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**************************************************............(((.(((((((((((((..(((((((.((((((((((((.((((.....((....))))))))))))))))..........)).))))))))))))))(((.....)))...))))))))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060677

Argx9_ovaries_total
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.................................................................TGTTTGTTTGCTGACTACGTT.................................................................................................................................................... 21 0 1 52.00 52 7 3 5 4 0 7 1 0 2 0 1 0 5 5 0 1 0 2 0 2 0 0 0 0 1 1 0 0 1 1 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGT................................................................................................................................................. 24 0 1 43.00 43 2 3 5 6 0 1 2 0 1 0 2 2 0 0 0 0 0 1 2 0 0 1 1 0 2 1 1 1 0 1 0 0 0 2 1 0 0 1 0 0 0 1 0 0 1 1 1 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTT................................................................................................................................................... 22 0 1 33.00 33 8 2 3 1 0 0 0 0 4 0 0 0 1 1 0 2 0 1 1 1 0 2 2 0 0 1 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTG.................................................................................................................................................. 23 0 1 28.00 28 7 6 3 3 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0

.................................................................TGTTTGTTTGCTGACTACGT..................................................................................................................................................... 20 0 1 22.00 22 5 0 3 0 0 0 0 0 0 0 0 1 0 1 0 4 3 0 1 2 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTG................................................................................................................................................ 25 0 1 18.00 18 4 4 1 3 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTGT............................................................................................................................................... 26 0 1 10.00 10 0 0 0 1 2 0 0 0 0 0 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

..................................................................................................................................................CAAATGTTCAGCAAGACAACACG................................................................. 23 0 1 7.00 7 1 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................TACCGTGCGACAGAATTCTGAGAAAG........................................................................................................................................................................... 26 0 1 7.00 7 0 0 0 0 0 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................TAATACCGTGCGACAGAATTCTGAGA.............................................................................................................................................................................. 26 0 1 6.00 6 0 0 0 0 0 2 0 1 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGTTTGCTGACTACGTTTGTG................................................................................................................................................ 23 0 1 5.00 5 1 0 0 0 3 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGCTGCAGACTCGTCATGTAGATTAAG.............................................................................................. 27 0 1 5.00 5 0 0 0 0 4 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................AATGTTCAGCAAGACAACACG................................................................. 21 0 1 5.00 5 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TCTGAGAAAGTGTGTTTGTTTGCTGAC.......................................................................................................................................................... 27 0 1 4.00 4 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGTTTGCTGACTACGTTTG.................................................................................................................................................. 21 0 1 4.00 4 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................TGCAGACTCGTCATGTAGATTAAGTA............................................................................................ 26 0 1 4.00 4 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................AATGTTCAGCAAGACAACACGT................................................................ 22 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................AATGTTCAGCAAGACAACACGTT............................................................... 23 1 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................TGCGACAGAATTCTGAGAAAGTGTGT...................................................................................................................................................................... 26 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................CGTGCGACAGAATTCTGAGAAAGTG......................................................................................................................................................................... 25 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGTTTGCTGACTACGTTTGT................................................................................................................................................. 22 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................GATAATACCGTGCGACAGAATTCTGAGAA............................................................................................................................................................................. 29 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................GTTTGTTTGCTGACTACGTTT................................................................................................................................................... 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................................................TGATCGAGGATGTGCGTTTATTTAA....................... 25 0 1 2.00 2 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................AAATGTTCAGCAAGACAACACG................................................................. 22 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................CAAATGTTCAGCAAGACAACACT................................................................. 23 1 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................CGACAGAATTCTGAGAAA............................................................................................................................................................................ 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................AATACCGTGCGACAGAATTCTGAGA.............................................................................................................................................................................. 25 0 1 2.00 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................TACCGTGCGACAGAATTCTGAGAAA............................................................................................................................................................................ 25 0 1 2.00 2 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................................CAAATGATCGAGGATGTGCGTTTATT.......................... 26 0 1 2.00 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCTGAGAAAGTGTGTTTGTTTGC.............................................................................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGACTACGTTTGTGTTACATGGCGAAG................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................CGTGCGACAGAATTCTGAGAAAGTGT........................................................................................................................................................................ 26 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................TCGACGGCTGCTGCAGACTCGTCATGT...................................................................................................... 27 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................................GCCGCAAATGATCGAGGATG.................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................GATTAAGTACGCCCAAATGTTCAGC............................................................................ 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................CGCCCAAATGTTCAGCAAGACAACACG................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................GTAGATTAAGTACGCCCAAATG.................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............ATGTAATAAGTGCCTCTCGA........................................................................................................................................................................................................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................................GTCGAAGCAAGCCGCAAATGATC........................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................ACGCCCAAATGTTCAGCAAGACAACA................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................CGTTTGTGTTACATGGCGAAGTCTCGA............................................................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................AAGACAACACGTCGAAGCAAGCC..................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................CAGCAAGACAACACGTCGAAGCAAGCC..................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................................................AATGATCGAGGATGTGCGTTTAT........................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTGTTA............................................................................................................................................. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GACTACGTTTGTGTTACATGGCGAAGT.................................................................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......TTTGTGATATGTAATAAGTGCCTCTCGA........................................................................................................................................................................................................ 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................AATAAGTGCCTCTCGATA...................................................................................................................................................................................................... 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTGTT.............................................................................................................................................. 27 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................GCGACAGAATTCTGAGAAAGTGTGTT..................................................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................TTCTGAGAAAGTGTGTTTGTTTGCTGAC.......................................................................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................TGTGTTACATGGCGAAGT.................................................................................................................................. 18 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTCC............................................................................................................................................... 26 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................TACATGGCGAAGTCTCGACGGCTGC...................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................TCATGTAGATTAAGTACGCCCAAATGT................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTACATGGCGAAGTCTCGACGGCTGCT..................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................GTTTGTTTGCTGACTACGTTTG.................................................................................................................................................. 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................AGTCTCGACGGCTGCTGCAGACTCGT........................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................TGAGAAAGTGTGTTTGTTTGCTG............................................................................................................................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................GTTTGTTTGCTGACTACGTT.................................................................................................................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................TGACTACGTTTGTGTTACATGGCGAAGT.................................................................................................................................. 28 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................CTGCAGACTCGTCATGTA..................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........GTGATATGTAATAAGTGCCTCTC.......................................................................................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................GACAGAATTCTGAGAAAGTG......................................................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................................CAAGCCGCAAATGATCGAGGATGTGC................................. 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................................................AAATGATCGAGGATGTGCGT............................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................GTGCGACAGAATTCTGAGAAAGTG......................................................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACG...................................................................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTTGTTTGCTGACTACGTTTGTGT............................................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................TACGTTTGTGTTACATGGCGAAGTC................................................................................................................................. 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................AACACGTCGAAGCAAGCCG.................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................ATGTTCAGCAAGACAACACG................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................TACCGTGCGACAGAATTCTGAGA.............................................................................................................................................................................. 23 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTT.................................................................................................................................................. 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................AGATTAAGTACGCCCAAATGTT................................................................................ 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................CAAATGTTCAGCAAGACAACACGT................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTC................................................................................................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................TACCGTGCGACAGAATTCTGAGAA............................................................................................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................ATACCGTGCGACAGAATTCTGAGA.............................................................................................................................................................................. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................TTACATGGCGAAGTCTCGACGGC......................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................................GTTTGTTTGCTGACTACGT..................................................................................................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................ACCGTGCGACAGAATTCTGAGAAAG........................................................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TGTTTGTTTGCTGACTACGTTTGTCCC.............................................................................................................................................. 27 3 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................CTACGTTTGTGTTACATGGCGAAGT.................................................................................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................CGACAGAATTCTGAGAAAGTGTGTT..................................................................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................TAATACCGTGCGACAGAATTCTGAGAA............................................................................................................................................................................. 27 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................GACTACGTTTGTGTTACATGGC....................................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................ATGTTCAGCAAGACAACACGT................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGCGCTAAACACTATACATTATTCACGGAGAGCTATTATGGCACGCTGTCTTAAGACTCTTTCACACAAACAAACGACTGATGCAAACACAATGTACCGCTTCAGAGCTGCCGACGACGTCTGAGCAGTACATCTAATTCATGCGGGTTTACAAGTCGTTCTGTTGTGCAGCTTCGTTCGGCGTTTACTAGCTCCTACACGCAAATAAATTATGTGTGAAGTCACTAGATAAAT

