTTTG--CCA---A-TGCCATTGATTT---T-CTGCACACTTTTTGCTGCTATCCCAAAAGCTGT-GTA-AAATAATCAA-ATGCAA-AATAAGCGCAAGCA-------G----CTGAAAACTTCTCTT-----------------------CA-AACTTTTCCGCTTTT--CCCAAAACCATTTTGC--------------TTTGAAATCTGTTTTT-ACCAA
droSim2 3r:16250033-16250228 - TTCTATGT--TAG--------ATTTT-AACTT------------CTCCA---TTTTCCGCTG----TC-------TGTGATTT----GTTTTG--CCG---A-TGCCATTGATTT---T-CTGCACACTTTTTGCTGCTATCCCAAAAGCTGT-GTA-AAATAATCAA-ATGCAA-AATAAGCGCAAGCA-------G----CTGAAAACTTCTCTT-----------------------CA-AACTTTTCCGCTTTT--CCCAAAACCATTTTGC--------------CTTGAAATCTGT----------
droSec2 scaffold_0:17116173-

17116368 -
TTCTATGT--TAG--------ATTTT-AACTT------------CTCCA---TTTTCCGCTG----TC-------TGTGATTT----GTTTTG--CCA---A-TGCCATTGATTT---T-CTGCACACTTTTTGCTGCTATCCCAAAAGCTGT-GTA-AAATAATCAA-ATGCAA-AATAAGCGCAAGCA-------G----CTGAAAACTTCTCTT-----------------------CA-AACTTTTCCGCTTTT--CCCAAAACCATTTTGC--------------CTTGAAATCTGT----------

droYak3 3R:8807413-8807618 + TTCTTTGT--TAG--------CTTTT-AACTC------------CTTTA--ATTTTTCGCTG----CC-------TGTGATTT----ATTTTG--CCA---A-TGCAATTGATTT---T-GTGCTCACTTTTTGCTGCTATCCCAAAAGCTGT-GTA-AAATAATCAA-ATGCAA-AACAAGTGCAAGCA-------G----CTTAAAACTTTTCCT-----------------------AA-AACTTTTCCGCTTTT--CCCAAAACCATTTTGC--------------CTTGAGATCTGCTTTC-ACCAA
droEre2 scaffold_4770:16840179-

16840379 -
CTCT--GT--TAG--------ATTTT-AACTT------------CTCTA--TTTTTTGGCTG----CC-------TGTGATTT----ATTTTG--CCA---A-TGCCATTGATTT---T-CTGCACACTTTTTGCTGCTGTCCCAAAAGCTGT-GTG-AAATAATCGA-ATGCAA-AATAGGTGCAGGCA-------G----CTGAAAACTTTTCCT-----------------------CA-AACTTTTCCGCTTTT--CCC-AAACCATTTTGC--------------CTTGAGATCTGTTTTC---ACA

Generated: 08/26/2015 at 05:08 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:3173135-3173313
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_13047:3173135-3173313
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_23447.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6540:20215454-20215649
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15074:7546935-7547114
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004902:6410307-6410511
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=2:23002951-23003129
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_3:5777720-5777898
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13340:3513527-3513728
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396712:839952-840138
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302639:1803451-1803645
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454106:2426585-2426785
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491212:1038055-1038260
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000779210:39387-39581
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302402:7466596-7466800
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000414009:57966-58156
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409467:716852-717047
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr3R:4763320-4763524
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=3r:16250033-16250228
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_0:17116173-17116368
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=3R:8807413-8807618
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4770:16840179-16840379


ID:

dvi_291

Coordinate:

scaffold_12928:1088734-1088793 +

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CAACACTGGCTGAATGCAAGGCTGCCACCTGAGCGCAGGCATCTGGCTGCTGGCTGGCTGCGACAGGGATGTTTGGCAAATGATGCACAGGGCTGTTGCTGCCGTCAGAGCCTGTTGGCCAATCAGCGACCGTTGCGGTTCAGTGTGCGAGCGAGCTGGC

***********************************..(((....((((.(((((.(((.(((((((...(((...(((.....))))))...))))))).)))))))))))).....)))....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V116

male
body

M047

female
body

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060679

140x9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR060662

9x160_0-
2h_embryos_total

V053

head

SRR060681

Argx9_testes_total

SRR060687

9_0-
2h_embryos_total

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M061

embryo

SRR060658

140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060677

Argx9_ovaries_total

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060663

160_0-
2h_embryos_total

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060661

160x9_0-
2h_embryos_total

V047

embryo

SRR060657

140_testes_total

SRR060660

Argentina_ovaries_total

SRR060673

9_ovaries_total
SRR2096057

Ovary_Min_50

SRR060659

Argentina_testes_total

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060665

9_females_carcasses_total

SRR060683

160_testes_total
SRR2096014

Ovary_Strain_160_oxidized

M027

male
body

GSM1528803

follicle
cells

SRR060671

9x160_males_carcasses_total

SRR1106727

larvae

SRR1106729

mixed
whole
adult body

SRR060666

160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060674

9x140_ovaries_total

.......................................................................................CAGGGCTGTTGCTGCCGTCAGA................................................... 22 0 1 23.00 23 0 1 0 0 9 0 6 0 0 3 0 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGGCTGCGACAGGGATG......................................................................................... 21 0 1 3.00 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGGCTGCGACAGGGATGTT....................................................................................... 23 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGGCTGCGACAGGGATGTTTGG.................................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGGGCTGTTGCTGCCGTCAGAA.................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................AAATGATGCACAGGGCTG................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGGGCTGTTGCTGCCGTCAG.................................................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGGGCTGTTGCTGCCGTCAGA................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGGCTGCGACAGGGATGTTT...................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGGCTGCGACAGGGATGTTCC..................................................................................... 25 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTTGTGACCGACTTACGTTCCGACGGTGGACTCGCGTCCGTAGACCGACGACCGACCGACGCTGTCCCTACAAACCGTTTACTACGTGTCCCGACAACGACGGCAGTCTCGGACAACCGGTTAGTCGCTGGCAACGCCAAGTCACACGCTCGCTCGACCG

************************************..(((....((((.(((((.(((.(((((((...(((...(((.....))))))...))))))).)))))))))))).....)))....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

M027

male
body

SRR060689

160x9_testes_total

M061

embryo

SRR060687

9_0-
2h_embryos_total

SRR2096014

Ovary_Strain_160_oxidized

V053

head

V047

embryo

SRR060685

9xArg_0-
2h_embryos_total

SRR060681

Argx9_testes_total

V116

male
body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:1088684-

1088843 +
dvi_291 CAACACTGGCTGAATGCAAGGCT--GCCACCTGAGCGCAGG-------CATCTGGC----TGCTGGCTGGCTGCGACAGGGATGTTTGGCAAATGATGCA-CAGGGCTGTTGCTGCCGTCAGAGCCTGTTGGCCAATCAGCGACCGTTGCGG--TTCAGTGTGCGAGCGAGCTGGC---------------

droMoj3 scaffold_6328:2066751-
2066897 +

CAACACTGGCTGAATGCGCGGCT--GGCACCTGAGTGCGAGCTGCAGCAGGCTGTTCTGCTGTCAGCTGCCTGCGACAGGGTTGTTTGAGCAAT-----------------------------GCCCGTCGACCAATCAGCGACGGCGGCAGCGATGACTGTGCGAGTGAGCCAGCTA-------------

droGri2 scaffold_14853:7467579-
7467724 -

CAACACTGGCTGAATGCGGGTCGGCGCCAGCAAAGCGCGAG-------AGTTCGGTTTAGT-------------GGCAGGGATGCTTG-CAGGCAGAGTAGCAGGGTTGCTTTGGCTGCTG---------GACCAATCAACGACAGCGATTGCGTTCGGTGTGTGAGCGAGCTGGC---------------

dp5 XL_group1a:3289065-
3289122 +

TG---------------------------------------------------------------------------------------------------------------------------------GCCAATCGGGG--AGCGGCAA--CCCTGGTCGCGGAGGAGCGGGATGGCATCAGTGCGAT

droEle1 scf7180000490970:601820-
601865 -

TGTTT------------------------------------------------------------------------------------------------------------------------------CCCAATCGG--ACAGTCGCAG--TTGGACGTGCGAGCGAGAGGGG---------------

droEre2 scaffold_4690:14349143-
14349153 -

---------------------------------------------------------------------------------------------------------------------------------------------------------------------AGCGAGCTGGT---------------
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crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
1
1
0
0
0
1
0

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12928:1088684-1088843
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ID:

dvi_4736

Coordinate:

scaffold_12875:547385-547445 +

Confidence:

confident

Class:

3p_tailed_mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ21226-in]; CDS [Dvir\GJ21226-cds]; CDS [Dvir\GJ21226-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

GGCGCTCTACGCCCTGCAGCTCTTCTGCTACAACGAGAATTTCCCCAAGGGTGAGACATCATCTCTGGATCATCTTTTTTTTAGATCTAATGTTTATGTTTCATATTTCAGGCATGCTTTGTCGCTGGTTCAAATATCTTTACGATTCCGAGATCATTGAG

**************************************************(((((((((......((((((............))))))......)))))))))...******************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096014

Ovary_Strain_160_oxidized

SRR2096060

Ovary_Min_193

SRR2096057

Ovary_Min_50

M061

embryo

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060663

160_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060688

160_ovaries_total
SRR2096058

Ovary_Min_98

SRR060667

160_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060689

160x9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060687

9_0-
2h_embryos_total

V053

head

M028

head

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060686

Argx9_0-
2h_embryos_total

SRR060656

9x160_ovaries_total

SRR060668

160x9_males_carcasses_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106724

embryo_12-
14h

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

SRR1106729

mixed
whole
adult body

..................................................GTGAGACATCATCTCTGGATCATCT...................................................................................... 25 0 1 10.00 10 0 0 0 1 0 0 0 3 0 0 1 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................GTGAGACATCATCTCTGGATCA......................................................................................... 22 0 1 9.00 9 0 3 2 0 1 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGACATCATCTCTGGATC.......................................................................................... 21 0 1 7.00 7 0 0 5 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TCTAATGTTTATGTTTCATATT...................................................... 22 0 1 5.00 5 3 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGACATCATCTCTGGATCATC....................................................................................... 24 0 1 5.00 5 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........ACGCCCTGCAGCTCTTCTG...................................................................................................................................... 19 0 1 4.00 4 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TCTAATGTTTATGTTTCATAT....................................................... 21 0 1 3.00 3 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................GGCATGCTTTGTCGCTGGT................................ 19 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................CTTTGTCGCTGGTTCAAATATA....................... 22 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TCGCTGGTTCAAATATCTTTACGAT............... 25 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................TGCTACAACGAGAATTTCCCCAAGGGCA............................................................................................................ 28 2 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.................................................................................................................ATGCTTTGTCGCTGGTTC.............................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................CAAATATCTTTACGATTCCGAG......... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................TGCTACAACGAGAATTTCCCCAAG................................................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGACATCATCTCTGGA............................................................................................ 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................AATATCTTTACGATTCCGAGATCA..... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTTGTCGCTGGTTCAAATATCTTTACGA................ 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................................................CTAATGTTTATGTTTCATATT...................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............TGCAGCTCTTCTGCTACAACG.............................................................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATCTAATGTTTATGTTTCATAT....................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................GAGAATTTCCCCAAGGGTGAG.......................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.......................TCTGCTACAACGAGAATTTCCCCAAGGGC............................................................................................................. 29 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................TTTGTCGCTGGTTCAAATATCTTTACGAT............... 29 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TCTAATGTTTATGTTTCATATC...................................................... 22 1 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ATGCTTTGTCGCTGGTTCA............................. 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................TCTGCTACAACGAGAATTTCCCCAAG................................................................................................................ 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......CTACGCCCTGCAGCTCTTCTGCTACAACGAGAATTTCCCCAAGG............................................................................................................... 44 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

........ACGCCCTGCAGCTCTTCTGCTACAACG.............................................................................................................................. 27 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
GGCGCTCTACGCCCTGCAGCTCTTCTGCT.................................................................................................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........ACGCCCTGCAGCTCTTCT....................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
........................................................................................................................................TCTTTACGATTCCGAGATCA..... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..........................................................................................................................CGCTGGTTCAAATATCTTTACGAT............... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................TGCTTTGTCGCTGGTTCAAATA......................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
............CCTGCAGCTCTTCTGCTACAACGAGAAT......................................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................................................TCTCTGGATCATCTTTTTT................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
................................ACGAGAATTTCCCCAAGGGC............................................................................................................. 20 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................................TCGCTGGTTCAAATATCTTTACGATT.............. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
GGCGCTCTACGCCCTGCAGCTCTTC........................................................................................................................................ 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTGAGACATCATCTCTGGATCATCTTTTT.................................................................................. 29 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.................................................................................................................ATGCTTTGTCGCTGGTTCAAAT.......................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.......TACGCCCTGCAGCTCTTC........................................................................................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................................................................................................CTTTACGATTCCGAGATCATT... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
....................................................................................................................................AATATCTTTACGATTCCGAGATCATT... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................TGCTTTGTCGCTGGTTCAAATATC....................... 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
......CTACGCCCTGCAGCTCTTCTGCTACAACG.............................................................................................................................. 29 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...................CTCTTCTGCTACAACGAGA........................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
.............................ACAACGAGAATTTCCCCAAGGGC............................................................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
...........................CTACAACGAGAATTTCCCCAAGGGC............................................................................................................. 25 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
..................................................................................................................TGCTTTGTCGCTGGTTCAAA........................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0
..................................................................................................................................CAAATATCTTTACGATTCCGAGA........ 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CCGCGAGATGCGGGACGTCGAGAAGACGATGTTGCTCTTAAAGGGGTTCCCACTCTGTAGTAGAGACCTAGTAGAAAAAAAATCTAGATTACAAATACAAAGTATAAAGTCCGTACGAAACAGCGACCAAGTTTATAGAAATGCTAAGGCTCTAGTAACTC

******************************************************(((((((((......((((((............))))))......)))))))))...**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096057

Ovary_Min_50

SRR2096058

Ovary_Min_98

V116

male
body

SRR060665

9_females_carcasses_total
SRR2096014

Ovary_Strain_160_oxidized

SRR2096060

Ovary_Min_193

SRR060663

160_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

V053

head
SRR2096056

Ovary_Min_46

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

CCGCGAGATGCGGGACGTCGA............................................................................................................................................ 21 0 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0
..........................CGATGTTGCTCTTAAAGGGGTTCCCACT........................................................................................................... 28 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0
CCGCGAGATGCGGGACGT............................................................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0
...CGAGATGCGGGACGTCGAGAA......................................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:547335-547495