**************************************************............(((.(((((((((((((..(((((((.((((((((((((.((((.....((....))))))))))))))))..........)).))))))))))))))(((.....)))...))))))))).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M027

male
body

SRR060683

160_testes_total

SRR060676

9xArg_ovaries_total

SRR060658

140_ovaries_total

SRR060689

160x9_testes_total

SRR060659

Argentina_testes_total

SRR060660

Argentina_ovaries_total

SRR060670

9_testes_total

...................................CCATGGCACGCTGTCTTA..................................................................................................................................................................................... 18 2 2 0.50 1 1 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:936597-

936830 -
dvi_24633 CC-----------GC----GATT---TGTG-------------------ATATGTA---ATAAGTGCCTCTCGATAAT------------------------------------ACCGT---GCGACAGAATTCTGAG-AAAGTGTGTTTGTTTGCTGA-CTACGTTTGTGTTACATGGC-GAAGTCTCGACGG-------CT-------------------------------------------GCTGCAG-ACTCGTCATGTAGAT-TAAG-TACGCCCAAATGTTCAGCAAGACAACACGTCGAAGCAAGCCGCAAATGATCGAGGATGT-------------------GC------------------------------------------------------------------GTTTATTTAATACACACTTCAGTG----ATCTATTTA---

droMoj3 scaffold_6540:4939341-
4939648 -

dmo_3125 TC-----------GT----GATT---TATGATTTGTGATTTGTGATCTG-------CATTTCAGTGGCTATCGATGAGAGACT------------------------------------GCAACGAGACAAATCTAAG-AAAGTGTGTTTGTTTGCTGG-CCACGTTTGTGTTACATGAT-GAAATCCTGTCAG-------CTGTTGC-------------------------------------------AA-GTTCGTCATGTAGAT-TAAGCAACGCACAAATGTTCAGCAAGACAACACGTCAAAGCTAGCCGCAAATAATCGAATTTAT-------------------ATACACCGATATATATATATATATATATATATATATATATAGATATATATACATATATATGTATGTACGT-----------ACACTTTAGTG----ATCTATTTC---

droGri2 scaffold_14906:5355641-
5355883 +

dgr_460 TG-----------A------------------------------------------TA-----------TG-TGATTGGTGC------------------------------CTCT--CGCACGAAGAGAAGTCTGAG-AAAGTGTGTTTGTTTGCTGG-CTACGTTTGTGTTACATTTC-GAACTAACGCCAG-------CAGCTGCTGCTGCTGCTCCTGCTGCGGGT----------------GC------GTTCGTCATGTAGGT-TAAGCAACACACAAATGTTCAGCAAGACAACACGTCAAAGCAAGCCGCAATCGATCGGGTTTAT-------------------ATA----------------------------------TGTG----------------------------TATAATACATAAAAAATATATTT----ATCTGTTTA---

droWil2 scf2_1100000004902:91390-
91530 -

dwi_5413 AA-----------C-----------------------------------------------------------------------------------------------------------TCTAAGAGAACTCTAAG-AAAGTGTGTTTGTTTGCTGGTCTACGTTTGTGTTACATGATT-CAA------TGTTT--------------------------------------------------TCTAT-TGG--CATCGTGTAGGCTTAATTAATTCACAAATGTTCAGCAAGACAACACGTCAGAGTAAACAACAA---------------------------------------------------------------------------------------------------------------------------------------------

dp5 2:7251447-7251690 - dps_3824 CC-----------CC----CA---GTGACC---------------------AAGTG---ATAAG-----------------------------TGTGCGTG------TGCGTGTGTCTT---ACCAAAGAACTCTGAT-AAAGTGTGTTTGTTTGCTGG-CTACGTTTGTGTTACATGAT------------GCCCTTTATGGACTCCA------------------AGTGTATCTGTCTATACATCCAAAAGGGCCCATCATGTAGGC-TAATCAACTCACAAATGTTCAGCAAGACAACACGTCAAAGCAAACAACAAGTAAA-----------------------------------------------------------------TGTA--------------------------------TCTAATAAACTG-------CCAGTATGATATATCT
droPer2 scaffold_0:1112046-

1112292 -
dpe_2478 CC-----------CC----CA---GTGACC---------------------AAGTG---ATAAG-----------------------------TGTGCGTGTGCGTGTGCGTGTGTCTT---ACCAAAGAACTCTGAT-AAAGTGTGTTTGTTTGCTGG-CTACGTTTGTGTTACATGAT------------GCCCTTTATGGATTCCA------------------AGTGTATCTGTCTATACATCCAAAAGGGCCCATCATGTAGGC-TAATCAACTCACAAATGTTCAGCAAGACAACACGTCAAAGCAAACAACAAGTAAA-----------------------------------------------------------------TGTA--------------------------------TCTAATAAACTG-------CCAGTATGATATA---

droAna3 scaffold_13340:938921-
939190 +

dan_4036 TC-----------GC----GA---GGAC-----------------------------A-----------CC-CAG-G--ATCTG---G----ATCTGGATCTGGAACTGAATCTGG--AGCAGCATGAGAACTCTGAG-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACATGGA-----------GGTCC--------------------------------------------------TCTTCGGGG-CTTCCCTGTAGGC-TTAGCAAATCACAGATGTTCAGCAAGACAACACGTCAAAGCAAACAGCAGGACAACTACTACATCAAAGTGATTCCAATTCAAACA-------------ATGGACAAATAAACTTTCATTTATA--------------------------------GCTAATATACAA-------TGTGAAAGAGGTA---

droBip1 scf7180000394085:58642-
58783 -

C----------------------------------------------------------------------------------------------------------------TGG--ATCTGCATGAGAACTCTGAGAAAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACAAGGA-----------GGTCCT-------------------------------------------------CCCAAGGGG-CCTTCCTGTAGGC-TT-GCAACTCACAGATGTTCAGCAAGACAACACGTCAAAGCAAACAGCAA---------------------------------------------------------------------------------------------------------------------------------------------