+
dvi_4736 GGCGCTCTACGCCCTGCAGCTCTTCTGCTACAACGAGAATTTCCCCAAGGGTGAGACAT---------CAT---------CT--CTGGATC----A---TCTTTTT--------TT----------------------------TAG--ATCTAATGTTTATGTTT-----CA-----TATTTCAGGCATGCTTTGTCGCTGGTTCAAATATCTTTACGATTCCGAGATCATTGAG

droMoj3 scaffold_6496:3546324-
3546490 +

GGCGCTTTATGCACTGCAGACTTTCTGTTATAACGAGAACTTCCCCAAGGGTAAGATAT---------A-------------TATAATATC----T---AATTTTC--------TATGGC------------------------TA-TATACTAATATTCATTTTT-----CAAT-T-TTTCGCAGGCATGCTTTGTCGCTGGTTTAAATATCTCTACGACTTCGAAATCATTGAG

droGri2 scaffold_15245:10417232-
10417390 -

GGCACTCTATGCCCTGCAGCTCCTCTGCTACAACGAGAACTTCCCCAAGGGTGAGTAGC------AGTGAC---------CATTTCAAATG----A---AACCATCAT------TTTATC---------------------------------------A--T-------TATTA-TTTTTTATAGGCATGCTGTGTCGCTGGTTCAAATATCTGTACGATTCCGAGATCATCGAG

droWil2 scf2_1100000004510:1088377-
1088550 -

AGCACTTTATGCCCTTCAATCGTTCTGCTATACCGAGAACTTCCCCAAAGGTAAGTGAC---------TACCAGCGTAATGAATTCAAACG----A-----------------TCC---ACTAATTCTTATCTACC-----------------T--ATCT--C-------TTTTA-ATTTTCTTAGGTATGCTCTGCCGTTGGTTCAAATATCTATATGATTCTGAAATTATTGAG

dp5 3:14335698-14335878 + CGCGTTGTATGCCTTGCAGGCGTTCTGCTTTAAAGAGAATTTCCCCAAAGGTAAGTCGATGCAGAACTGAC---------TACTTTCATTC----C---CATTTTC-------TCC---AAGAGTTGCCCCCTAAC-----------------C--ATTT--G-------CTTTG-TCCGCTTTAGGCATGCTGTGCCGTTGGTTCAAATATCTGTACGAGTCTGAAATCATCGAG
droPer2 scaffold_4:982097-982277 - CGCGTTGTATGCCTTGCAGGCGTTCTGCTTTAACGAGAATTTCCCCAAAGGTAAGTCGATGAAGAACTGAC---------TACTTTCATTC----C---CATTTTC-------TCC---AAGAGTTGCCCCTTAAC-----------------C--ATTT--G-------CTTTG-TCCGCTTTAGGCATGCTGTGCCGTTGGTTCAAATATCTGTACGAGTCTGAAATCATCGAG
droAna3 scaffold_13266:6278516-

6278677 +
GGCACTCTACGCCCTTCAAGTTTTCTGCTACAGTGAGAATTTCCCCAAAGGTAAGAGCT---------CAG---------TTTCTCTCGTT------------------------T----------------------------TGGAAAACCTATTCTAA---TATATCCTTTC-TGTTCACCAGGAATGCTATGCCGTTGGTTCAAATATCTTTACGAATCTGAGATCATCGAG

droBip1 scf7180000395839:435526-
435687 +

GGCTCTCTATGCACTTCAAGTTTTCTGCTACAGTGAGAGTTTCCCGAAAGGTAAGAAAT---------CCT---------TGATATCCTT-------------TAT--------TT----------------------------AAAAA-CATAATTTTAATATTT-----TATT-TTTTAATAAGGAATGCTTTGCCGTTGGTTTAAATACCTTTACGAATCTGAGATCATTGAG

droKik1 scf7180000302670:237212-
237382 +

GGCCCTCTACGCCCTGCAGACGTTCTGCTATAATGAGAATTTCCCCAAGGGTAAGTACCT--TGAGTCGAG-------------------TGATC-----------CTTATCC-TCTGCC--------------------------AGCCACTAACCCTTCTGCTC-----TCCC-TCCCCGTTAGGCATGCTGTGCCGTTGGTTCAAATATCTGTATGAATCTGAAATTATCGAG

droFic1 scf7180000454066:468980-
469142 -

GGCGCTATACGCTCTGCAGACATTCTGCTACAATGAGAACTTCCCCAAGGGTAAGAACT---------AAT---------CTTTTTGCATC----C---AATCTAT--------TT----------------------------AAGGGTACTCATATTT-----------TTTT-CTTGTATTAGGCATGCTGTGCCGTTGGTTCAAATATCTTTACGAATCTGAAATTATTGAG

droEle1 scf7180000491215:234341-
234513 -

GGCCCTCTATGCCCTGCAGTCCTTCTGCTACAATGAGAATTTTCCCAAGGGTAAGAACG---------CAT---------ATTTTCTATTT----TCCTA------------------------------------TTCCTTTTGAGGTTACTCATATTGG---TTTTTT-TTCG-TTTGCATTAGGCATGCTGTGCCGTTGGTTCAAATATCTTTACGAATCTGAAATTATCGAG

droRho1 scf7180000779957:87201-87362
-

GGCTCTGTACGCCCTGCAGTCTGTCTGCTACAATGAGAATTTCCCCAAGGGTAAGAGCA---------AAT-------------------TAATT-----------ATTA--------------------------ATCCATTCGAGGTTACTTACATTGA---TT-----TTTT-TGTGCTTTAGGCATGCTGTGCCGTTGGTTCAAATATCTTTACGAATCTGAAATTATCGAG

droBia1 scf7180000302292:1855345-
1855500 +

GGCCCTCTACGCCCTGCAGACGTTCTGCTACAACGAGAATTTCCCCAAGGGTAAGCACT---------AAT---------ATTTCTTC------------------------------------------------TTCCTTTCGA---TACTCAT--TGA---TT-----GTTT-TTTGCCTAAGGTATGCTGTGTCGTTGGTTCAAATATCTTTACGAATCTGAAATTATCGAG

droTak1 scf7180000415762:325346-
325511 -

GGCCCTCTACGCCCTGCAGTCGTTCTGCTACAACGAGAATTTCCCCAAGGGTAAGCAAT---------AAT---------CTTTTCCCATT----A----------------------------------------TTCCTGTCGAGGTTACTCATTTTGA---TTT----ATCT-TTTTCATTAGGCATGCTGTGCCGTTGGTTCAAATATCTTTACGAATCTGAAATTATCGAG

droEug1 scf7180000409672:3823301-
3823467 -

GGCTCTCTACGCCCTGCAAACGTTCTGCTACAATGAGAATTTCCCAAAGGGTAAGCACA---------AAT---------CGTTTTCTATT----A----------------------------------------ATCCAATCAAGGTTACTTAT--TGA---TTTTTT-CTTT-GTTTCATTAGGCATGCTGTGCCGTTGGTTCAAATATCTGTATGAATCTGAAATTATTGAG

dm3 chr2R:8810266-8810433 + GGCTCTCTATGCTCTGCAAACGTTCTGCTACAATGAAAATTTCCCCAAGGGTAAGTGCT---------CAA---------CATTTTAAATC----T---AATCTGT--------TTTATC--------------------------GGCAACTTATATTT--G-CT-----TTTT-TCTTCGTTAGGCATGCTGTGCCGTTGGTTCAAGTATCTTTACGAATCTGAAATTATAGAG

droSim2 2r:9488663-9488831 + AGCTCTCTATGCTCTGCAAACGTTTTGCTACAATGAAAATTTCCCCAAGGGTAAGTGCT---------CAA---------CATTCTAAATC----A---AATCTGT--------TTTATC--------------------------GGTAACTTATATTT--GCGT-----TATT-TTTTCGTTAGGCATGCTGTGCCGTTGGTTCAAGTATCTTTACGAATCTGAAATTATCGAGdroSec2 scaffold_1:6325893-6326061 + AGCTCTCTATGCTCTGCAAACGTTCTGCTACAATGAAAATTTCCCCAAGGGTAAGTGCT---------CAA---------CATTCTAAATC----A---AATCTGT--------TTTATC--------------------------GGTAACTTATATTT--GCGT-----TATT-TTTTCGTTAGGCATGCTGTGCCGTTGGTTCAAGTATCTTTACGAATCTGAAATTATCGAG
droYak3 2R:8159636-8159803 - GGCTCTCTACGCTCTGCAGACGTTCTGCTACAATGAAAATTTCCCCAAGGGTAAGAGCT---------TAT---------CTTTCTAAATC----A---A---TGT--------TT----------------------------AAGGTTACTCATATTTA---TTTTTT-TTTGTTTTGCTTTAGGCATGCTGTGTCGTTGGTTCAAGTATCTTTACGAATCTGAAATAATCGAG
droEre2 scaffold_4845:17013802-

17013968 -
GGCTCTCTACGCTCTGCAGACGTTCTGCTACAATGAAAATTTCCCTAAGGGTAAGTGCT---------CAT---------CTTTCTATATC----A----------------------------------------ATCTATTCAAGTTTTCTGATATTT--G-CT--TT-CTTG-TTTGCGTTAGGCATGCTGTGCCGTTGGTTCAAGTATCTTTACGAATCTGAAATAATCGAG
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GTATCAGTTCTATCTGCTGGATGTAATTAGCTTTGTGGCAGCCGTTGGCTTGGCTGTGCTCCTTCTGCTGCTGCTGGCCTTACGCTTGCTGCGGGGCAGCGGCAAGAAGCATAGCAAATCCAAAAGTCATTAAATCATCAACTATTTAATCTAGCTGCAATTATTGCCGT

***********************************((((.....((((....((((((((...(((..((((((((.((...(((.....))))).)))))))))))))))))))....))))..)))).....************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M028

head
SRR2096058

Ovary_Min_98

M027

male
body

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096055

Ovary_Min_43

M047

female
body

SRR060655

9x160_testes_total

SRR060657

140_testes_total

SRR060665

9_females_carcasses_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total
SRR2096013

Ovary_Strain_9_oxidized

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

M061

embryo

SRR1106720

embryo_8-
10h

..................................................TGGCTGTGCTCCTTCTGCTGC................................................................................................... 21 0 1 16.00 16 5 4 3 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................TGGCTGTGCTCCTTCTGCTG.................................................................................................... 20 0 1 7.00 7 2 0 0 0 0 0 0 0 1 0 0 1 0 0 1 0 1 1 0 0

..................................................TGGCTGTGCTCCTTCTGCTGCT.................................................................................................. 22 0 1 5.00 5 2 0 1 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0

..................................................TGGCTGTGCTCCTTCTGCTGCTGC................................................................................................ 24 0 1 4.00 4 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGCTGTGCTCCTTCTGCTGC................................................................................................... 22 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................AGCGGCAAGAAGCATAGCAAAT................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0

......................................................TGTGCTCCTTCTGCTGCTGCTGGC............................................................................................ 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGTGCTCCTTCTGCTGTC.................................................................................................. 22 2 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................AGCGGCAAGAAGCATAGCAAA.................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................TGGCTGTGCTCCTTCTGCT..................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................CTTACGCTTGCTGCGGGGC......................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TTGGCTGTGCTCCTTCTGCTG.................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................GCTGCTGCTGGCCTTACGCT.................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CATAGTCAAGATAGACGACCTACATTAATCGAAACACCGTCGGCAACCGAACCGACACGAGGAAGACGACGACGACCGGAATGCGAACGACGCCCCGTCGCCGTTCTTCGTATCGTTTAGGTTTTCAGTAATTTAGTAGTTGATAAATTAGATCGACGTTAATAACGGCA

************************************((((.....((((....((((((((...(((..((((((((.((...(((.....))))).)))))))))))))))))))....))))..)))).....***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

GSM1528803

follicle
cells

SRR1106722

embryo_10-
12h

V047

embryo

............................................................................................CCCCGTCGCCGTTCTTCGTA.......................................................... 20 0 1 1.00 1 1 0 0
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12875:14274431-

14274600 -
dvi_178 GTATCAGTTCTATCTGCTGGATGTAATTAGCTTTG---TGGCAGCCGTTGGCTTGG---CTGTGCTCC-TTCT-----------GCTGCTGCTGGCCTTACGCTTGCTGCGGGG-----------CAGCGGCAAGAAGCATAGCAAATCCAAAAGTCATTAAATCATC--AACTATTTAATCTAG------------CTGCAATTATTGC--CG--T

droMoj3 scaffold_6496:9721249-
9721424 -

GTATCAGTTCTATTTGCTGGATGTGATTGCATTCC---TGGGAGTCCTCGCACTGG---CCGCCCTCT-TCCT-----------GCTCCTGCTGGCCATACGCCTGCTCCAGGG-----------CAGCGGCAGGAAGCAGAGGAAAGCGAAAACCAATTAAGTCAAT----------GATCCATTATAATTTCTAGCTTTAATTACTGCTTGG--A

droGri2 scaffold_2262:1553-1730 + GTATCAGTTCTATCTGCTCGATGTGATTGCCTTTG---TGACAGTCATCGCCTTGG---CTTGTGTTC-TGCT-----------CCCGCTGTTGGCCATTCGCCTGTTGAGGAA-----------GAGCGACAAACAGCATATGAAAATCAAAGGAAATTAAATTACT----------GAATTAGTAATTAATATTGCTATATTAACAAATCAAATG
droWil2 scf2_1100000004514:116315-

116475 +
GGTTCAGTTCTATCTACTCGATGTCATTGCCTTTG---TGGTCAGCATCGTTTTGG---TCTCTCTCT-TTGG-----------GCTCTGGTTGGTCATTCGCCATTTTAAGGG-----------TGCTGACAAAAAGCAAAATAAGTTTAAAAAGCAATGATTTTTATATCA-ATTTCGTCACA------------AATAT--------------T

dp5 3:3573039-3573172 - GTTCCAGTTCTATCTGCTGGACGTGATTGCCTTTG---TGGTGGCCATTGCCTTGG---CCGCTCTGT-TGGC-----------CGCCCTTCTTGCCATCCGCCTGCTGATGGG-----------GAGCGACAAGCAGCACAGAAAATCCAAGACACACTGAA------------------------------------------------------
droPer2 scaffold_2:3761681-3761814

-
GTTCCAGTTCTATCTGCTGGACGTGATTGCCTTTG---TGGTGGCCATTGCCTTGG---CCGCTCTGT-TGGC-----------CGCCCTTCTTGCCATCCGCCTGCTGATGGG-----------GAGCGACAAGCAGCACAGAAAATCCAAGACACACTGAA------------------------------------------------------

droAna3 scaffold_13266:4882184-
4882337 -

GTACCAGTTCTACCTCCTGGATGTCATCGGACTGG---GTGTGGCCATAGTTTTTC---TTCCGATTC-TCTGTATA-------CTTCTCATTTGTCG--AAAATGTTCAAGG-------------AAAAACACTCAAAATAAGAAGGTCAAGAAGAATTAGCCCTT----------TAACCTAA------------TTGCAAT------------T

droBip1 scf7180000396566:525316-
525458 +

CATCTTCTG-------------ATAATAACCATTG---TAGTCCTGGTTATCCTTCTGCTGCGACTCGTTGTG--AAATTTGTTTGG--AACAAGCTATGC------AGCAAGGCGA----AAGGCTCTTCCAAAAACTCCAAAAAACAAAAGAAACAATAATT-------------TTATTT-----------------------------AG--C

droKik1 scf7180000302471:308064-
308241 +

CTGCCAACTGCACCTTTTTGACCTCTTTGTGTTCTATGCGGCAGTTGCTACCCTCCTTGTGGGTCTGT-TGGG--AGTCCTGGCTTT--TGGCGGCCTCTA------TGTTTGGCAGAAAAA---GAACAATGCCAAGTTCACC------AAAGTAAATTAAGTTTC---ATGTGCGGAAATAAA------------GTGCAATCAATGC--AG--T

droFic1 scf7180000453811:176880-
177012 +

GATTCAGTTCTATCTGCTGGATGTTATAGCCTTCG---TGCTGGTGGTAGCTTTCA---TTGGAATTG-GAGT-----------CCTCGCGTTGGCCATTCGACTGCTGATGGG-----------CAGTAACAGGAAGCAAAGGAAAGCTAAAAAACATTAA-------------------------------------------------------

droEle1 scf7180000491232:282879-
283011 +

GTTCCAGTTCTATCTGCTTGATGTAGTAGCCTTTG---TGGCCGTCATTGGCTTGA---CCGGCATCC-TGGC-----------CCTCTTATTTGCCATTAGATTGCTGATGGG-----------CAGTAACAAAAAGCACAGGAAAGTTAAGAAAAACTAA-------------------------------------------------------

droRho1 scf7180000780219:71830-
71962 -

GTTTCAGTTCTATCTGCTCGACGTGATAGCCTTTG---TGGGCGTCATTGCTTTGA---CTGGAATCC-TCGC-----------CCTGGCACTCGCCATTAGATTGCTGATGGG-----------CAGTAATAAAAAGCACAGAAAAGCTAAGAAGAATTAA-------------------------------------------------------

droBia1 scf7180000302143:1316499-
1316632 +

GTTCCAATTCTATTTGCTCGACGTGGTGGCCTTTG---TGGCTGCCATTGCCTTGG---CAGGAATCC-TGTC-----------CCTCTCATTGGCTATTAGATTGCTAATGGG-----------CAGTAACAAAAAGCACAGGAAGGCCAAGAAAAATTAGA------------------------------------------------------

droTak1 scf7180000410787:39215-
39370 +

GTTCCAATTCTATTTGCTGGATGTGGTGGCTTTTG---CGGGCATCATTGCCTTGA---GTGGAATTC-TGGT-----------CCTCTCGTTGGCTATTAGATTGTTAATGGC--TAGCAA---CAGCAACAAAAAACTGAGGAAGGCTAAGAAAAACTAAAATCC------------ATTAAA------------CATTT--------------A

droEug1 scf7180000409474:843257-
843389 +

GTTCCAATTCTATTTGCTGGATGTGATAGCCTTTG---TGGCCGTCATTGCATTGA---CTGGAATCT-TGGT-----------CCTCTTATTGGCCGTTAGATTGCTGATGGG-----------CAGTAACAGAAAGCAAAAGAAGGCTAAGAAAAACTAA-------------------------------------------------------

dm3 chr2R:17103019-17103156 - GTTCCAATTCTATTTGCTGGATGTCATAGCATTTG---TGGCTATCATTGCTTTAG---CTGGCGTCA-TGGC-----------TCTCTCATTGGCCATTCGATTACTGATGGG-----------CAGTAATAAGAAACACAGGAAAGCTAAGCAAAATTAAAGTAT--------------------------------------------------
droSim2 2r:17658002-17658139 - GTTCCAATTCTACTTGCTGGATGTTATAGCATTTG---TGGCTATCATTGCTTTAG---CTGGAGTCA-TGGT-----------TCTGTCATTGGCCATTCGATTACTGATGGG-----------CAGTAATAAGAAACACAGGAAAGCTAAGCAAAATTAAAGTAT--------------------------------------------------

droSec2 scaffold_9:429236-429373 - GTTCCAATTCTACTTGCTGGATGTCATAGCTTTTG---TGGCTATTATTGCTTTAG---CTGGAGTCA-TGGC-----------TCTCTCATTGGCCATTCGATTACTGATGGG-----------CAGTAATAAGAAACACAGGAAAGCTAAGCTAAATTAAAGTAT--------------------------------------------------
droYak3 2R:12086802-12086963 + GTTCCAATTCTACTTGCTGGATGTCATAGCATTTG---TGGCTATCATTGCTCTAG---CTGGAATCA-TGGC-----------TCTCTCATTGGCCATTCGATTACTGATGGG-----------CAGTAACAAGAAGCACAAGAAAGCTAAACAAAATTGAACTATTTACAGGGTTTAATTAAA------------CTATAA--------------
droEre2 scaffold_4845:11246360-

11246521 -
GTTCCAATTCTACTTGCTGGATGTCATAGCATTTG---TGGCTATCATTTCTTTAG---CTGGATTCA-TGGC-----------CCTCTCATTGGCCATTAGATTACTGATGGG-----------CAGTAACAAGAAGCACAAGAAAGCTAAACAAAATTAAAATATTTCAAGGGTTTAATTAAA------------ATGTAA--------------
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No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CCTCGATTGGTTCGCAGGGCACCGTTGGCGGTCTCGTTGTTGCCGGCATTGTAAGTATGGTTGGTGTGCTGTGCCCTGATTATATTCACCGGCTGCCTAGCAGGTGCTATTATATCGCTATGTGCTGAAAACCGAACACTTGCAGATGCTGAAAACGATCGGCTGGCGCGTTCTTGTTGGCATTGGTGCCCTCTA

**************************************************((((((.(((((...((((...((...(((...((.((((.(((....))).))))..))...)))))...))))....)))))...))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total
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..................................................GTAAGTATGGTTGGTGTGCTGTGCCC....................................................................................................................... 26 0 1 10.00 10 0 0 1 0 0 0 0 0 0 0 0 0 1 1 2 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGCTG............................................................................................................................ 21 0 1 7.00 7 0 0 1 2 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGCTGTG.......................................................................................................................... 23 0 1 3.00 3 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGCTGTGC......................................................................................................................... 24 0 1 3.00 3 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGCTGTGCC........................................................................................................................ 25 0 1 3.00 3 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGC.............................................................................................................................. 19 0 1 2.00 2 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................TGTGCTGAAAACCGAACACTTGCAGT................................................. 26 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................TCGTTGTTGCCGGCATT................................................................................................................................................. 17 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGCT............................................................................................................................. 20 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...................CACCGTTGGCGGTCTCGTTGTTGCC....................................................................................................................................................... 25 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGATTATATTCACCGGCTGCC.................................................................................................. 21 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATGTGCTGAAAACCGAACACTTGCAG.................................................. 27 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................GGCACCGTTGGCGGTCTCGTTGTTGC........................................................................................................................................................ 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................TTGGCGGTCTCGTTGTTGCCGGC.................................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................TGAAAACGATCGGCTGGCGC.......................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................................TTGTTGGCATTGGTGCCCTCTT 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..TCGATTGGTTCGCAGGGCA.............................................................................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.........GTTCGCAGGGCACCGTTGGCG..................................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTAAGTATGGTTGGTGTGT.............................................................................................................................. 19 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................GGCTGGCGCGTTCTTGTTGGCA............. 22 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CGCGTTCTTGTTGGCATTGGT........ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................GGGCACCGTTGGCGGTCTCG............................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................AACGATCGGCTGGCGCGTTCTTGTTGGC.............. 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATGTGCTGAAAACCGAACACTTGC.................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................GTTGGCGGTCTCGTTGTTGCCGGC.................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................GCACCGTTGGCGGTCTCGTTGTTGCC....................................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................TTGGCGGTCTCGTTGTTGCC....................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........GTTCGCAGGGCACCGTTGGCGGTCTCG............................................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................ACCGTTGGCGGTCTCGTTGTTGCC....................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................CTCGTTGTTGCCGGCATT................................................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGAGCTAACCAAGCGTCCCGTGGCAACCGCCAGAGCAACAACGGCCGTAACATTCATACCAACCACACGACACGGGACTAATATAAGTGGCCGACGGATCGTCCACGATAATATAGCGATACACGACTTTTGGCTTGTGAACGTCTACGACTTTTGCTAGCCGACCGCGCAAGAACAACCGTAACCACGGGAGAT

**************************************************((((((.(((((...((((...((...(((...((.((((.(((....))).))))..))...)))))...))))....)))))...))))))..**************************************************
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Norm Total

GSM1528803

follicle
cells

SRR060688

160_ovaries_total

M027

male
body

SRR2096013

Ovary_Strain_9_oxidized

SRR2096055

Ovary_Min_43

V047

embryo

M061

embryo

.........CAAGCGTCCCGTGGCAACCGC..................................................................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0

......................................................................................................................................................................GCGCAAGAACAACCGTAACC......... 20 0 1 1.00 1 0 1 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12928:7549567-

7549761 +
dvi_9288 CCTCGATTGGTTCGCAGGGCACCGTTGGCGGTCTCGTTGTTGCCGGCATTGTAAGTAT----GGTT-G----G--TG-T------------------GCTG------------------TGC--CCTG---------------------------------------ATTAT------------ATTCAC--CGG--CT-G------------------CCTAGCAGGTGCTATTATATCGCTATGTG------CTGAAAA----------CCGAACACTTGCAGATGCTGAAAACGATCGGCTGGCGCGTTCTTGTTGGCATTGGTGCCCTCTA

droMoj3 scaffold_6473:2483773-
2483938 -

CCTCGATTGGATCGCAGGGCACAGTGGGCGGTCTTGTTGTGGCGGGCATTGTAAGTAT----TGCT-G----GG-A-GA-GAGTCC---TGAT---------------------------------------------------------------------------------------------------------------------------------------------------GTTATTTG------CTGGATCTTTAAAACA-CTGAACACTTGCAGATGCTGAAGACGATCGGGTGGCGCGTCCTTGTTGGCATCGGTGCACTCTA

droGri2 scaffold_14853:9609036-
9609231 -

dgr_176 CCTCAATTGGATCGCAGGGCACCGTTGGCGGTCTCGTTGTCGCTGGCATCGTAAGTGT----TGAG-T----A-GTA-AG--G-----------C--GGCA------AAAATTA-T------------------------------------------------------A-------------TTTTAC--CAG--CT-G------------------CCTGGCAGGTGCTATTGTATCGCTATGTC------CTGAATA----------CCAAACACTTACAGATGCTGAAGACGATCGGTTGGCGTGTGCTCGTTGGTATTGGTGCCCTCTA

droWil2 scf2_1100000004590:4727564-
4727796 +

CATCGATTGGATCACAGGGCACTGTTGGTGGTCTCGTTGTTGCTGGCATTGTAAGTAT----CGCA-AATAGTTGTA-AG--ATCGTTCCCCCGTCTACCG------------------------------------------------CAATTGCCCTCCCCCCTACCACCCTC----CCTCCCTCCC-----------T------------------TCAAGTAGGTGCTAATGAAACGCTATGTG------CTGAACA-------CACCCGAACAATTGCAGATGCTGAAAACGATCGGTTGGCGTGTTCTAGTCGGCGTAGGTGCCCTCTA

dp5 XL_group1a:6759672-6759932
-

CATCTGTCGGCGGTCAGGGCACAATGGGTGGCCTTTTGGTGGCCGGTATCGTAAGTAT----TATG-T----T-----------------------TGCTGTGTTTCTTT--TTT-------GTGTCTCTGCTGTTTGTGCAGCTAGCGACCTGTCGCCCCGCTCTCCCTGGCCCCCTGACCCCGCCCCA--AAA--TG-CAGATTGTGTACGATCATTTCAAGCCGATACCATTCCATCGCT----------------------------TATCTTACTTCCAGATGCTGAAAACAATCGGATGGCGCGTCCTGGTCGGTGTGGGTGCACTCTA

droPer2 scaffold_25:549916-550172 + CATCTGTCGGCGGTCAGGGCACAATGGGTGGCCTTTTGGTGGCCGGTATCGTAAGTAT----TATG-T----T-----------------------TGCTGGGTTTCCTT--TTT-------GTGTTTCTGCTGTTTGTGCAGCTAGCGACCTGTCGCTCCACTCTCCCTGGCCC----ACCCCGCCCCA--AAA--TG-CAGATTGTGTACGATCATTTCAAGCCGATAACATTCCATCGCT----------------------------TACCCCACTTCCAGATGCTGAAAACAATCGGATGGCGCGTCCTGGTCGGTGTGGGTGCACTCTA
droAna3 scaffold_13335:2117788-