droKik1 scf7180000302475:1404900-
1405080 +

ATTTACGGTGGAAA------------------------------------------AA-----------TT-CAATGGAAACTC---AAAAT-----GATC---AAC---TACTGC--ACCGGCCTGAGAACTCTGAG-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACACGGAT-----------------------------------------------------------------CCATAAAGG-ACTCCATGTAGGC-TTAGCAACTCACAGATGTTCAGCAAGACAACACGTCTAAATAATCAACAA---------------------------------------------------------------------------------------------------------------------------------------------

droFic1 scf7180000453800:2293586-
2293760 +

TA-----------CAGCTCAA-------AA-------------------AAA-----------------CG-CAATGGAAAACT--TT----------------------ATCTGG--AGCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACACGGAT-----------------------------------------------------------------CCAAATTGG-ATTTCCTGTGGGC-TTAGCAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAATACAACAGGAGAT----------------------------------------------------------------------------------------------------------------------------------------

droEle1 scf7180000490995:524425-
524586 -

GC-----------TC----AA-----------------------------------AG-----------CC-CAATGGAAACTT---C----------------------ACCTGG--AGCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACATGAAT-----------------------------------------------------------------CCGAAATGG-ATTTCCTGTAGGC-TACACAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAAAACTTCAA---------------------------------------------------------------------------------------------------------------------------------------------

droRho1 scf7180000777158:35305-
35495 -

CA-----------A-------------------------------------------A-----------CC-CAATGGAAACTC---T----------------------ACCTG-------------GATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACACGAAT-----------------------------------------------------------------CCGAAATGG-ATTTCCTGTAGGC-TTACCAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAAAACTTCAAGGA-----GGATCT-------------------AC------------------------------------------------------------------GAAGATTATATAGAAACTAGAAAA----TACGATCGA---

droBia1 scf7180000302402:8304862-
8305033 +

CA-----------A------------------------------------------CA-----------TT-CCATGGAAACGC--CT----------------------ATCTGG--AGCAGCAAGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACGGGCAA-----------------------------------------------------------------CCCAAAGGG-CTTTCTCGTAGAA-TT-GCAAATCACAGATGTTCAGCAAGACAACACGTCAAAAAGAACAACAGGAGATGCCAG-----------------------------------------------------------------------------------------------------------------------G---------AT

droTak1 scf7180000415380:1425458-
1425629 -

CA-----------A------------------------------------------CA-----------TC-CCATGGAAACTT---T----------------------ATCTGA--AGCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACACGGAT-----------------------------------------------------------------CCGAAATGG-ATTTCCTGTAGAC-TTGGCAAATCACAGATGTTCAGCAAGACAACACGTCAAAAAAATCAACAGGAGATGCAAG-----------------------------------------------------------------------------------------------------------------------G---------AT

droEug1 scf7180000409692:688201-
688379 +

CT-----------AA-C--TATAAGGA------------------------------A-----------AC-CAATGGAAAGTC---T----------------------ATCTGG--AGCAGCATGAGATCTATGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTACATGGAT-----------------------------------------------------------------CCGGAATGG-ATTTCCTGTAGAT-TTGGCAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAGAACAACAGGAAATGGAAGA----------------------------------------------------------------------------------------------------------------------------------

dm3 chr3R:6217162-6217332 + dme_164 CC-----------T-------------------------------------------A-----------TC-CAATGGATGCTCCA-T----------------------ATCTGG--AGTAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTGCAGGGAC-----------------------------------------------------------------TTCAAATGG-ATTTCCTGCACAA-C-ATGAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAAATCAACAGGAGATACAAGA---------------------------------------------------------------------------------------------------------------------------------T

droSim2 3r:14862077-14862252 - CC-----------C-------------------------------------------A-----------TC-CAATGGACGCCA---T----------------------ATCTGG--AGCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACATCTGTGTTGTAGGGAC-----------------------------------------------------------------TCCAAATGG-ATTTCCTGCACAA-C-ATGAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAAATCAACAGGAGATACAAGATAT-------------------AA----------------------------------------------------------------------------------------------G---------CTdroSec2 scaffold_0:15728121-
15728296 -

dse_143 CC-----------C-------------------------------------------A-----------TC-CAATGGACGCCA---T----------------------ATCTGG--AGCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACATCTGTGTTGCAGGGAC-----------------------------------------------------------------TCCAAATGG-ATTTCCTGCACAA-C-ATGAACTCACAGATGTTCAGCAAGACAACACGTCAAAACAATCAACAGGAGATACAAGATAT-------------------AA----------------------------------------------------------------------------------------------G---------CT

droYak3 3R:10242928-10243099 + CC-----------CC----C-------------------------------------AT----------CC-CAATGGACGCCA---T----------------------ATCTGG--ACCAGCATGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACGTCTGTGTTGCAGGGAT-----------------------------------------------------------------TCCAAATGG-AATTCCTGCACAA-C-ATGAACTCACAGATGTTCAGCAAGACAACACGTCAAAAAAATCAACAGGAGATTCAAGA---------------------------------------------------------------------------------------------------------------------------------T
droEre2 scaffold_4770:15403117-

15403296 -
TC-----------CC----CATT---CA----------------------------CAT----------CC-CATTGGACGCCATG-G----------------------ATCTGG--AGCCGCACGAGATCTCTGAA-AAAGTGTGTTTGTTTGCTGG-CTACTTCTGTGTTGCAGGGGT-----------------------------------------------------------------TCCAAATGG-ATTTCCTGCACAA-C-ATGAACTCACAGATGTTCAGCAAGACAACACGTCAAAAATATCAACAGGAGATTCAAGA---------------------------------------------------------------------------------------------------------------------------------T
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ID:

dvi_24646

Coordinate:

scaffold_12963:14467495-14467577 -

Confidence:

candidate-rescued

Class:

Canonical miRNA

Genomic Locale:

intergenic
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Sense Strand Reads

hide 3p reads  show mid mismatch reads

AGAATATATTCAAATTATTTTAACATGTCCAACAGTTTAGCAAGTCTATGTAATGTAACTGCCGTCTTGCAACGCCTGTGGATACAAAGGTCCAAAAATTAATCCACACGAGTTGCGATTCTGGGCAGTTGATTTTACTAAAATCTTTATGCACATGTAAACATGGGAGAGTGTCAGCATTCC

****************************************************...((((((((...(((((((...(((((((..................)))))))...))))))).....)))))))).............***************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M061

embryo

V047

embryo

SRR060679

140x9_testes_total
SRR2096060

Ovary_Min_193

SRR060665

9_females_carcasses_total

SRR060681

Argx9_testes_total
SRR2096059

Ovary_Min_164

M047

female
body

SRR2096058

Ovary_Min_98

SRR060668

160x9_males_carcasses_total

SRR060672

9x160_females_carcasses_total

SRR060667

160_females_carcasses_total
SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR060671