2117998 -
GCTCGATTGGATCGCAGGGCACTGTGGGTGGCCTTGTGGTGGCCGGCATCGTAAGTTC----AAAT-A----G--TAG------TC---TCATGT--AACA------------------AAC--GCCT---------------------------------------CTTGT------------GCTCAG--CAAGCTC-C------------------GCAAGCAGGTGATAATGAAACGGTATGTGTATTCGCTGAATC----------CCGAACACTTGCAGATGCTGAAAACGATCGGATGGCGGGTACTTGTCGGCGTCGGCGCCCTCTA

droBip1 scf7180000396362:30147-
30357 +

GCTCGATTGGATCGCAGGGCACGGTCGGTGGACTTGTTGTGGCCGGCGTTGTAAGTTG----AAAA-A----A--TA-A--AACTC---TCTTG---------------------TAACGAC--GCCT---------------------------------------CTTGT------------GCTCAA--TGC--TC-C------------------GCAAGCAGGTGTTTATGAGACGGTATGTGTATTCGCTGAATC----------CCGAACACTTGCAGATGCTGAAAACGATCGGATGGCGTGTCCTTGTCGGTGTCGGCGCCCTCTA

droKik1 scf7180000302586:133702-
133902 -

CCTCCATCGGATCGCAGGGCACAGTGGGCGGCCTTGTGGTTGCTGGCATTGTAAGTAA----CTTT-G----T--T-CT-----------CCTGTCTGTTG------------------TG---TCCC---------------------------------------CTTGT------------GCCCAC--GAA--TG-C------------------CCAAGCAGGTGCTATTGAAACGTTACGGG------ATACAAA----------TAAACCCTTTCCAGATGCTGAAAACTATTGGTTGGCGTGTCCTGGTCGGTGTCGGCGCCCTCTA

droFic1 scf7180000454072:1118304-
1118506 -

CCTCGATTGGATCCCAGGGCACTGTTGGCGGCCTCGTCGTCGCTGGCATCGTAAGTTT----CGCT-G----C--TCCT-----------GACGTCTGTTC------------------AAC--GCCT---------------------------------------CTTGT------------GCTTAC--GAA--TG-C------------------CCAAGCAGGTGCTCTTCAATAGCTATGTG------CTGAAAA----------CTCATCACTTGCAGATGCTGAAAACGATCGGATGGCGCGTGTTGGTGGGCGTTGGCGCCCTTTA

droEle1 scf7180000490141:1006160-
1006363 +

CCTCCATTGGATCGCAGGGCACCGTTGGCGGTCTCGTCGTCGCCGGCATCGTAAGTGT----CCTC-C----G--T-CC-----------AACGTTCGCT----------------CCTCAC--ACCA---------------------------------------CTTGT------------GCTCAC--AAA--TG-C------------------CCAAGCAGGTGCTATTGAATCGCTATGTG------CTGAAAA----------CTCACCACTTGCAGATGCTGAAAACGATTGGATGGCGCGTCCTGGTTGGCGTGGGCGCCCTCTA

droRho1 scf7180000779986:740289-
740490 -

CCTCCATTGGATCCCAGGGCACCGTTGGCGGACTCGTCGTCGCCGGCATCGTAAGTGT----CCTT-A----C--T-CT-----------GACGTTCGCTC------------------TAC--GCCT---------------------------------------CTTGT------------GCTGAC--AAA--TG-C------------------CCAAGCAGGTGCTATTGAATAGCTATGTG------CTGAACA----------CTCACCACTTGCAGATGCTGAAAACGATTGGGTGGCGCGTCCTGGTGGGCGTGGGTGCCCTCTA

droBia1 scf7180000301760:3121829-
3122032 -

CCTCCATCGGGTCGCAGGGCACCGTGGGCGGCCTCGTCGTCGCCGGCATCGTAAGTGT----TCCCAG----C--T-CC-GCCTCC----------TCCTG------------------AAC--GCCT---------------------------------------CTTGT------------GCTCAC--AAA--CGCC------------------GCAAGCAGGTGCTACTGAATAGCTATGTG------CTGAATA----------CCCGTCACTTGCAGATGCTGAAAACGATCGGCTGGCGCGTCCTGGTGGGCGTGGGCGCCCTCTA

droTak1 scf7180000415381:137331-
137534 -

CCTCCATTGGATCCCAGGGCACCGTGGGTGGACTTGTCGTAGCCGGCATCGTAAGTTTGCGTTCAC----------------CTT---------T--AA----------------CCATCCCGTACCT---------------------------------------CTTGT------------GCTCAAGGAAA--CG-C------------------CCAAGCAGGTGCTTATGAATAGCTATGTG------CTGAAAT----------CCCAACACTTGCAGATGCTGAAAACCATCGGCTGGCGGGTTTTGGTCGGCGTGGGCGCCCTCTA

droEug1 scf7180000409033:595097-
595291 +

CCTCCATTGGATCCCAGGGCACCGTTGGCGGTCTCGTAGTCGCCGGTATCGTAAGTGT----CCTA-A----C--T--------AC-----------------------------TCGCAAC--ACCT---------------------------------------CTTGT------------GCTCAC--AAA--TG-A------------------CCAAGCAGGTGCTATTAAATAGCTATGTG------CTGAAAA----------CTCATCATTTGCAGATGCTGAAAACTATTGGCTGGCGCGTTTTGGTGGGCGTGGGAGCCCTGTA

dm3 chrX:6263676-6263875 + CCTCCATTGGATCGCAGGGCACCGTTGGTGGTCTCGTCGTAGCCGGTGTCGTAAGTGT----TAAC-G----G--TT-A--AATTA-----------------------------TCATAAC--ACCT---------------------------------------CTTGT------------CCTTAC--CAA--CG-A------------------CCAAGCAGGTGATAGTGCATAGCTATGTG------ATGAAAT----------CAAACCACTTGCAGATGCTGAAAACTATCGGCTGGCGTGTCCTGGTGGGCGTGGGTGCCCTCTA
droSim2 x:5887557-5887756 + CCTCCATTGGATCGCAGGGCACCGTTGGTGGCCTCGTCGTCGCCGGCATCGTAAGTGT----TAAC-G----C--TC-G--AATTA-----------------------------TCATAAC--ACCT---------------------------------------CTTGT------------CCTCAC--CAA--CG-A------------------CCAAGCAGGTGATAGTGCATAGCTATGTG------ATGAAAT----------CAAACCACTTGCAGATGCTGAAAACCATCGGCTGGCGCGTCCTGGTGGGCGTGGGCGCCCTCTA
droSec2 scaffold_4:508241-508442 - CCTCCATTGGATCGCAGGGCACCGTTGGTGGCCTCGTCGTCGCCGGCATCGTAAGTGT----TAAC-G----C--TC-G--AATTA-----------------------------TCATAAC--ACCT--------------------------------------CCTTGT------------CCTCAC--CAA--CGAC------------------CCAAGCAGGTGATAGTGCATAGCTATGTG------ATGAAAT----------CAAACCACTTGCAGATGCTGAAAACCATCGGCTGGCGCGTCCTGGTGGGCGTGGGCGCCCTCTA
droYak3 X:2255712-2255912 + CCTCCATTGGATCGCAGGGCACCGTTGGTGGCCTCGTCGTCGCCGGCATCGTAAGTGT----TAACAG----C--TC-A--GATTG-----------------------------TCGCCAC--ACCT---------------------------------------CTTGT------------GCTCAC--AAA--CG-C------------------TCAAGCAGGTGCTAGTGCATAGCTATGTG------CTGAAAT----------CAAACCACTTGCAGATGCTGAAAACCATCGGCTGGCGCGTGCTGGTGGGCGTGGGCGCCCTCTA
droEre2 scaffold_4690:15226574-

15226773 +
CCTCCATTGGATCGCAGGGCACCGTTGGTGGCCTCGTCGTCGCCGGCATCGTAAGTGA----TATC-G----C--TC-A--GATAT-----------------------------TCGCCTC--ACCT---------------------------------------CTTGT------------GCTTAC--AAA--TG-C------------------CCAAGCAGGTACTAGTACATAGCTGTATG------CTGAAAT----------CAAAACACTTACAGATGCTCAAAACCATTGGCTGGCGCGTACTGGTGGGCGTGGGCGCCCTGTA
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6473:2483773-2483938
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_14853:9609036-9609231
http://compgen.cshl.edu/~jmohamme/static/droGri2/html/dgr_176.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004590:4727564-4727796
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XL_group1a:6759672-6759932
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_25:549916-550172
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13335:2117788-2117998
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396362:30147-30357
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302586:133702-133902
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454072:1118304-1118506
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000490141:1006160-1006363
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000779986:740289-740490
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000301760:3121829-3122032
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415381:137331-137534
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409033:595097-595291
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chrX:6263676-6263875
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=x:5887557-5887756
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_4:508241-508442
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=X:2255712-2255912
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:15226574-15226773


ID:

dvi_24642

Coordinate:

scaffold_12970:5369120-5369199 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ18884-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCAGCTGCACAATTTTGGTTCCATATGGGTATACAAAGCGTTCTTTAAGAGGTAGTGATGGGACTCACCTAGAACGAGTGGAATATTAAGCATTGCTCGCACTTCAGAGCCTCAGCATTACGCCTAGAGAAATATCAACTACGTTTACCTAAGATCCTAGAATAAAGGTGGCGGTGCAGG

****************************************((((((.((..((((((.((((.(((....((..(((((((...........)))))))..))...))).)))).))))))..))))))))...**********************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060671

9x160_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR1106730

embryo_16-
30h

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096060

Ovary_Min_193

M027

male
body

SRR060657

140_testes_total

SRR060683

160_testes_total

SRR1106728

larvae

V116

male
body

M061

embryo

SRR060660

Argentina_ovaries_total

SRR060664

9_males_carcasses_total

SRR060666

160_males_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR1106716

embryo_4-
6h

SRR1106717

embryo_6-
8h

SRR1106722

embryo_10-
12h

SRR1106723

embryo_12-
14h

SRR1106724

embryo_12-
14h

SRR1106725

embryo_14-
16h

SRR1106729

mixed
whole
adult body

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096057

Ovary_Min_50

V047

embryo

V053

head
SRR2096014

Ovary_Strain_160_oxidized

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

.......................................................TGATGGGACTCACCTAGAACGAG...................................................................................................... 23 0 1 29.00 29 5 1 2 1 2 2 0 2 3 0 0 2 2 0 0 0 0 0 0 1 1 1 0 1 0 1 1 1 0 0 0 0 0 0

.................................................................................................CGCACTTCAGAGCCTCAGCATT............................................................. 22 0 1 23.00 23 0 6 5 2 1 0 3 0 0 3 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

........................................................GATGGGACTCACCTAGAACGAG...................................................................................................... 22 0 1 4.00 4 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0

.......................................................TGATGGGACTCACCTAGAACGAGA..................................................................................................... 24 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..............................................................................TGGAATATTAAGCATTGCT................................................................................... 19 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGATGGGACTCACCTAGAACGA....................................................................................................... 22 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGATGGGACTCACCTAGAACG........................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TCACCTAGAACGAGTGGA.................................................................................................. 18 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AGAGGTAGTGATGGGACT................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................GAATATTAAGCATTGCTCG................................................................................. 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................GCATTGCTCGCACTTCAGAGCCTC................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGATGGGACTCACCTAGAAC......................................................................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TAAGCATTGCTCGCACT............................................................................. 17 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CGCACTTCAGAGCCTCAGCAT.............................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................AGCATTGCTCGCACTTCAG......................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGTCGACGTGTTAAAACCAAGGTATACCCATATGTTTCGCAAGAAATTCTCCATCACTACCCTGAGTGGATCTTGCTCACCTTATAATTCGTAACGAGCGTGAAGTCTCGGAGTCGTAATGCGGATCTCTTTATAGTTGATGCAAATGGATTCTAGGATCTTATTTCCACCGCCACGTCC

**********************************************((((((.((..((((((.((((.(((....((..(((((((...........)))))))..))...))).)))).))))))..))))))))...****************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

V053

head

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12970:5369070-

5369249 -
dvi_24642 TCAGCTGCACAATTTTGGTTCCATATGGGTATACAA------------AGCGTTCTTT---AAGAGGTAGTGATGGGACTC----ACCTA-GAACGAGTG-GAATATT---AAGCATTGCTCGCACTTCAG-AGCCTCAGCATTACGCCT-AGAGAAATATCAACT-AC-----------GTTTACCTAAGATCCTAGAATA-AA----------------------------------------------GGTGGCGGTGCAGG

droMoj3 scaffold_6473:4951681-4951877
-

dmo_3154 ---GCTGCACAATTTAGGC---------------AACAGAAACTTGTTAACGCTCTTT---ACGAGGTAGTGATGGGACTC----ACCTA-GAACGAGTG-GATTATT---TAGCATTGCTCGCACTTCAG-AGCCTCAGCATTACGCCT-AGAGAAATATCAACTAA-----------------------------GACTA-AACTACGTTTCTTTTTTAGTATTATTTTTTCTATAATACCAACTGGTTGGTGGTGG------

droGri2 scaffold_15203:9467725-
9467898 +

dgr_467 TCAGCTGCACAGTTTAGGGCATTT----------ATAAGA---------AAGTTCTTT---AAGAAGTAGTGATGGGACTC----AACTA-GAACGAGTG-GAATTTT-AAAAGCATTGCTCGCACTTCAG-AGCCTCAGCATTACGCCT-AGAGATATACC-TCG-ACTACAAAACAAAATGTGCCCATGAT------ATACAA----------------------------------------------GGTGGTGG------

droWil2 scf2_1100000004909:11506199-
11506311 -

---------------------------------------------------GCTCTTA---AAGCGTTAATGATGGGACTCTCTGGTCTACGAACGAGTATGAATTTATTTAAGTATTGCTCG-ACTTCTGAAGTCTCAGCATTATGCCCAAGAGATATATCATCA-AC------------------------------------------------------------------------------------------------

dp5 XL_group3b:100283-100362 + dps_110 -----------------------------------------------------------------GGTAGTGATGGGACTC----GTCTA-GAACGAGCG-GAATTTC---AAACATTGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droPer2 scaffold_56:124088-124167 + dpe_157 -----------------------------------------------------------------GGTAGTGATGGGACTC----GTCTA-GAACGAGCG-GAATTTC---AAACATTGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droAna3 scaffold_13334:472175-472280

+
dan_4039 T-------------------------------------------------------TTAAGAGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAATTTT--TGAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCTTAGAGAAAAGACAACA-GC------------TTT---------------------------------------------------------------------------------

droBip1 scf7180000396431:1081275-
1081358 -

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAATTTT--GAAGCATTGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGA-------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302698:307851-
307934 -

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAATTTA---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------

droFic1 scf7180000454073:1443039-
1443141 +

T--------------------------------------------------------TAAGAGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAATTTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAACCGACAACA-GC------------TTT---------------------------------------------------------------------------------

droEle1 scf7180000491044:215117-
215215 +

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAATTTC---AAGCATTGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGCGAA-CGACAACTAGC------------TTTA--------------------------------------------------------------------------------

droRho1 scf7180000779510:38440-38523
+

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GCATTTA---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------

droBia1 scf7180000302041:563722-
563815 +

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC----AGCCGCGCTCG-ACTTCAG-AGCCTCAGCATTACGCCT-AGAGAA-CGACATCA-GC------------T-----------------------------------------------------------------------------------

droTak1 scf7180000414393:30873-30961
-

T--------------------------------------------------------TAAGAGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCGTCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------

droEug1 scf7180000408958:35982-36065
-

-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------

dm3 chrX:13553607-13553691 + -------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAATGAGTG-GAAATTC--AAAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droSim2 x:12890326-12890409 + -------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droSec2 scaffold_20:193548-193631 + -------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droYak3 X:7836451-7836534 + -------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------
droEre2 scaffold_4690:13329705-

13329788 -
-------------------------------------------------------------AGGTGGTAGTGATGGGACTC----GTCTA-GAACGAGTG-GAAATTC---AAGCATCGCTCG-ACTTCAG-AGCCTCAACATTACGCCT-AGAGAA------------------------------------------------------------------------------------------------------------

Generated: 09/08/2015 at 08:14 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
1
0
1
0
0
0
2
9

http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:5369070-5369249
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12970:5369070-5369249
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_24642.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droMoj3&position=scaffold_6473:4951681-4951877
http://compgen.cshl.edu/~jmohamme/static/droMoj3/html/dmo_3154.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15203:9467725-9467898
http://compgen.cshl.edu/~jmohamme/static/droGri2/html/dgr_467.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004909:11506199-11506311
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dp5&position=XL_group3b:100283-100362
http://compgen.cshl.edu/~jmohamme/static/dp5/html/dps_110.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droPer2&position=scaffold_56:124088-124167
http://compgen.cshl.edu/~jmohamme/static/droPer2/html/dpe_157.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droAna3&position=scaffold_13334:472175-472280
http://compgen.cshl.edu/~jmohamme/static/droAna3/html/dan_4039.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396431:1081275-1081358
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302698:307851-307934
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000454073:1443039-1443141
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491044:215117-215215
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000779510:38440-38523
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302041:563722-563815
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000414393:30873-30961
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000408958:35982-36065
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chrX:13553607-13553691
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=x:12890326-12890409
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_20:193548-193631
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=X:7836451-7836534
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4690:13329705-13329788


ID:

dvi_390

Coordinate:

scaffold_13049:3667570-3667624 -

Confidence:

confident

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12464-in]

Repeatable elements

Name Class Family Strand

Helitron1_Dmoj RC Helitron -

(CATATA)n Simple_repeat Simple_repeat +

mature

1. scaffold_12875:16424192-16424213 -
2. scaffold_12928:3374309-3374330 +
3. scaffold_12963:1866504-1866525 -
4. dvi_390  scaffold_13049:3667603-3667624 -

star

1. scaffold_633:408-427 -
2. scaffold_12723:3470385-3470404 +
3. scaffold_12875:17004833-17004852 +
4. scaffold_12928:2230683-2230702 -
5. scaffold_12928:2475160-2475179 +
6. scaffold_12928:6922152-6922171 -
7. scaffold_12963:875866-875885 -
8. scaffold_12963:6626069-6626088 +
9. scaffold_12963:12778799-12778818 -

10. dvi_23605  scaffold_12963:12779003-12779022 -
11. scaffold_12970:588049-588068 -
12. scaffold_13047:974814-974833 -
13. scaffold_13047:8087771-8087790 +
14. scaffold_13047:9405308-9405327 -
15. scaffold_13047:10094840-10094859 -
16. dvi_390  scaffold_13049:3667571-3667590 -
17. scaffold_13049:14856534-14856553 -
18. dvi_23929  scaffold_13049:20374805-20374824 -
19. dvi_22625  scaffold_13052:745742-745761 -
20. scaffold_13052:879975-879994 -
21. scaffold_12932:250776-250795 +
22. scaffold_12942:22738-22757 +
23. scaffold_12963:10691767-10691786 +
24. scaffold_13049:17236844-17236863 +
25. scaffold_13052:1731325-1731344 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TTGTTATCGACGAAAATTGACAACAAATTTGATATATCCATTAACTAAATATATGCATATATATATGTGTGTACCTATATATATATATGTATATGTATGTGTATATGTATTTGATGGCCAATTCACAAATCCCGCTACTCCTCCGCAACACATCA

***********************************..(((((((.((.(((((((((((((((((((((((((........))))))))))))))))))))))))).)).)))))))..************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060676

9xArg_ovaries_total

SRR060689

160x9_testes_total

M047

female
body

SRR060677

Argx9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

V053

head
SRR2096055

Ovary_Min_43

SRR060667

160_females_carcasses_total

SRR060678

9x140_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total

SRR060688

160_ovaries_total
SRR2096056

Ovary_Min_46

SRR2096059

Ovary_Min_164

SRR060671

9x160_males_carcasses_total

SRR060679

140x9_testes_total

SRR060681

Argx9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060655

9x160_testes_total

SRR060668

160x9_males_carcasses_total
SRR2096060

Ovary_Min_193

SRR060664

9_males_carcasses_total

SRR060674

9x140_ovaries_total
SRR2096057

Ovary_Min_50

SRR060665

9_females_carcasses_total

SRR060683

160_testes_total

SRR060675

140x9_ovaries_total
SRR2096058

Ovary_Min_98

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V047

embryo
SRR2096014

Ovary_Strain_160_oxidized

SRR060656

9x160_ovaries_total

SRR060658

140_ovaries_total

SRR060659

Argentina_testes_total

SRR060660

Argentina_ovaries_total

SRR060666

160_males_carcasses_total

SRR060670

9_testes_total

V116

male
body

SRR060682

9x140_0-
2h_embryos_total

SRR060673

9_ovaries_total

M027

male
body

SRR060657

140_testes_total

M028

head

SRR060669

160x9_females_carcasses_total

SRR060663

160_0-
2h_embryos_total

M061

embryo

SRR1106730

embryo_16-
30h

SRR060654

160x9_ovaries_total

..................................................ATATGCATATATATATGTGTGT................................................................................... 22 0 4 41.50 166 27 15 14 15 4 8 0 9 4 8 3 6 3 0 7 4 4 5 4 4 0 4 2 0 3 3 0 0 2 0 2 0 1 1 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGTATATGTATGTGTATATG................................................ 22 0 9 8.78 79 4 1 1 0 0 0 14 1 3 0 0 0 11 12 0 0 2 0 2 0 10 0 0 8 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0

....................................................................................ATATGTATATGTATGTGTAT................................................... 20 0 20 2.60 52 6 0 4 3 0 10 0 2 4 4 1 0 0 0 0 4 3 1 0 0 0 0 2 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 2 0 0 0

....................................................................................ATATGTATATGTATGTGTATAT................................................. 22 0 11 2.18 24 8 0 2 1 2 1 0 0 3 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0

....................................................................................ATATGTATATGTATGTGTATA.................................................. 21 0 13 2.08 27 3 0 4 1 0 0 0 0 0 0 1 0 0 5 0 4 2 0 0 0 0 0 2 0 0 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

.................TGACAACAAATTTGATATATCCATTAAC.............................................................................................................. 28 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATATGCATATATATATGTGT..................................................................................... 21 0 4 1.50 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGTATATGTATGTGTATAT................................................. 21 0 14 1.21 17 6 0 0 1 0 1 0 0 0 0 1 0 0 0 0 3 0 1 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0

.TGTTATCGACGAAAATTGACA..................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................ATATATCCATTAACTAAAT......................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................TATATGTATGTGTATATGTAT............................................. 21 0 20 0.40 8 1 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 1 0 0 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................TATATGCATATATATATGTGTG.................................................................................... 22 0 3 0.33 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATATGCATATATATATGTGT..................................................................................... 20 0 6 0.33 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGTATGTGTATATGTATTT........................................... 21 0 4 0.25 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATATGCATATATATATGTGTGTC.................................................................................. 23 1 4 0.25 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGTATATGTATGTGTATA.................................................. 20 0 16 0.25 4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATATGCATATATATATGTGTGTT.................................................................................. 23 1 6 0.17 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATATGTATATGTATGTGTATATT................................................ 23 1 20 0.15 3 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................TATATGTATATGTATGTGTATAT................................................. 23 0 8 0.13 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................ATATGTATATGTATGTGTA.................................................... 19 0 20 0.10 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................TATGTATATGTATGTGTAT................................................... 19 0 20 0.10 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................TGTATATGTATGTGTATATGTA.............................................. 22 0 12 0.08 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................TATATATGTATATGTATGTGT..................................................... 21 0 13 0.08 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATATGCATATATATATGTGTGC................................................................................... 22 1 16 0.06 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

......................................................................................ATGTATATGTATGTGTATAT................................................. 20 0 16 0.06 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TATGTATGTGTATATGTAT............................................. 19 0 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................ATATGTATGTGTATATGTA.............................................. 19 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.........................................................................................TATATGTATGTGTATATGTA.............................................. 20 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AACAATAGCTGCTTTTAACTGTTGTTTAAACTATATAGGTAATTGATTTATATACGTATATATATACACACATGGATATATATATATACATATACATACACATATACATAAACTACCGGTTAAGTGTTTAGGGCGATGAGGAGGCGTTGTGTAGT

************************************..(((((((.((.(((((((((((((((((((((((((........))))))))))))))))))))))))).)).)))))))..***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060681

Argx9_testes_total

SRR060675

140x9_ovaries_total

M047

female
body

V047

embryo

...............................................................................................................ACTACCGGTTAAGTGTTTAG........................ 20 0 1 1.00 1 1 0 0 0

.................................................................................................................................AGGGCGATGAGGAGGCGTTGT..... 21 0 1 1.00 1 1 0 0 0

..............................................................................TATATATATACATATACATACA....................................................... 22 0 20 0.05 1 0 0 1 0

..........................................................................................TATACATACACATATACATA............................................. 20 0 20 0.05 1 0 0 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:3667520-

3667674 -
dvi_390 TTGT-TATCGACGAAAA-TTG----ACAA--CAA---------ATTTGATATATCCATTA-------------AC------T-----AAA----TATAT------GCATATATATATGTGTGTACCTA----------TATATA----TATATGTA------------TATGTATGTGT----ATAT------------GTATTTGA--TGGCCAATTCACAAA-TCCCGCTACTCCTCCGCAAC--A---------------CA-----TCA

droMoj3 scaffold_6654:382331-382462
+

CGAC-GAAAAT--------TC----A--A--CCA---------ATTTG-------------------------AT------T-----ACA----CTTAT------CCATATACATATATA--TATATA----------TATATA----TATATATA------------TATATATATGT----ATAT------------GTATTTGA--TGGCCTATTCACAAA-TCCTGCTAATCCGCCAACATATA----------------------CAA

droGri2 scaffold_15110:7815657-
7815785 -

ATGT-TATCGACGAAAA-TTG----ATTC--GAA---------ATTTGAT--------CTATA-----------T------T-----AAC----G----------------------------ATATA----------TATATT----TATATATA------------CATATATGTGT----ATAT------------GTCTTAAA--TGGCCAATTCACAAAATCCCGCTACTCCACCAAC----A---------------CATCAAT--A

droWil2 scf2_1100000004590:2710970-
2711095 +

TTGT-CATCAGCA--AA-TCG----GCAAAAGATGCGCAAAGTATTAG-----------A-------------AC------T-----AAA----TGCAT------ATATATATATATATG--TGTATA----------TCTATG----TATATGTA--------------TGAATGTGT----AAAT------------GTATTTGA--TGGAT---ATGAATC--------------------------------------A--TA---AAT

dp5 Unknown_group_232:21841-
21989 -

TTAT-TATTTATTATAT-T----GTATAT--ATAATATAATA---------TAACAA--TAT-----------AT------T-----ACA----TATAT------ATATGTATATGTATG--TATATG----------TATATG----TATATATA------------CATATATATAT----ATAT------------ATATATAG--TGACATATCCATAAT-TCCCCA----CATCCCATAC--A---------------CA-----TTA

droPer2 scaffold_6:1399551-1399662 - AAAA-TTTCCAATATAA-T----GCA-------------------------------TTTAAC------------------AATTAA---TTAATATAC------ATATGTATATGTGTGTATGCCTA----------TGTATA----TGTATATG------------TATATGTGTGC----GTGT--ATGT------AAAT-CA---------ATAAATA-------------------------------------------------AA
droAna3 scaffold_13767:424479-424591

-
TATA-TATAA----------------T---------AA-TTA-TAT----------ATATATA---------TATAA----T-----ATA----TATAT------ATATATATATATATATATATATA----------TATATA----TATATATA------------TATA--TATAT----------ATATATATATATATATAC--------ATA--------------------------TATA----------------------TAA

droBip1 scf7180000393282:28586-28713
-

TTGT-TAGAAAAAAAAA-----ATAT--------------TA-TA------------TTTATA-----------T------T-----ACA----CATAT------ATATATATATATATATATATATA----------TATATA----TATATATA------------TATATATATGT----ATAT------------ATATTCAA--CACAC---A--------TTTGCCAACCTGATAAT-----------------------AGAT--C

droKik1 scf7180000302344:1258014-
1258155 +

TCGA-AAACCAT-------CG----ATAA--G--------AA-AGTTAA-----CCC--CCT-----------GT--TGGCT-----AAA----TATAT------ACATTAGTATATATA--TATATA----------TATATA----TATATATA------------TATATATATAT----ATAT------------ATATTATA--CAAAAAATTCGAAAAACCTTA---AGCATACACAAA--A----------------------CAA

droFic1 scf7180000454073:3030996-
3031111 -

AGCA-TATGAA-----A-----T-------------GC---A-TA----------AATTTAGAAAGAA-----TA------T-----AAA----TATAT------ATATATATATATATA--TGTATA----------TTTATG----TATGTGAG--------------AG-----AA----ATGC------------GTATTTAT---G------------------------------------TCGCAAATATCGTACA--TTAA-TCA

droEle1 scf7180000491174:14028-14170
+

CTTA-TATATACTTAAA-TAT----ACTAAATATACTTAATA-------------------TA---------CTTAA---TA--TAC---TTAATATAT------ATATATATATATATATATATATA----------TATATA----TATATTTA------------CACATATGCGT------ATATACCT------AGAT-CTA--TGTGCAATTTAAACA-TTT--------------------------------------TGAT--A

droRho1 scf7180000777033:131655-
131761 +

TTTT-TAAAGACTTAAA-----CTGG--------------TA-AA------------TTTACAATATA-----AA------T-----AAA----TATAT------ATATATATGTATATAAATACATA----------AATATA----TATATATA------------TAGATATATAT----GTAT------------ATATTTAA--T---------------------------------------------------------------

droBia1 scf7180000299946:72910-73042
+

ATAA-AAATAAATAAAA-----AATA--------------TA-AA------------TATAAA---------------------------------AATATATATATATAAATATATATATATAAATA----------TATATA----TATATATATATATATAAATATATATATATAT----ATAT------------ATATTTATTTTA-GGACTTTTAAGA--------------------------------------A--TT---TCG

droTak1 scf7180000413943:2631-2750 + CAAA-ACAT-----------G----ATAA--AGT---------CTTTGAAATAAGCCTTT-------------TTA-----------GCG----TCTAT------ATATATATATATATATATATATA----------TATATA----TATATATA------------TATATATATAC----ATAT------------ATCCACGG--TAGCCACTTCAAAAA------------------------------------------------T
droEug1 scf7180000409901:9528-9653 - TTTGTTATACT------------------------------------------------TAAG------------------AATCTA---TA--TATAT--AT--ATATATATATATGTA----TATATCTT------TATACA--TACATATATA------TA----TATATATATATATGTATTT------------AAATCTA-------------ATAAA-TTTTGCCACTTGTTTATAAC--G----------------------AAT

dm3 chr3R:10724205-10724322 + TTCG-AAAATTTG---CTTTAAT-------------TC-ATA-TA------------TTTATA---------TTTGC---TT--TAA---TTCATATAT------ATATATATATATATATATATATA----------TATATA----TATATATA------------TATGTATATAT----ATAT------------ATATATAA--TTATCA---------------------------------------------------------AdroSim2 2r:268696-268801 - GGCA-ATAAATTA---------------------------TA-TA------------TTTATA---------TAT------------ACG----TATAT------ATATATATATATATATATATATA----------TATATA----TATATTTA------------TAAGTACGTAT----------ATATATATATATATATAA--------AT-------------------------------------------------TCAT--A

droSec2 scaffold_15:325092-325223 - CGAA-TACAAG--------TA----AA---------AA-CAA-TAT--------------A------------AA------T-----ATA----TATATATATATATATATATATATATATATATATA----------TATATA----TATATATA------------TATATATATAT----ATAT--------ATATATAC-CT---------CTGGATAA--GGGTA---TATATATATACA--CC---------------------GCT
droYak3 2R:783367-783485 + AAAT-ACA-TC--------TA----AT---------AA-AAA-TAT------------TTATA---------TA--------------------TATAT------ACATATATATGTATG----TACATATGTGTATATGTATATATGTATATGTA------------------TATAT----------ATACATATATATATATAA--AGTCCACTA--------------------------TATA----------------------TAT
droEre2 scaffold_4688:11894-12012 - TACA-TATATATATATA----------------------------------------TTTAAATATA-TATATATAATATTT-----AAATATATATAA------ATATGTATAAATATATGTAAATA----------TATATA----TATATATA------------TATATATATGT----ATAT------------ATAATAGG--TTGGCA---------------------------------------------------------A
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droGri2&position=scaffold_15110:7815657-7815785
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droWil2&position=scf2_1100000004590:2710970-2711095
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ID:

dvi_17715

Coordinate:

scaffold_13049:602828-602902 +

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ12734-in]; CDS [Dvir\GJ12734-cds]; CDS [Dvir\GJ12734-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CACAACAACCATGGTACGAAAATTTGCCCGCAGTCGCCATGGATTATAAGGTATTTAATTCAAATTAGAAAGTGCACGGGCTAAACAACAATAAATATGTGCTCGAAATAATTTGTTAAATACAGGTACACATAGATGCCGGCAAGGAGGACTGCTATCATCAGTATGTGCAGGC