9x160_males_carcasses_total

V116

male
body

SRR060664

9_males_carcasses_total

SRR060673

9_ovaries_total

SRR060676

9xArg_ovaries_total

M027

male
body

SRR060677

Argx9_ovaries_total
SRR2096013

Ovary_Strain_9_oxidized

SRR1106729

mixed
whole
adult body

SRR2096057

Ovary_Min_50

M028

head

SRR060666

160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060689

160x9_testes_total

SRR1106730

embryo_16-
30h

GSM1528803

follicle
cells

SRR060654

160x9_ovaries_total

SRR060656

9x160_ovaries_total

SRR060657

140_testes_total

SRR060659

Argentina_testes_total

SRR060663

160_0-
2h_embryos_total

SRR060669

160x9_females_carcasses_total

SRR060670

9_testes_total

SRR060675

140x9_ovaries_total

SRR060678

9x140_testes_total

SRR060688

160_ovaries_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

V053

head

SRR060661

160x9_0-
2h_embryos_total

...................................................................TGCAACGCCTGTGGATACA................................................................................................. 19 0 1 6.00 6 0 0 0 0 0 0 4 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TCCACACGAGTTGCGATTCTGGGCAGT...................................................... 27 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................GTTGCGATTCTGGGCAGTT..................................................... 19 0 1 4.00 4 1 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAACGCCT.......................................................................................................... 23 0 1 4.00 4 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TGCAACGCCTGTGGATAC.................................................................................................. 18 0 1 4.00 4 0 0 0 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................GTAAACATGGGAGAGTGTCAGC..... 22 0 1 3.00 3 2 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................ACTGCCGTCTTGCAACGCCTGT........................................................................................................ 22 0 1 3.00 3 0 0 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ACGAGTTGCGATTCTGGGCAGT...................................................... 22 0 1 3.00 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTGCAACGCCTGTGGATACAAAGGTCC.......................................................................................... 27 0 1 3.00 3 0 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................ACACGAGTTGCGATTCTGGGCAGT...................................................... 24 0 1 3.00 3 0 1 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AACTGCCGTCTTGCAACGCCTGT........................................................................................................ 23 0 1 3.00 3 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATGTAACTGCCGTCTTGCAACGCCT.......................................................................................................... 26 0 1 3.00 3 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CACGAGTTGCGATTCTGGGC......................................................... 20 0 1 3.00 3 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TGCAACGCCTGTGGATACAAAGGTCCA......................................................................................... 27 0 1 3.00 3 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ACGAGTTGCGATTCTGGGC......................................................... 19 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TCCACACGAGTTGCGATTCTGGGC......................................................... 24 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGTCTTGCAACGCCTGTGGAT.................................................................................................... 21 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................ATCCACACGAGTTGCGATTCTGGGC......................................................... 25 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGTCTTGCAACGCCTGTGGA..................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAACGCCTGT........................................................................................................ 25 0 1 2.00 2 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................ATGTAAACATGGGAGAGTGTCAGC..... 24 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTGCAACGCCTGTGGATA................................................................................................... 18 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................ATTTTAACATGTCCAACAGT................................................................................................................................................... 20 0 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................TATGCACATGTAAACATGGGA............... 21 0 1 2.00 2 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CACGAGTTGCGATTCTGGGCAGT...................................................... 23 0 1 2.00 2 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AACTGCCGTCTTGCAACGCCT.......................................................................................................... 21 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTAATCCACACGAGTTGCGATTCTGGGC......................................................... 28 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................AATCCACACGAGTTGCGATTCTGGGCA........................................................ 27 0 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................GAGTTGCGATTCTGGGCA........................................................ 18 0 1 2.00 2 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ACGAGTTGCGATTCTGGGCAGTT..................................................... 23 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................AAACATGGGAGAGTGTCAGC..... 20 0 1 2.00 2 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................GTCCAACAGTTTAGCAAGT.......................................................................................................................................... 19 0 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.......................................................TAACTGCCGTCTTGCAACGCCT.......................................................................................................... 22 0 1 2.00 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TAATCCACACGAGTTGCGATTCTGGG.......................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................GTAAACATGGGAGAGTGTCAGCA.... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TAATCCACACGAGTTGCGA................................................................. 19 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AACAGTTTAGCAAGTCTATGT.................................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTAATGTAACTGCCGTCTTGCAACGCC........................................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.......................................................................................................................................TACTAAAATCTTTATGCACAT........................... 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATGTAACTGCCGTCTTGC................................................................................................................. 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................ACACGAGTTGCGATTCTGGGC......................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAAC.............................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................CACATGTAAACATGGGAGAGTGTCA....... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

................................................................................................AATTAATCCACACGAGTTGCG.................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAACGCC........................................................................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATGTAACTGCCGTCTTGCA................................................................................................................ 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTAATCCACACGAGTTGCGATTCT............................................................. 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTATGTAATGTAACTGCCGTCTTGC................................................................................................................. 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ACGAGTTGCGATTCTGGGCAG....................................................... 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................GATTCTGGGCAGTTGATTT................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................TCTTGCAACGCCTGTGGATACAAAGGTC........................................................................................... 28 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................GCGATTCTGGGCAGTTGATTT................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................CTATGTAATGTAACTGCCGTC..................................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTGCAACGCCTGTGGATACAAAGGTCCA......................................................................................... 28 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATACAAAGGTCCAAAAATTAATC............................................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................ACATGTAAACATGGGAGAGTGTCAGC..... 26 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................GATTCTGGGCAGTTGATTTTACTAAAA........................................ 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.......................................................................................................CCACACGAGTTGCGATTCTGGGC......................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TAATCCACACGAGTTGCGATTCTGGGC......................................................... 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................ATGTAAACATGGGAGAGT........... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTAATCCACACGAGTT..................................................................... 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................GTTTAGCAAGTCTATGTAATGT............................................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................ATTAATCCACACGAGTTGCGATTCTGGGC......................................................... 29 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................ACATGTAAACATGGGAGAGTGTCAG...... 25 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................AACGCCTGTGGATACAAAGG............................................................................................. 20 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................ATACAAAGGTCCAAAAATTAATCCA............................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AATTAATCCACACGAGTTGC................................................................... 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................AACAGTTTAGCAAGTCTA....................................................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGCGATTCTGGGCAGTTG.................................................... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATGTAACTGCCGTCTTGCAAC.............................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................ACTGCCGTCTTGCAACGCCTGTGG...................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTGCAACGCCTGTGGATACAAAGGTCA.......................................................................................... 27 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TTGCAACGCCTGTGGATAC.................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.....................................................................................................ATCCACACGAGTTGCGATTCT............................................................. 21 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................TAACATGTCCAACAGTTTAGCAAGTC......................................................................................................................................... 26 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGTCTTGCAACGCCTGTG....................................................................................................... 18 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................CTGCCGTCTTGCAACGCCTGT........................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................................TGTAAACATGGGAGAGTG.......... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TCCACACGAGTTGCGATTCTGGGCAG....................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CACACGAGTTGCGATTCTG............................................................ 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................AATGTAACTGCCGTCTTGCAA............................................................................................................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTAATCCACACGAGTTGCG.................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................ACGCCTGTGGATACAAAGGTCCAA........................................................................................ 24 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................ATTTTAACATGTCCAACAGTTTA................................................................................................................................................ 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTAACTGCCGTCTTGCAACGCC........................................................................................................... 23 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTAATGTAACTGCCGTCTTGC................................................................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CACACGAGTTGCGATTCTGGGCA........................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CACGAGTTGCGATTCTGGGCA........................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................AATCCACACGAGTTGCGATTC.............................................................. 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TCCACACGAGTTGCGATTC.............................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................AACATGGGAGAGTGTCAGC..... 19 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................CAAAAATTAATCCACACGAGTTGC................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................CGTCTTGCAACGCCTGTGGATA................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGCGATTCTGGGCAGTTGATTC................................................ 23 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................AACTGCCGTCTTGCAACGCCTGTGG...................................................................................................... 25 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................TGTAATGTAACTGCCGTCTTGCAACG............................................................................................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................CCAACAGTTTAGCAAGTCT........................................................................................................................................ 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................TGCGATTCTGGGCAGTTGATT................................................. 21 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................TTGCGATTCTGGGCAGTTGATTTTAC............................................. 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................ATGTAAACATGGGAGAGTGTCAGCAT... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................TCTGGGCAGTTGATTTTACT............................................ 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................CATGTAAACATGGGAGAGTGTCA....... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................AGTTGCGATTCTGGGCAGTT..................................................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................ATGGGAGAGTGTCAGCATTCC 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................TCTTTATGCACATGTAAACATGGGAGA............. 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................AAACATGGGAGAGTGTCAGCATTC. 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................ATGTAACTGCCGTCTTGCAACGCCTGTGG...................................................................................................... 29 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAACGC............................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................AATCCACACGAGTTGCGATTCT............................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................CAACAGTTTAGCAAGTCTATGT.................................................................................................................................... 22 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TTAATCCACACGAGTTGCGATTCT............................................................. 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................TGTAACTGCCGTCTTGCAACGCCT.......................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........TTCAAATTATTTTAACATGTCCA........................................................................................................................................................ 23 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................TGGGCAGTTGATTTTACTAAAATCT..................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................AGTCTATGTAATGTAACTGCC........................................................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................CCAAAAATTAATCCACACGAGTTGC................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................GTAATGTAACTGCCGTCTTGCAACGCCTGT........................................................................................................ 30 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................ACGAGTTGCGATTCTGGGCAGTTGATT................................................. 27 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TGCAACGCCTGTGGATACAAAGGT............................................................................................ 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