**************************************************((((((((..(((((((......(((((...................)))))......)))))))))))))))..**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096058

Ovary_Min_98

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total
SRR2096057

Ovary_Min_50

SRR060669

160x9_females_carcasses_total

SRR060676

9xArg_ovaries_total

M028

head

M061

embryo

SRR060681

Argx9_testes_total

SRR1106722

embryo_10-
12h

SRR2096059

Ovary_Min_164

SRR060665

9_females_carcasses_total

SRR060664

9_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060678

9x140_testes_total

SRR060683

160_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

SRR1106715

embryo_4-
6h

SRR1106718

embryo_6-
8h

SRR1106721

embryo_10-
12h

SRR1106724

embryo_12-
14h

SRR1106728

larvae

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

V116

male
body

......................................................................................................TCGAAATAATTTGTTAAATACAG.................................................. 23 0 1 24.00 24 4 2 1 2 0 1 1 1 2 1 0 1 2 0 2 0 0 0 1 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ACGGGCTAAACAACAATAAATATGTGC......................................................................... 27 0 1 16.00 16 0 3 4 0 0 1 0 1 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 1 0 0 0 0 0

......................................................................................................TCGAAATAATTTGTTAAATACA................................................... 22 0 1 6.00 6 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

.......................................................................................................CGAAATAATTTGTTAAATACAGT................................................. 23 1 1 4.00 4 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTATTTAATTCAAATTAGAAAGTGC.................................................................................................... 25 0 1 3.00 3 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..........................................................................CACGGGCTAAACAACAATAAATATGT........................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0

..................................................................................................................................CATAGATGCCGGCAAGGAGGACTGCT................... 26 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................ATGCCGGCAAGGAGGACTGC.................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ACGGGCTAAACAACAATAAATATGTG.......................................................................... 26 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CGAAATAATTTGTTAAATACAG.................................................. 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................AGATGCCGGCAAGGAGGACTGCTAT................. 25 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................AGTCGCCATGGATTATAAGGT........................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................ATTTGCCCGCAGTCGCCATGG..................................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................AGATGCCGGCAAGGAGGACTGCTATC................ 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................GCCGGCAAGGAGGACTGC.................... 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................AGTGCACGGGCTAAACAACAATAAAT............................................................................... 26 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TTTAATTCAAATTAGAAAGTGC.................................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................GTACACATAGATGCCGGC................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................ACGGGCTAAACAACAATAAATAT............................................................................. 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................TAGATGCCGGCAAGGAGGACTGC.................... 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................GATGCCGGCAAGGAGGACTGCT................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TATGTGCTCGAAATAATTTGTTAAATA..................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................GCTATCATCAGTATGTGCA... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................ACACATAGATGCCGGCAAG............................. 19 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTATTTAATTCAAATTAGAAAGTGCA................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................AGATGCCGGCAAGGAGGACT...................... 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................GATGCCGGCAAGGAGGAC....................... 18 0 2 0.50 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................ATGCCGGCAAGGAGGACT...................... 18 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTGTTGTTGGTACCATGCTTTTAAACGGGCGTCAGCGGTACCTAATATTCCATAAATTAAGTTTAATCTTTCACGTGCCCGATTTGTTGTTATTTATACACGAGCTTTATTAAACAATTTATGTCCATGTGTATCTACGGCCGTTCCTCCTGACGATAGTAGTCATACACGTCCG

**************************************************((((((((..(((((((......(((((...................)))))......)))))))))))))))..**************************************************
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#
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V053

head

SRR1106728

larvae

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:602778-

602952 +
dvi_17715 CACAACAACCATGGTACGAAAATTTGCCCGCAGTCGCCATGGATTATAAGGTATTTAA--------T-----------------------TCAAATTAGAAAGTGCA----CG------------------------------GGCTAAACAACAATAAATATGTGC-TCGA-A---------ATA------ATTTGTT----------------AAA----------------TACAGGTACACATAGATGCCGGCAAGGAGGACTGCTATCATCAGTATGTGCAGGC

droMoj3 scaffold_6680:622330-622513
-

CACAACAGCCATGGTATGAAAATCTGCCTGCTGTTGCAATGGATTATAAGGTAAATATAAGTGAAGCCAA-TG-------------------------GAAAAAACA----CGGAAGT-----------------------------AAACAACAACAAA----------------------------TG--TTTTAA----------------TTTTTTTGTTTAACTAAATAAACAGGTGCATATAGATGCCGGCAAAGAGGACTGCTACCATCAGTATGTGCAAGC

droGri2 scaffold_15110:1848066-
1848268 +

CACAACAGCCATGGTACGAGAATTTACCAGCAGTAGCCATGGATTATAAGGTAAAAACATGAAATGT--G-TG-------------------------AAAAATACAAATAC--AAAT-----------------------------AAACAACAACAAT-------ATTGGAGTGGCACACGTTTAC----GTTTCTTTTGTTATTGTTGTAAAAAA----------------AACAGGTGCACATTGACGCCGGCAAGGAGGACTGCTATCATCAATATGTGCAGGC

droWil2 scf2_1100000004511:3362191-
3362355 +

CCCAACAACCATGGTATGAGAATTTACCAGCCGTGGCCATGGACTACAAGGTATAAGA----GATGTGAA-TTGAGAATCTCTTAAAGGATCAC---T-------------------------------------------------------------------GATTTG------------ACTCA-A--CTTCAAA------------------T----------------TACAGGTCCACATCGATGCTGGCAAGGAAGACTGCTATCATCAGTATGTCCAAGC

dp5 XR_group6:9588292-9588463 - CGCAACAGCCGTGGTATGAGAATCTGCCAGCAGTTGCCATGGACTATAAGGTAAGGAG-----------------------------------------------------------TACGCAGCATCCACACGACGTACGGAGTCTGAAC---------------AGCTGGAG---------ATTATTG--TTTTAC----------------TCTT----------------TGCAGGTCCACATAGACGCTGGCAAAGAAGATTGCTATCATCAGTACGTGCAGGC
droPer2 scaffold_35:135902-136073 + CGCAACAGCCGTGGTATGAGAATCTGCCAGCAGTTGCCATGGACTATAAGGTAAGGAG-----------------------------------------------------------TACGCAGCATCAACACGACGTACGGAGTCTGAAC---------------AGCTGGAG---------ATTATTG--TTTTAC----------------TCTT----------------TGCAGGTCCACATAGACGCTGGCAAAGAAGATTGCTATCATCAGTACGTACAGGC
droAna3 scaffold_13337:20853050-

20853102 -
C--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AGGTTCACATTGATGCCGGCAAAGAGGACTGCTACCACCAGTATGTGCAAGC

droBip1 scf7180000396707:565590-
565642 +

C--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AGGTTCACATTGATGCCGGCAAAGAGGACTGCTACCACCAGTATGTGCAAGC

droKik1 scf7180000302334:593751-
593915 +

CACAGCAGCCATGGTACGAAAACCTGCCCGCAGTGGCCATGGATTACAAGGTGAGTGG--------GTATCTCAGGAATCTCTACATGGATCCTAA-----------------------------------------------------TC---------------AGC--------------ACTCTTCCTTCTCCCT------------------T----------------TCCAGGTTCACATTGATGCTGGCAAGGAGGATTGCTATCACCAGTATGTGCAGGC

droFic1 scf7180000453929:1504171-
1504334 -

CCCAACAACCATGGTACGAGAATCTTCCAGCTGTGGCCATGGACTACAAGGTAGGTTT--------CGGGTTTGA-AGGCTTCCAAAGGATCTTATTT--------------------------------------------------------------------ATCCGA-----------AATCT-G--TTTCATC------------------T----------------TTCAGGTTCACATTGATGCTGGTAAGGAGGATTGCTACCATCAGTACGTCAAGGC

droEle1 scf7180000491193:890821-
890985 +

CCCAACAACCATGGTACGAGAATCTTCCGGCGGTGGCCATGGACTACAAGGTGGGTGC--------GGCGTTTAAGACTGCCCCAGAGGATCATATTT--------------------------------------------------------------------ATCGGG-----------AGTCT-G--TTTTGTC------------------T----------------TTCAGGTCCACATAGATGCTGGTAAGGAGGATTGCTACCATCAGTACGTGAAGGC

droRho1 scf7180000779866:28424-
28588 -

CCCAACAACCATGGTACGAGAATCTTCCAGCAGTGGCCATGGACTACAAGGTGGGTGC--------CGGGCTTCAAATCCCTCCCGAGGCTCTTAT-T-------------------------------------------------------------------CATCTGG-----------AATCT-G--TCTTGTC------------------T----------------TCCAGGTCCACATAGATGCTGGTAAGGAGGACTGCTACCATCAGTACGTGAAGGC

droBia1 scf7180000302193:3612754-
3612919 +

CCCAACAACCATGGTACGAGAATCTCCCAGCGGTGGCCATGGACTACAAGGTGGGTTC--------CGTGTTAGGGATTCCCCACGAGGATCGCACTT-------------------------------------------------------------------CATCTGG-----------ATTGT-G--TCTTGTC------------------T----------------TTTAGGTTCACATAGATGCTGGCAAGGAGGACTGCTACCATCAGTACGTTAAGGC

droTak1 scf7180000415868:851229-
851394 +

CCCAGCAACCATGGTACGAGAATCTTCCAGCGGTGGCCATGGACTACAAGGTGAGTTC--------CGGGTTCTGGATTCCCCCAGAGGATCGTATTT-------------------------------------------------------------------CATCGGG-----------AGATT-G--GCTTGTC------------------T----------------TTCAGGTGCACATAGATGCTGGCAAGGAGGACTGCTACCATCAGTACGTTAAGGC

droEug1 scf7180000409466:3864198-
3864364 +

CTCAACAGCCATGGTACGAAAATCTGCCAGCGGTGGCTATGGACTACAAGGTGGGCTC--------TAGGTTCGATATGCTTCCAAAGAATCATATTT-------------------------------------------------------------------CATCGGG-----------ATTAT-G--TCTTGTT------------------T-------T--------TCCAGGTTCATATAGATGCTGGCAAGGAGGACTGCTACCATCAGTACGTTAAGGC

dm3 chr3L:6088394-6088559 + CCCAACAACCATGGTACGAGAATCTGCCAGCGGTGGCCATGGACTATAAGGTGTGTGC--------TGATTTTAAGACTCCTCTAGAGCATCAAATTT-------------------------------------------------------------------CACCGGG-----------AACGT-G--GTTTCTC------------------T----------------TTCAGGTTCACATAGATGCTGGTAAGGAGGACTGCTACCATCAGTACGTTAAGGC
droSim2 3l:5997984-5998149 + CCCAACAACCATGGTACGAGAATCTGCCAGCGGTGGCCATGGACTACAAGGTGGGTAA--------TGGCTTTGAGACTCCTGCAGAGCATCAAATTT-------------------------------------------------------------------CACCGGG-----------AACGT-G--GTTTCTC------------------T----------------TTTAGGTTCATATAGATGCTGGTAAGGAGGACTGCTACCATCAGTATGTTAAGGC
droSec2 scaffold_2:6036763-6036928

+
CCCAACAGCCATGGTACGAGAATCTGCCAGCGGTGGCCATGGACTACAAGGTGGGTGC--------TGGCTTTGACACTCCTCCAGAGCATCAAATTT-------------------------------------------------------------------CACCGGG-----------AACGT-G--GTTTCTC------------------T----------------TTTAGGTTCATATAGATGCTGGTAAGGAGGACTGCTACCATCAGTATGTTAAGGC

droYak3 3L:6671055-6671220 + CCCAACAACCATGGTACGAGAATCTGCCAGCGGTGGCTATGGACTACAAGGTGGGTTC--------TGGCTTTGCTATTCCTCCAGAGGATCAAATTT-------------------------------------------------------------------CACCGGG-----------AACGT-G--GTTTCTC------------------T----------------TCCAGGTTCACATAGATGCTGGTAAGGAGGACTGCTACCATCAATACGTTAAGGC
droEre2 scaffold_4784:8785619-

8785784 +
CCCAACAACCATGGTACGAGAATCTACCAGCGGTGGCCATGGACTACAAGGTGGGTTC--------TTTCTGTGGGATTCCCCCAGGGCATCAAATTT-------------------------------------------------------------------CACCGGG-----------AACGT-G--GTTTCTC------------------T----------------TTCAGGTCCACATAGATGCTGGTAAGGAGGACTGCTACCATCAATATGTCAAGGC
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ID:

dvi_24645

Coordinate:

scaffold_13042:4327281-4327381 +

Confidence:

confident
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Predicted structure

Show Alternate Folds

Flybase annnotation

intergenic

Repeatable elements

Name Class Family Strand

(CGA)n Simple_repeat Simple_repeat +

(TCG)n Simple_repeat Simple_repeat +

mature

1. scaffold_12970:11790250-11790271 +
2. dvi_24645  scaffold_13042:4327296-4327317 +

star

1. scaffold_10324:263128-263149 +
2. dvi_24645  scaffold_13042:4327331-4327352 +

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CAGAAAAATAAATACATTTTCGTTGTTTTTGCTGCTGCGCTCAATTGAACGAAACACAGGCAACGACGACGACGACGACGACGACCGTTTCTCTGTCGCCGTCGCCGTCGTCGTCGTCGCCGTCGCCGCCGTTGCCTCTATCCGCACAACACAAAAACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAAATT
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Ovary_Min_164

SRR2096057
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body
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body

SRR2096058
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day old
Strain 160
mothers

SRR060672
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SRR060684
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SRR2096055

Ovary_Min_43

SRR2096081
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day old
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mothers

M061

embryo

SRR060681

Argx9_testes_total

SRR2096072
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15to16 day
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mothers

SRR2096014

Ovary_Strain_160_oxidized
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SRR2096026
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SRR2096080
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SRR060677

Argx9_ovaries_total

SRR060686
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SRR1106728

larvae

SRR1106729

mixed
whole
adult body

.................................................................ACGACGACGACGACGACGACCG.................................................................................................................. 22 0 2 17.50 35 5 0 6 4 3 0 3 5 0 2 2 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................ACGACGACGACGACGACGACCGT................................................................................................................. 23 0 1 9.00 9 1 3 0 1 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GTCGCCGTCGTCGTCGTCGCCG............................................................................... 22 0 2 4.00 8 1 3 3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................CGTTTCTCTGTCGCCGTCGCC............................................................................................... 21 0 1 3.00 3 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................ACGACGACGACGACGACGACC................................................................................................................... 21 0 8 2.75 22 4 6 1 0 1 0 0 0 0 1 0 0 2 2 0 0 0 0 0 2 0 2 0 1 0 0 0 0 0

....................................................................................................GTCGCCGTCGTCGTCGTCGCC................................................................................ 21 0 4 2.00 8 5 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................AACACAGGCAACGACGAC................................................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................GTCGTCGCCGTCGCCGCCGTT.................................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................................AACAGTCAGTTTTCATTCTCATTT...................... 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................GCCGTCGTCGTCGTCGCCGTCG............................................................................ 22 0 2 0.50 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................GTCGTCGCCGTCGCCGCC....................................................................... 18 0 3 0.33 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................TCGCCGTCGTCGTCGTCGCC................................................................................ 20 0 4 0.25 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

....................................................................................................GTCGCCGTCGTCGTCGTCGC................................................................................. 20 0 6 0.17 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................GACGACGACGACGACGAC....................................................................................................................... 18 0 20 0.15 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................TCGTCGTCGTCGCCGTCGCCG......................................................................... 21 0 7 0.14 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CGCCGTCGCCGTCGTCGTC...................................................................................... 19 0 20 0.10 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................GTCGCCGTCGTCGTCGTC................................................................................... 18 0 20 0.10 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................TCGCCGTCGCCGTCGTC......................................................................................... 17 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0

.................................................................................................GCCGTCGCCGTCGTCGTCGTCG.................................................................................. 22 0 17 0.06 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

............................................................................................................CGTCGTCGTCGCCGTCGCC.......................................................................... 19 0 19 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................AACGACGACGACGACGACGA........................................................................................................................ 20 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.............................................................................................................GTCGTCGTCGCCGTCGCC.......................................................................... 18 0 20 0.05 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................GTCGTCGCCGTCGCC.......................................................................... 15 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...............................................................CGACGACGACGACGACGACGAC.................................................................................................................... 22 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.............................................................AACGACGACGACGACGACGACG...................................................................................................................... 22 0 20 0.05 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................GACGACGACGACGACG......................................................................................................................... 16 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

.....................................................................................................TCGCCGTCGTCGTCGTCG.................................................................................. 18 0 20 0.05 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CGACGACGACGACGACGACG...................................................................................................................... 20 0 20 0.05 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................CAACGACGACGACGACGACGAC....................................................................................................................... 22 0 20 0.05 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CGTCGCCGTCGTCGTCGTCGCT................................................................................ 22 1 20 0.05 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................CGTCGCCGTCGTCGTCGTCG.................................................................................. 20 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................GTCGCCGTCGCCGTCGTCGTC...................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GTCTTTTTATTTATGTAAAAGCAACAAAAACGACGACGCGAGTTAACTTGCTTTGTGTCCGTTGCTGCTGCTGCTGCTGCTGCTGGCAAAGAGACAGCGGCAGCGGCAGCAGCAGCAGCGGCAGCGGCGGCAACGGAGATAGGCGTGTTGTGTTTTTGTCAGTCAAAAGTAAGAGTAAACTGTAGTAGTTGTAACTTTTAA

****************************************************************..(((...(((.(((.((((((((((((((.((((.((.........)).)))).)))))))))))))).))).)))...)))....**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096055

Ovary_Min_43

SRR060656

9x160_ovaries_total
SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

SRR060655

9x160_testes_total

M027

male
body

SRR060658

140_ovaries_total

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total

SRR060670

9_testes_total

V116

male
body

SRR060678

9x140_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096057

Ovary_Min_50

M028

head

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V053

head

M047

female
body

SRR060677

Argx9_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096056

Ovary_Min_46

V047

embryo

.........................................................TCCGTTGCTGCTGCTGCTGCTG.......................................................................................................................... 22 0 1 3.00 3 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TTGTCCGTTGCTGCTGCTGCTGCTG.......................................................................................................................... 25 1 1 2.00 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................TCCGTTGCTGCTGCTGCTGCTGCT........................................................................................................................ 24 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................GGAGATAGGCGTGTTGTG................................................. 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................................AGTAAACTGTAGTAGTTGTAAC...... 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................CTGCTGCTGCTGGCAAAGAGA........................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................GACGCGAGTTAACTTGCTTTG.................................................................................................................................................. 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGTCCGTTGCTGCTGCTGCTG............................................................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................GCGTGTTGTGTTTTTGTCAGTCA.................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................TCTGCTGCTGCTGGCAAA............................................................................................................... 18 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................CGACGACGCGAGTTAACTTGC...................................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................GGCAGCGGCAGCAGCAGCAGCG................................................................................. 22 0 2 0.50 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................GCGGCAGCAGCAGCAGCGGCA.............................................................................. 21 0 2 0.50 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AGCGGCAGCAGCAGCAGCGGCA.............................................................................. 22 0 2 0.50 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GCAGCGGCAGCAGCAGCAGCG................................................................................. 21 0 3 0.33 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..........................................................CCGTTGCTGCTGCTGCTGCTGCTGCT..................................................................................................................... 26 0 8 0.25 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................GCGGCAGCAGCAGCAGCG................................................................................. 18 0 11 0.18 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................CCGTTGCTGCTGCTGCTGCTGCTG....................................................................................................................... 24 0 10 0.10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

..........................................................CCGTTGCTGCTGCTGCTGCTGC......................................................................................................................... 22 0 10 0.10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

................................................................CTGCTGCTGCTGCTGCTGCT..................................................................................................................... 20 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0

...........................................................CGTTGCTGCTGCTGCTGCTGC......................................................................................................................... 21 0 14 0.07 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................CTGCTGCTGCTGCTGCTGG................................................................................................................... 19 0 14 0.07 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CGGCAGCGGCAGCAGCAGCAG................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.............................................................TTGCTGCTGCTGCTGCTG.......................................................................................................................... 18 0 20 0.05 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................GGCAGCGGCAGCAGCAGC..................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

...................................................................................................GCAGCGGCAGCAGCAGCAG................................................................................... 19 0 20 0.05 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CGGCAGCGGCAGCAGCAG...................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13042:4327231-

4327431 +
dvi_24645 CAGA-AAAATAAATACATTTTCG------------TT-----------------GTTTTTGCTGCTGC-----G-CTCAATTGAACG--------AAACACAGGC------AACGACGACGAC----------GACGAC---GACGA-----------------CCGTT---TCTCTGTCGCCGTCGCCGTCGTCGTCGTCGCCGTCGCCG--------CCGTTGCCTCTATCCGC---AC----AACACAAAA---------ACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAAATT

droMoj3 scaffold_6359:2105775-
2105970 -

dmo_262 CA-A-AAAATAAATACATTTTCGTTGTTTTTGCCG-----------------TTGCTGTTGCTGCTGC-----G-CTCAATTGAACG--------AAACGGAGGC------AACGAC----------------AACGACAACGACGA-----------------CCGTT---TCTCT---------------GCCGCCGTCGTCGTCGTCG--------TCGATGCCACTGTCCGT---ACA--ACACACAAAA---------ACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTA

droGri2 scaffold_14853:7184289-
7184509 +

CA--------------ATTTT------------CGTTATTTTGTTGTTGTTGTCGCTGCTGCTGCTGC--GCCG-CTCAATTGAACG--------AAACAGA------AGCGACGACGACTGC----CGACTTGTCGAC--TGTCGTCTCGCCTAGCGCCCGTTCCGTT---TCTCT---------------ATTGCCGACGCCGCCGTTG--------CCGTTGCCTCTGTCCGCAGCACA----ACACA--------AAAAACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droWil2 scf2_1100000004909:8778431-
8778550 -

CG--------------TTTCT------------CGCTCAACG------------------------------------------------------GTCGTTG---------------------------------------GT---------------------CGTTGGTTCGTT---------------GTC---GTCG--GTCGTCG--------TCGTTGCCCGCTGCCGCAGCAGC-A-------------------GCAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTA

dp5 XL_group1a:1470267-1470462
-

GT-C--------------------------------------------------GCCTCTGCTGCTGC-----G-CGCAATTGAACTCACAGAGCAGCAGCAAGCAGCAGCGACG-CGACTTCGTCTCGACACATCGACATCGTCGTCGT-------------------AGTCCGCC---------------GTCGCCGTCGCTATCGTTG--------TCGTTGC-TCT----GCCGCACACAAAACACAAAA-------ACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTA

droPer2 scaffold_53:327860-328079 + AAGATAGAAAAAGTCCGTGTCCG---------------------------TGTCGCCTCTGCTGCTGC-----G-CGCAATTGAACTCACAGAGCAGCAGCAAGCAGCAGCGACG-CGACTTCGTCTCGACACATCGACATCGTCGTCGT-------------------AGTCCGCC---------------GTCGCCGTCGCTATCGTTG--------TCGTTGC-TCT----GCCGCACACAAAACACAAAA-------ACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTA
droAna3 scaffold_13117:3146015-

3146141 -
AC---G--------------------------ACG-------------------------------------------------------------------------------------------------TCGCCCCAACGTCGTCGT--------------------------------------------CGCCGACGCCGCAGTTGACGCTGTGCTGCTGCCTCTGGC---AGCACA-AAAACACAAAA-------ACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTG

droBip1 scf7180000395515:16081-
16202 -

C----G--------------------------ACG-------------------------------------------------------------------------------------------------TCGCCCCAACGTCGTCGT-----------------------CGCC---------------GA------CGCCGCCGTTGACGCTG--T-GCTG-CTCTGCC---AGCACA-AAAACACAAAA-------ACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droKik1 scf7180000302586:297301-
297428 +

C--------------------------------CG-------------------------------------------------------------------------------------------------TCGCCCCATCGTCGTGTC----------------GTT--TACGCT---------------GCCACAGTCGCTGCTGACG--------TCGCCGCCTCTGGCCGCCGCAGA-AAAACACAAAA---------ACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droFic1 scf7180000453926:215976-
216090 +

--------------------------------------------------------------------------------------------------------------------------------------TCGACATCGTCGCCTT--------------------------------------------------CGCTGCCGACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droEle1 scf7180000491087:1168330-
1168429 -

-----------------------------------------------------------------------------------------------------------------------------------------------------T--------------------------------------------------TGCTGCCGACG--------TCGCTGCTTCTGGCCGCAGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droRho1 scf7180000779980:50805-
50926 -

C----G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGGCTT--------------------------------------------------TGCTGCCGACG--------TCGCTGCTTCTGGCCACAGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droBia1 scf7180000302432:371556-
371669 -

C----G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTT--------------------------------------------------TGCTGCCGACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAA--------CAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droTak1 scf7180000415769:193064-
193185 -

C----G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTG--------------------------------------------------CGCTGCCGACG--------TCGCTGCCTCTAGCCGCCGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droEug1 scf7180000409533:687382-
687496 +

TT--------------TTTG------------TCG--------------------TTTTTCTTTTTGTCA---GCCTCA-TTTAAGG--------CGCTGCTGGCAGCAAAGTCG-T-----C----------GTCGCCGTCGCCGT--------------------------CGCTGTCACC---------GTCGCTGTCGTCGT-------------------------------------------------------------------------------CGTCGTCGTCGTCGTCG-----T

dm3 chrX:21238983-21239106 + GT-T-G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTC--------------------------------------------------TGCTGCCAACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT
droSim2 x:19972260-19972383 + GT-T-G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTT--------------------------------------------------TGCTGCCGACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT
droSec2 scaffold_8:3546848-3546971

+
GT-T-G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTT--------------------------------------------------TGCTGCCGACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAACACAAAAACAGAAAATACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT

droYak3 X:20418054-20418169 + GT-T-G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTT--------------------------------------------------TGCTGCCGACG--------TCGCTGCCTCTGGCCGCCGCACA-AAAA--------CAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT
droEre2 scaffold_4690:17769582-

17769705 +
GT-T-G--------------------------ACG-------------------------------------------------------------------------------------------------TCTCCACATCGTCGTCTT--------------------------------------------------TGCTGCCGACG--------TTGCTGCTTCTGGCCGCCGCACA-AAAACACAAAAACAGAAAACACAGTCAGTTTTCATTCTCATTTGACATCATCAACATTGAAATTT
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ID:
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scaffold_12855:6232738-6232802 -

Confidence:

confident-exception

Class:

Mirtron

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]
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Flybase annnotation

intron [Dvir\GJ10234-in]; CDS [Dvir\GJ10234-cds]; CDS [Dvir\GJ10234-cds]
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AAGTGCAAGGCAGCGAGGATTGCCTGTACCTGAATGTATATACCAGAGAGGTGAGTTCTGTATGGATATACATAATTTAAGCTGGACCCTATTTATATCTTTTACTCGAACGCAGCTGCATCCACAAAAGCCGCTGCCCGTGCTCGTTTGGATCTATGGCGGCGG

**************************************************.((.((((.(((.(((((((.(((...............))).)))))))..)))..)))).)).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR2096056

Ovary_Min_46

V116

male
body

M047

female
body

SRR2096060

Ovary_Min_193

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060677

Argx9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060681

Argx9_testes_total

SRR060688

160_ovaries_total

SRR060668

160x9_males_carcasses_total

M061

embryo

SRR060672

9x160_females_carcasses_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096055

Ovary_Min_43

SRR2096058

Ovary_Min_98

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

M027

male
body

SRR060669

160x9_females_carcasses_total

V053

head

SRR060662

9x160_0-
2h_embryos_total

.............................................................................................TATATCTTTTACTCGAACGCAGT................................................. 23 1 1 16.00 16 4 2 2 0 1 2 0 1 0 2 0 0 0 0 0 1 0 0 1 0 0 0 0 0