....................................................................................................................................................ATGCACATGTAAACATGGGA............... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................TCCACACGAGTTGCGATTCTG............................................................ 21 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................CACACGAGTTGCGATTCTGGGC......................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................AAAATCTTTATGCACATGT......................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................TAAACATGGGAGAGTGTCAGCATT.. 24 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................CACGAGTTGCGATTCTGGGCAGTT..................................................... 24 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................TTAACATGTCCAACAGTTTAGCAAGTC......................................................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................CCACACGAGTTGCGATTCTG............................................................ 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ACATGGGAGAGTGTCAGCAT... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................AGTCTATGTAATGTAACTGCCGTCT.................................................................................................................... 25 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................ATGTAATGTAACTGCCGTCTTGC................................................................................................................. 23 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................AAATTAATCCACACGAGTTG.................................................................... 20 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................CTAAAATCTTTATGCACATGT......................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................TAAACATGGGAGAGTGTCAGC..... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TGCAACGCCTGTGGATACAAAGGTCC.......................................................................................... 26 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................ATGGGAGAGTGTCAGCAT... 18 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TGCAACGCCTGTGGATACAAAGGTC........................................................................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................CTTTATGCACATGTAAACATGGGAGAG............ 27 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................GTAACTGCCGTCTTGCAACGCCTGTGG...................................................................................................... 27 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TCTTATATAAGTTTAATAAAATTGTACAGGTTGTCAAATCGTTCAGATACATTACATTGACGGCAGAACGTTGCGGACACCTATGTTTCCAGGTTTTTAATTAGGTGTGCTCAACGCTAAGACCCGTCAACTAAAATGATTTTAGAAATACGTGTACATTTGTACCCTCTCACAGTCGTAAGG

***************************************...((((((((...(((((((...(((((((..................)))))))...))))))).....)))))))).............****************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

M027

male
body

SRR2096014

Ovary_Strain_160_oxidized

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

V116

male
body

SRR060684

140x9_0-
2h_embryos_total

SRR1106729

mixed
whole
adult body

.....................................................................GTTGCGGACACCTATGTTTCC............................................................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0

....................................................................................................TTAGGTGTGCTCAACGCTAAG.............................................................. 21 0 1 1.00 1 1 0 0 0 0 0 0 0

.......................GTACAGGTTGTCAAATCGTTCA.......................................................................................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0

.......................................................................TGCGGACACCTATGTTTC.............................................................................................. 18 0 1 1.00 1 1 0 0 0 0 0 0 0

........................................................................................CCAGGTTTTTAATTAGGTGTGC......................................................................... 22 0 1 1.00 1 1 0 0 0 0 0 0 0

....................................................................CGTTGCGGACACCTATGTTT............................................................................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0

...............................................................................................................................................AGAAATACGTGTACATTTGT.................... 20 0 1 1.00 1 1 0 0 0 0 0 0 0

...........................................................................................................TGCTCAACGCTAAGACCCGTC....................................................... 21 0 1 1.00 1 0 0 0 1 0 0 0 0

...............................................................................................................................................................TTGTACCCTCTCACAGTCGTA... 21 0 1 1.00 1 0 0 1 0 0 0 0 0

......................................................................................................AGGTGTGCTCAACGCTAAGAC............................................................ 21 0 1 1.00 1 0 0 0 0 1 0 0 0

.........................................................................CGGACACCTATGTTTCCAGGT......................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12963:14467445-

14467627 -
dvi_24646 AGAATATATTCAAAT------------TATT-------------------TTAAC-----A------------------------------------------------TGTCCAACAGTT----TAGCA----------------AGTCTATG--TAA-TG--TAACTGCCGTCTTGCAACGCCT--GTG--GATACAAAGGTCCAAAAATT---AATCCACACGAGTTGCGATTCTG-GGCAGTTGA-------------------------------------TTTTACTAAAATCTT--TATGCACATGTAAAC---ATGGGAG-------------AGT--G--------TC--AGCATTCC

droMoj3 scaffold_6500:15423869-
15424060 -

dmo_3155 GGAATAT---AGTCA------------AATT-------------------TCATTT--TCGAA--TCCACAA--CACA----TTCCCACAACCAACGA-T-----T--TTGGACGGTAGAC----AACAGCACAGCAGCCGGC---AC----T---CGTCTT--TAACTGCCGTCTTGCAGCTCCT--GTG--GATGCCCAGGTCCAATAAGT---AATCCACACGTGCTGCGATTCCG-GGCAGTTGAGG-GGA-GCAA-CAGGA------------------------------------------------------------------------------------------------TTCCT

droGri2 scaffold_15252:2029193-
2029394 +

dgr_469 GGAATGTCTACAATT------------TGAA-------------------TCACTA--ATTTACAATTGGAA--TAGAGGAATC---------ATCAT-------AATTTGTATATCAATC----TATAT----------------AATCT-TACAATG-AT--TAACTGCCGTCTTGCCGGGCCT--GTG--GGCACCCAGGTCCAAACAAAAGTTGCCCACATGCTCGGCGATTCTG-AGCAGTTAAAC---------------------------TCAGT---------TTA--ACTT--CATTCAC------------------------------------AA-------CT--GACATTCC

droWil2 scf2_1100000004945:407243-
407426 +

AGCATCAAT-TGCCAACCAAAT-----TATC-------------------ACAGTA--ACGCACAGTTAAATACATGATATATCCTC------CA---AATGTGAA--TTAGATATAAGTT-----ATAT-----------CCAGTGA----T---CGA-TT--TAATTGCCGTCTTGCAGGGTCTTTGTAAAGAA-TCCAGGTCCAAA-TTAAATTCTTTATAGATCCTGCGATTCTG-GGCAATTGAAT--------------------------------------------------------------------------------------------------------------------

dp5 4_group3:7165341-7165595 - dps_30 GAAAACGCA-AGCTC------TCTCCCAATATCAGTAATCCAAGAATTAACCATTT--ACGCACAGCAACAA--AAGATAAAAC---------TA---ATCTCGGA--TCGGATGTTCC------------------------T--------T---AAACCT--TAACTGCCGTCTTGCAGCGCCT--GTG--GACG-ATAGGTCCAAAATTT--CAGTCTACAGACGCTGCGATTCCG-GGCAGTTGAGT-GGAT--------G-GGAT--CCAC---CTTTAAATCACACTTAAAGCTA--TGTGCAC-AGA-----GTACAGT---------------AGT--ACCCGCGAAGC--GACATTCC
droPer2 scaffold_1:8612753-8613007

-
dpe_229 GAAAACGCA-AGCTC------TCTCCCAATATCAGTAATCCAAGAATTAACCATTT--ACGCACAGCAACAA--AAGATAAAAC---------TA---ATCTCGGA--TCGGATGTTCC------------------------T--------T---AAACCT--TAACTGCCGTCTTGCAGCGCCT--GTG--GACG-ATAGGTCCAAAATTT--CAGTCTACAGACGCTGCGATTCCG-GGCAGTTGAGT-GGAT--------G-GGAT--CCAC---CTTTAAATCACACTTAAAGCTA--TGTGCAC-AGA-----GTACAGT---------------AGT--ACCCGCGAATC--GACATTCC

droAna3 scaffold_12916:9588064-
9588263 -

dan_4042 GGAATCGGT-CGCTC------T-----CATC-------------------CCAGTTAAACGCACAGCTTTAA--G--------------------------------------------------GAACC-----------GTTT--A----T---CTC-CCATTAACTGCTGTCTTGCAGAGTCT--GTG--GAC--G-TGGTCCAAA-TT----TGTCTACAGCCACTGCGATTCCG-GGCAGTTGAAAGTGATA--A-TACG-GACT--CCCCAA-AAACACATCACATCT-GCGCTT--TGTGCAC-CGC-------AC--------------------------------CCAAGACATTCC

droBip1 scf7180000396580:1442821-
1443021 +

GGAATCGGT-CGCTC------T-----CATC-------------------CCAGTTAAACGCACAGCTTTAA--G--------------------------------------------------GATCA-----------GCAT--T----T---CTC-CCATTAACTGCCGTCTTGCAGCGTCT--GTG--GAC--G-TGGTCCAAA-TT----TGTCTACAGCCGCTGCGATTCCGGGGCAGTTGCAAGTGAAACCA-TACG-GATT--CCTC---AAATACATCACATCT-GCGCTT--TGTGCAC-CGC-------AC------------------------C-------CC-AGACATTCC

droKik1 scf7180000302246:274491-
274671 +

GGAATAGCT-CT----------ACCCCCATC-------------------CCAGTT--ACGCGCAGC----------------------------------------------------------------------------------------------C--AAACTGCTGTCTTGCAGCGCCT--GTG--GAC--TGTGGTCCAAA-TTA---AGTCTACAGTCGCTGCGATTCCG-GGCAGTTGAGT-GGCCG--A-TGC------------------TGGATCGCACTTAACGCTTCGTGTGCAC-CGCAGAGA--AGAGTTC-------------AGTAATC-------CC--GACATTCC

droFic1 scf7180000453924:1051698-
1051943 +

GGAATCGCT-CGCTC------------TACC-------------------CCAGTT--ACGCACAGCTAGAA--GAGATAGG-----------------------A--TCGGATTGGAGTGGATCGATCG-----------CCTGGGA----T---CTG-CC--TAACTGCCGTCTTGCAGCG-CC--GTA--GAC--TTTGGTCCAAAATTT---AGCCTACGGCCGCTACGATTCCG-GGCAGTTGAAA-GGATCCAG-GATGCGAGT-CGC----CCAACCCTTCACACTTAACGCTT--TGTGCAC-CGT-------ACAGTTCAGTAGTTCAGTACAGT--AC-------CC--GACATTCC

droEle1 scf7180000491046:1758517-
1758752 +

GGAATCGCT-CGCTC------------CATC-------------------CCAGTT--ACGCACAGTTAGAA--GAGATAAGTC---------AACGG-------A--TCGGATTGGAGTG----GATCG-----------GATTGCG----T---CTG-CC--TAACTGCCGTCTTGCAGCA-CT--GTA--GTC--TTTGGTCCAAAATTT---AGTCTACAGCCGCTGCGATTCTG-GGCAGTTGAAA-GGATGCAATGATGACAG---GC----CCAGACCATCACACTTAACGCTT--TGTGCAC-CGT-------ACACTTC-------------AGT--TCC------CC--GACATTCC

droRho1 scf7180000780028:158196-
158429 +

GGAATCGCT-CGCTC------------CATC-------------------CCAGTT--ACGCACAGCTAGAG--GAGATAAGTC---------AACGG-------A--TCGGATTGGAATG----GATTG-----------GATTGGA----T---CTG-CC--TAACTGCCGTCTTGCAGCG-CT--GTA--TTC--TTTGGTCCAAAATTT---AGTCTATAGTCGCTACGATTCTG-GGCAGTTGAAA-TGATCCAA-GACGAGAG---GC----CCAATCCATCACACTTAACGCTT--TGTGCAC-CGT-------ACAGTTC-------------AGT--AC-------CA--GACATTCC

droBia1 scf7180000302188:2121974-
2122214 +

GGAATCGCT-CGCCC------C-----CAAC-------------------CCAGTT--ACGCACAGCTAGAG--GAGATAAGTA---------AACAGAT--CGGA--TTGGACTGGAGTG----GATCG-----------GATTGCA----T---CGG-CC--TAACTGCTGTCTTGCAGGG-CC--GTA--GAC--TTTGGTCCAAAATTT---AGTCTACGGTCGCTGCGATTCCG-GGCAGTTGAAA-GGATGCAA-GACGAGAG---AC----TCAGTCCACTAGACTTAACGCTT--TGTGCAC-CGT-------ACAGTTC------------CAGT--AC-------AC--GACATTCC

droTak1 scf7180000415438:753067-
753251 -

GGAATAGCG-CGCCC------------CATC-------------------CCAGTT--GCGCACAG--------------------------------------------------GAGTG----GATCG-----------GATGGCA----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CC--GTG--GAC--TTTGGTCCAAAATTT---AGTCTATGGTCGCTGCGATTCCG-GGCAGTTGAAA-GGATGCCA-AATGAGAG---AC----CCA---------ACCTAACGCTT--TGTGCAC-CGT-------A-------------------------C-------CC--GACATTCC