..................................................GTGAGTTCTGTATGGATATAC.............................................................................................. 21 0 1 10.00 10 1 3 1 2 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTCTGTATGGATATACA............................................................................................. 22 0 1 8.00 8 1 1 0 0 2 1 0 0 0 0 0 0 0 0 1 0 0 1 0 1 0 0 0 0

.............................................................................................TATATCTTTTACTCGAACGCAGA................................................. 23 1 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...........................................................................................................................................GTGCTCGTTTGGATCTATG....... 19 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTCTGTATGGATATACATAATT........................................................................................ 27 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

.AGTGCAAGGCAGCGAGGATTGCCTGTA......................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTCTGTATGGATATA............................................................................................... 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................GCTCGTTTGGATCTATGGCGGC.. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

..................................................GTGAGTTCTGTATGGATATACATAA.......................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....GCAAGGCAGCGAGGATTGCCTGTACCT...................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TTCACGTTCCGTCGCTCCTAACGGACATGGACTTACATATATGGTCTCTCCACTCAAGACATACCTATATGTATTAAATTCGACCTGGGATAAATATAGAAAATGAGCTTGCGTCGACGTAGGTGTTTTCGGCGACGGGCACGAGCAAACCTAGATACCGCCGCC

**************************************************.((.((((.(((.(((((((.(((...............))).)))))))..)))..)))).)).**************************************************
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SRR2096060

Ovary_Min_193

SRR2096013

Ovary_Strain_9_oxidized

V053

head

SRR060683

160_testes_total

V116

male
body

SRR2096055

Ovary_Min_43

SRR060655

9x160_testes_total

M047

female
body

V047

embryo
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Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6232688-

6232852 -
dvi_4158 AAGTG-CAAGGCAGCGAGGATTGCCTGTACCTGAATGTATATACCAGAGAGGTGAGTTCTGTATGGATATACA--------------TAA-T--TT-----------------------------------------------------------------AAGCTGGA-CCC-TATTTATATCTTTT--ACTCGAACGCAGCTGCATCCACAAAAGCCGCTGCCCGTGCTCGTTTGGATCTATGGCGGCGG

droMoj3 scaffold_6540:6572652-
6572816 -

AGGTG-CAGGGCAGCGAGGACTGCCTGTACCTGAACGTGTATACCAGGGAGGTGGGTCTAA--------TGAATAGTT------TA----C--TTCAAGGT-------------GAAGCTAGATTTC------------------------------------------ATTG-GCA------TTT----ATTCTTTTACAGCTGAAGCCGCAAAAGCCGCTGCCCGTGCTCGTCTGGATCTATGGCGGAGG

droGri2 scaffold_14906:7875280-
7875437 +

AAATTCACTGGCTCCGAGGATTGTTTGTACCTGAATGTCTATGCGAAGGATGTAAGTAAAT--------A-A-------AA-------------TACAC--ACAACTGTC----A------------AT--------------AA--------------------CTGA-T-A-TAT------TTT----TATTGTGTGCAGCTGCAACCGGAGAAACCGCGTCCAGTCATGGTCTGGATTTATGGCGGTGG

dp5 2:26732707-26732871 - TGGTC-CAAGGAAGCGAGGATTGTCTGTACCTAAATGTGTACACCAGAGAGGTAAGTGCAG--------ATAATCGAT------AT----C--TAAACGAT-------------AAAATATCAAATT------------------------------------------AACG-CAT------CTT----TTCCTTCTTCAGTTGCATCCAAATAAACCTGTGCCTGTGCTCGTTTGGATCTATGGCGGGGG
droPer2 scaffold_6:2050680-2050844

-
TGGTC-CAAGGAAGTGAGGATTGTCTGTACCTAAATGTGTACACCAGAGAGGTAGGTGCAG--------ATTATCGAT------AT----C--TAAACGAT-------------AAAATATGAAATT------------------------------------------AACG-CAT------CTT----TTCCTTCTTCAGCTGCATCCAAATAAACCTGTGCCTGTGCTCGTTTGGATCTATGGAGGGGG

droAna3 scaffold_13340:3109484-
3109642 -

TGGTC-CAGGGTAGCGAGGACTGCCTGTACTTGAATGTCTACACCAGGGAGGTAAGTCTTG--------T-T-------AACG---TTTA-T--TT-----ATTATCCTT--------A--------CT--------------AA--------------------A----TAA-ATC------ATT----TTTACTTTTCAGTTGCATCCACACAAGCCACTCCCCGTTTTGGTTTGGATTTATGGCGGTGG

droBip1 scf7180000396712:1241516-
1241680 +

TGGTC-CAGGGTAGCGAGGACTGCCTGTACTTAAATGTCTACACCAGGGAGGTGAGTCCTG--------T-C-------AAAG---TTTA-T--TTATTAT-----CCTT--------A------------------AAGATCTTGGCT-----------AA---A----TA--A---------AT----CATTTTTTTCAGTTGCATCCGCACAAGCCTCTACCGGTTTTGGTTTGGATCTATGGCGGTGG

droKik1 scf7180000302706:81749-
81911 -

AGTTT-GCAGGCTCCGAGGATTGCCTATACCTGAATGTGTACGCGAAAGACGTGAGTTTAA--------G-C-------CTAGTAC----C--TTAATTTG-------------GAATACAGAAATT------------------------------------------AAAA-GAA------AAC----TCTCTCTTTCAGTTGCAGCCCAACAAACTGCGCCCTGTGATGGTTTGGATCTATGGTGGAGG

droFic1 scf7180000454063:319443-
319606 +

AAGTACGCGGGCTCAGAGGATTGCCTGTACTTGAATGTCTACGCCAAAGATGTGAGTCTTTAATT----------------AGCAA----AA--AAAAG--------------------------------------------------CTGCAA--GCTAATACTAAA-TAT-GA--------AC----CCTTTATTGTAGTTGCACCCAAGTAAACTGCGTCCGGTGATGGTTTGGATCTACGGCGGGGG

droEle1 scf7180000491104:1041479-
1041637 +

AAGTACGCGGGCTCTGAAGATTGCCTGTACCTAAATGTATATGTCAAAGATGTAAGTTTTAAA--------CA--GCT------TC----T--CGTACGAA-------------CAA-----ACAC---------------------------------------T---AAAG-ACA------ATC----TTCTTCTTTTAGCTGCAACCGAATAAACTGCGTCCCGTTATGGTTTGGATCTACGGAGGAGG

droRho1 scf7180000777138:2064-2227
+

TGGTG-GAGGGCTCCGAGGATTGCCTATATCTGAATATTTCAGCGAAAACTGTAAGCTAAT--------C-G---------CG---TTAA-T--TT-----AAACATGAC------ACTAAAAGGTG------------------------------------------ATTA-TAT------TTTATACTGCATTTTAAAGCTGC---TCGGCGAACCCATGCCCATTATGGTCTATATCCATGGAGGTGC

droBia1 scf7180000302155:1284759-
1284918 +

AAGTTCGCAGGCTCAGAGGATTGCCTCTACTTAAACGTTTACGCTAAAGATGTAAGCTATT--------C-A-------GAAA---TTTC-ATTTT-------------TAGTTATT----------------------------------------------GGTTTA-TAT-CAT-------TA----CTCTTATTTTAGTTGCAGCCAAACAAGCTTCGTCCGGTGATGGTCTGGATTTATGGAGGAGG

droTak1 scf7180000415875:482819-
482973 -

AC----GCGGGCTCAGAGGACTGTCTCTACTTGAATGTGTACGTTAAAGATGTAAGTTTTGAA--------TA--------A----TTAA-A---------------------------------------------------------TTGTTG--GTTCAGTTTGAG-TAC-TAA-------CT----TTTGCATTTAAGTTGCAACCGAACAAACTTCGTCCCGTGATGGTTTGGATCTATGGAGGAGG

droEug1 scf7180000409760:213109-
213269 -

AT----GCGGGTTCAGAGGACTGCCTCTACCTGAATGTGTATGTCAAAGATGTAAGTAATGAATG----------------AA---TTAA-G--TTAAG--------------------------------------------------AAGTTA--GTTAATGACAGA-TAC-TAA-------CT----TTCTATTTCCAGTTACAACCCAATAAGCTGCGTCCCGTCATGGTTTGGATCTATGGTGGAGG

dm3 chr3R:3361556-3361717 - AAATC-GAAGGCGGCGAGGATTGTCTGTATCTGAACGTCTATTCCAAGCAGGTAATTTAGG--------C-C-------AAAG---ACTA-CCTTT-------------TCTTTAAT--------------------------CACTGA----------------T---AGC-TGCT------GAC----TTACTTTCGAAGCTGAAAAGTGAGAAGCCATTGCCGGTGATGGTGTACATTTATGGCGGGGC
droSim2 3r:3232286-3232455 - AAATACGCGGGCTCAGAGGACTGTCTCTACTTAAATGTGTATGTTAAAGATGTAAGTTCAT-----------------------------GTG----------------------------------------CTTATGGATCTTGTG-GAGTTTGTGTTTATGTTAGTATTG-TAT-------CC----TTTCCATTTCAGCTGCAGCCGGATAAACTGCGTCCCGTGATGGTTTGGATCTACGGAGGTGG
droSec2 scaffold_6:3403551-3403720

-
AAATACGCGGGCTCAGAGGACTGTCTCTACTTAAATGTGTATGTTAAAGATGTAAGTTCAT-----------------------------GTG----------------------------------------CTTATGGATCTTGTG-GAGTTTGTGTTTATGTTAGTATTG-TAT-------CC----TTTCCATTTCAGCTGCAGCCGGATAAACTGCGTCCCGTGATGGTTTGGATCTACGGAGGTGG

droYak3 3R:7023066-7023240 + AATTC-GCGGGCTCAGAGGACTGCCTCTACTTGAATGTGTATGCCAAAGATGTAAGTTTTGGA--------TATTG--C-----CT-------TATAC--------TGCT----A------------TTAGTGCTTATGGGTCTAATCT----------------T---ATTGTTAT-------GA----TTTCCATTTTAGTTACAGCCGGATAAGCCGCGTCCAGTGATGGTTTGGATCTACGGAGGCGG
droEre2 scaffold_4770:3575460-

3575621 -
AGTTC-GCGGGCTCAGAGGACTGCCTCTACTTGAATGTGTATGCCAAGGATGTAAGTTTTGGG--------TATTG--C-----AT----GTG-------------CCCT--------A------------------CAGATCTAATCC----------------C---AGT-TTAT-------GA----TTTCCATTGCAGTTGCAGCCGGATAAACTGCGTCCCGTGATGGTTTGGATCTACGGAGGAGG
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	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_261
	scaffold_12970:6444636-6444707 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_452
	scaffold_13042:827063-827113 -
	confident
	3p_tailed_mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_271
	scaffold_13049:8788981-8789049 +
	confident
	Mirtron
	3pUTR
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_24635
	scaffold_13047:9559507-9559593 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_275
	scaffold_13047:19132044-19132102 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_377
	scaffold_12875:7609967-7610028 -
	confident
	Canonical miRNA
	CDS
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_265
	scaffold_12723:4640892-4640954 +
	confident
	Testes-restricted
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_353
	scaffold_9572:4364-4466 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_173
	scaffold_12875:16025705-16025765 -
	confident
	Canonical miRNA
	antisense_to_intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_283
	scaffold_13049:129758-129821 +
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_356
	scaffold_171:675-777 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_400
	scaffold_13049:2057936-2057992 -
	candidate-rescued
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_276
	scaffold_12928:2986323-2986387 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_101
	scaffold_12723:888934-888993 +
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_103
	scaffold_12726:862128-862188 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_16006
	scaffold_13047:8244565-8244625 -
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_172
	scaffold_12970:9429010-9429070 +
	confident
	Testes-restricted
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_13168
	scaffold_12970:5215117-5215206 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_22275
	scaffold_13246:2242558-2242614 +
	confident-exception
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_19388
	scaffold_13049:10481689-10481755 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_112
	scaffold_12875:1564819-1564870 -
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_378
	scaffold_12963:8166401-8166460 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_281
	scaffold_13246:1386298-1386358 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_161
	scaffold_12963:15821220-15821280 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Repeatable elements
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_128
	scaffold_12928:591031-591094 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_407
	scaffold_12963:15668404-15668462 +
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_24188
	scaffold_13047:18557550-18557649 +
	Candidate
	Unknown
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_287
	scaffold_12822:1275911-1275979 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_23807
	scaffold_12963:9115560-9115637 -
	Candidate
	Unknown
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_23723
	scaffold_12932:89329-89406 +
	Candidate
	Unknown
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_455
	scaffold_12875:12108737-12108799 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Repeatable elements
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_9593
	scaffold_12936:502791-502851 -
	confident
	3p_tailed_mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_17510
	scaffold_13047:18457932-18458010 -
	confident
	3p_tailed_mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_5303
	scaffold_12875:5344565-5344627 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_8438
	scaffold_12928:1356086-1356159 -
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_7467
	scaffold_12875:17316734-17316788 -
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_7206
	scaffold_12875:16015413-16015480 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_100
	scaffold_10322:288263-288322 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_24634
	scaffold_13047:1835042-1835144 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Repeatable elements
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_16862
	scaffold_13047:13844467-13844527 -
	confident-exception
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_285
	scaffold_13047:777452-777534 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_290
	scaffold_12875:11864769-11864830 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_127
	scaffold_13049:22839032-22839084 +
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_130
	scaffold_12928:5263600-5263659 +
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_393
	scaffold_12970:9427883-9427942 +
	confident
	Testes-restricted
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_406
	scaffold_13050:1876517-1876576 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_115
	scaffold_13042:907106-907161 +
	confident
	Testes-restricted
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_113
	scaffold_12875:15127281-15127343 -
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_23447
	scaffold_13047:3173185-3173263 +
	Candidate
	Unknown
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_291
	scaffold_12928:1088734-1088793 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_4736
	scaffold_12875:547385-547445 +
	confident
	3p_tailed_mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_178
	scaffold_12875:14274481-14274550 -
	confident-exception
	Canonical miRNA
	CDS
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_9288
	scaffold_12928:7549617-7549711 +
	confident
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_24642
	scaffold_12970:5369120-5369199 -
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_390
	scaffold_13049:3667570-3667624 -
	confident
	Canonical miRNA
	intron
	Predicted structure
	Flybase annnotation
	Repeatable elements
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_17715
	scaffold_13049:602828-602902 +
	confident-exception
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_24645
	scaffold_13042:4327281-4327381 +
	confident
	Canonical miRNA
	intergenic
	Predicted structure
	Flybase annnotation
	Repeatable elements
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs


	dvi_4158
	scaffold_12855:6232738-6232802 -
	confident-exception
	Mirtron
	intron
	Predicted structure
	Flybase annnotation
	Sense Strand Reads
	Anti-sense strand reads
	Re-alignment of all predicted orthologs