droEug1 scf7180000409554:3024256-
3024489 -

GGAATCGCT-CGTCC------------CATC-------------------CCAGTT--ACGCACAGCTAAAA--GAGATAACTC---------AACAG-------G--TCGGATTGGAGCG----GATCG-----------GATTGAA----T---CTG-AT--TAACTGCTGTCTTGCAGCG-CT--GTA--GAC--TGTGGTCCAAAATTT---AGTCTATAGTCGCTGCGATTCTG-GGCAGTTGTAA-GGATAAAAAGATGAGAG---GC----CCAAACCATCACACTTAACGCTT--TGTGCAC-CAT-------ACAGATT-------------AGT--AC--------C--GACATTCC

dm3 chr2L:3067682-3067915 + dme_436 GGAATGGCT-CGCCC------------CATC-------------------CCAGTT--ACGCACAGCTAGAA--GAGATAAGTT---------AACAG-------A--TTGGATTTGCGTC----GATCG-----------GATTGAA----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CT--GTA--GGC--TTCGGTCCAAAATTA---AGTCTACAGTCTCTGCGATTCCG-GGCAGTTGAAA-TGATGCAA-GATGAGAG---GC----TCAGTCCATAACACTTAACGCTT--TGTGCAC-CGT-------ACAATTT-------------AGT--AC-------CC--GACATTCC
droSim2 2l:2946867-2947100 + dsi_32463 GGAATGGCT-CGCCC------------CATC-------------------CCAGTT--ACGCACAGCTAGAA--GAGATAAGTC---------AACAG-------A--TTGGATTTGCGCC----GATCG-----------GCTTGAA----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CT--GTA--GGC--TTCGGTCCAAAATTT---AGTCTACAGTCGCTGCGATTCCG-GGCAGTTGAAA-TGATGCAA-GATGAGAG---GC----CCAGTCCATAACACTTAACGCTT--TGTGCAC-CGT-------ACAATTC-------------AGT--AC-------CC--GACATTCC
droSec2 scaffold_5:1224925-1225158

+
dse_1854 GGAATGGCT-CGCCC------------CATC-------------------CCAGTT--ACGCACAGCTAGAA--GAGATAAGTC---------AACAG-------A--TTGGATTTGCGTC----GATCG-----------GCTTGAA----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CT--GTA--GGC--TTCGGTCCAAAATTT---AGTCTACAGTCACTGCGATTCCG-GGCAGTTGAAA-TGATGCAA-GATGAGAG---GC----CCAGTCCATAACACTTAACGCTT--TGTGCAC-CGT-------ACAATTC-------------AGT--AC-------CC--GACATTCC

droYak3 2L:3063681-3063905 + dya_1801 GGAAATGCT-CGCCC------------AATC-------------------CCAGTT--ACGCACAGCTAGAA--GAGA------------------------------TCGGATCGGCGTC----GATCG-----------GATTAAG----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CT--GTA--GGC--TTTGGTCCAAAATTT---AGTCTACAGTCGCTGCGATTCCG-GGCAGTTGAAA-TGATGCAA-GATGAAAGAGAGC----CCGGTCCATAACACTTAACGCTT--TGTGCAC-CGT-------ACAATTC-------------AGT--AC-------CC--GACATTCC
droEre2 scaffold_4929:3115425-

3115647 +
der_1527 GGAATTGCT-CGCCC------------CATC-------------------CCAGTT--ACGCACAGCTAGAA--GAGA------------------------------TCGGATTGGCGTC----AATCG-----------GATTGAA----T---CTG-CC--TAACTGCTGTCTTGCAGGG-CT--GTA--GGC--TTCGGTCCAAAATTT---AGTCTACAGTCGCTGCGATTCCG-GGCAGTTGAAA-GGATGCAA-GATGAGAG---GC----CCAGTCCATGACACTTAACGCTT--TGTGCAC-CGT-------ACATTTT------------CAGT--AC-------AC--GACATTCC

Generated: 09/08/2015 at 08:45 PM

crit.star
crit.loop
crit.mor
crit.half

crit.total
crit.pairing

crit.top3
crit.tptop3

crit.uri
crit.back

rescue.total
rescue.dominant

rescue.known
rescue.confident
rescue.candidate

PASS/FAIL
1
0
0
0
1
1
1
0
0
0
1
1
0
2
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http://compgen.cshl.edu/~jmohamme/static/droAna3/html/dan_4042.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBip1&position=scf7180000396580:1442821-1443021
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droKik1&position=scf7180000302246:274491-274671
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droFic1&position=scf7180000453924:1051698-1051943
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEle1&position=scf7180000491046:1758517-1758752
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droRho1&position=scf7180000780028:158196-158429
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droBia1&position=scf7180000302188:2121974-2122214
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droTak1&position=scf7180000415438:753067-753251
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEug1&position=scf7180000409554:3024256-3024489
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=dm3&position=chr2L:3067682-3067915
http://compgen.cshl.edu/~jmohamme/static/dm3/html/dme_436.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSim2&position=2l:2946867-2947100
http://compgen.cshl.edu/~jmohamme/static/droSim2/html/dsi_32463.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droSec2&position=scaffold_5:1224925-1225158
http://compgen.cshl.edu/~jmohamme/static/droSec2/html/dse_1854.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droYak3&position=2L:3063681-3063905
http://compgen.cshl.edu/~jmohamme/static/droYak3/html/dya_1801.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droEre2&position=scaffold_4929:3115425-3115647
http://compgen.cshl.edu/~jmohamme/static/droEre2/html/der_1527.html


ID:

dvi_158

Coordinate:

scaffold_13049:22492218-22492280 +

Confidence:

candidate-rescued

Class:

Canonical miRNA

Genomic Locale:

CDS
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

CDS [Dvir\GJ13971-cds]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ACGCCTTTGCCACTGCGCAAGGTTGGCCCGCCGACAATGATCTGCGTGAGATTGGCAAGCGCCTGGTCGCGCTGAATAAACTCAATACGGGGCGACCACGCATTGCCATACTCACGCAGGGCTGTGACCCCGTGCTGCTTATACAGCACGATTCGGTCCAGGA

***********************************.....((((((((((..(((((((((..(((((((.(((.((.......)).))).)))))))))).))))))..))))))))))........***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M027

male
body

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096059

Ovary_Min_164

SRR2096060

Ovary_Min_193

M028

head

V053

head
SRR2096058

Ovary_Min_98

SRR060672

9x160_females_carcasses_total
SRR2096057

Ovary_Min_50

SRR2096056

Ovary_Min_46

V116

male
body

M061

embryo

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR060679

140x9_testes_total

SRR060656

9x160_ovaries_total

SRR060659

Argentina_testes_total

SRR060660

Argentina_ovaries_total

SRR060665

9_females_carcasses_total

SRR060669

160x9_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060681

Argx9_testes_total

SRR060657

140_testes_total

GSM1528803

follicle
cells

SRR060664

9_males_carcasses_total

SRR060667

160_females_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR060670

9_testes_total

SRR060673

9_ovaries_total

SRR060678

9x140_testes_total

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR1106714

embryo_2-
4h

SRR1106729

mixed
whole
adult body

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060658

140_ovaries_total

SRR060661

160x9_0-
2h_embryos_total

SRR060666

160_males_carcasses_total

SRR060671

9x160_males_carcasses_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total

SRR060680

Â 9xArg_testes_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106730

embryo_16-
30h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V047

embryo

..................................................ATTGGCAAGCGCCTGGTCGCG............................................................................................ 21 0 1 108.00 108 22 8 10 8 7 10 2 4 4 5 4 2 0 3 1 1 2 0 2 1 0 1 2 0 0 1 0 0 0 2 0 0 1 0 0 1 0 0 0 0 0 1 0 0 0 0 0 1 1 1 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGC........................................................................................... 22 0 1 42.00 42 3 4 3 4 5 0 3 1 0 0 0 0 1 1 0 2 0 0 0 1 2 1 0 1 0 1 0 1 0 0 0 0 0 2 0 0 0 0 1 1 1 0 0 1 0 1 1 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGC............................................................................................. 20 0 1 17.00 17 2 4 1 1 1 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGCT.......................................................................................... 23 0 1 14.00 14 0 1 2 0 0 0 0 0 0 0 0 2 2 0 0 0 0 3 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1

..................................................ATTGGCAAGCGCCTGGTCG.............................................................................................. 19 0 1 6.00 6 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...................................................TTGGCAAGCGCCTGGTCGCGCTG......................................................................................... 23 0 1 3.00 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................GACAATGATCTGCGTGAGATT.............................................................................................................. 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGCTC......................................................................................... 24 1 1 2.00 2 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGT........................................................................................... 22 1 1 2.00 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGA........................................................................................... 22 1 1 2.00 2 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................AGGGCTGTGACCCCGTGCTGCT........................ 22 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCC............................................................................................ 21 1 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGT............................................................................................. 20 1 1 2.00 2 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................GACCACGCATTGCCATACTCACGCAG............................................ 26 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................TTATACAGCACGATTCGGTCC.... 21 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................ATGATCTGCGTGAGATTGGC........................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGG............................................................................................. 20 1 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGGCAAGCGCCTGGTCG.............................................................................................. 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................GACAATGATCTGCGTGAGATTT............................................................................................................. 22 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGGCAAGCGCCTGGTCGCGCTA......................................................................................... 23 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................ACGCAGGGCTGTGACCCC................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................CTGCGTGAGATTGGCAAGCGCCT................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGAAA......................................................................................... 24 3 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................CGACAATGATCTGCGTGAGATT.............................................................................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................CATTGCCATACTCACGCAGGGCTGT...................................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGGCAAGCGCCTGGTCGCG............................................................................................ 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........CACTGCGCAAGGTTGGCCCG..................................................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGCTG......................................................................................... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................AGCACGATTCGGTCCAGGA 19 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCACGCAGGGCTGTGACCCCGTGCT........................... 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................GATCTGCGTGAGATTGGC........................................................................................................... 18 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................TCACGCAGGGCTGTGACCCCG............................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................GAGATTGGCAAGCGCCTGGT................................................................................................ 20 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................CGCCGACAATGATCTGCGTGAGATT.............................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCAA........................................................................................... 22 2 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................GCAGGGCTGTGACCCCGTGC............................ 20 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................TTGGCAAGCGCCTGGTCGCGCT.......................................................................................... 22 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TTTGCCACTGCGCAAGGTTGGCCCGCC................................................................................................................................... 27 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................ATTGGCAAGCGCCTGGTCGCGCTGA........................................................................................ 25 0 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....TTTGCCACTGCGCAAGGTTGGCC....................................................................................................................................... 23 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TGCGGAAACGGTGACGCGTTCCAACCGGGCGGCTGTTACTAGACGCACTCTAACCGTTCGCGGACCAGCGCGACTTATTTGAGTTATGCCCCGCTGGTGCGTAACGGTATGAGTGCGTCCCGACACTGGGGCACGACGAATATGTCGTGCTAAGCCAGGTCCT

***********************************.....((((((((((..(((((((((..(((((((.(((.((.......)).))).)))))))))).))))))..))))))))))........***********************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060667

160_females_carcasses_total

GSM1528803

follicle
cells

...............................................................ACCAGCGCGACTTATTTGAGT............................................................................... 21 0 1 1.00 1 1 0 0

..........................................................................................................GTATGAGTGCGTCCCGACACT.................................... 21 0 1 1.00 1 0 1 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13049:22492168-

22492330 +
dvi_158 ACGCCTTTGCCACTGCGCAAGGTTGGCCCGCCGACAATGATCTGCGTGAGATTGGCAAGCGCCTGGTCGCGCTGAATAAACTCAATACGGGGCGACCACGCATTGCCATACTCACGCAGGGCTGTGACCCCGTGCTGCTTATACAGCACGA---TTCGGTCCAGGA

droMoj3 scaffold_6680:17099728-
17099890 +

dmo_114 ATGCCTTTGCCACGGCGCAAGGCTGGCCCGCCGATGCGGATCTGCGTGAGATTGGCAAACGTTTGGTGGCACTGCCCAAAATCAATTCAGAGCGACCACGCATTGCCATACTCACGCAGGGCTGTGACCCCGTGCTGCTCATCCAGCACGA---CAAGGTCCAGGA

droGri2 scaffold_15121:203629-203794
+

dgr_465 AGGCTTTTGCCACGGCACAAGGCTGGGCCGCCGATGAGGATCTGCGTGAGATTGGCAGGCGTCTGGTTGCACTGGACAAATTGAATTCAGCGCGACCACGCATTGCGATACTCACGCAGGGCTGTGATCCCGTGCTGCTCATCCAGCACGACGCTCCGGTCCAGGA

droWil2 scf2_1100000004511:5276766-
5276925 +

dwi_5417 ATGCCTTTGCCACTGGCCAGGGCTGGCCAACGG---ATGATCTGCGCGAGATTGGCAAACGTATAGTCGGTCTGGAGAAACTAAATCCAAGTCGGCCACGCATTGCCATACTAACGCAGGGCTGTGATCCGGTGTTGCTCATTCAAAAAGA---TTCGGTTGAAGA

dp5 XR_group6:4377279-4377438 - dps_3829 ATGCCTTTGCTACGGCCCAGGGCTGGCCGACCG---AAGATCTGCGCGAGATTGGCAAGCGTCTGGTGGCGCTGGACAAACTGAATCCGGCGCGACCTCGCATTGCCATACTAACGCAGGGCTGTGATCCCGTGCTGCTCATCCAGCGGGA---CTCGGTTGAAGA
droPer2 scaffold_9:2666460-2666619 - dpe_2483 ATGCCTTTGCTACGGCCCAGGGCTGGCCGACCG---AAGATCTGCGCGAGATTGGCAAGCGTCTGGTGGCGCTGGACAAACTGAATCCGGCGCGACCTCGCATTGCCATACTAACGCAGGGCTGTGATCCCGTGCTGCTCATCCAGCGGGA---CTCGGTTGAAGA
droAna3 scaffold_13337:4137411-

4137570 +
dan_4038 AGGCCTTCGCCGAGGCCCAGAGCTGGCCGAGTG---GGGATCTGCGAGAGATTGGCAAGCGGCTGGTGGCGTTCGACAAGCTGAACTCGTCGAGGCCGCGCATTGCCATTCTCACGCAGGGCTGTGATCCCGTGCTGCTCTTCCAGCAGGA---CTCGGTGCAGGA

droBip1 scf7180000395450:265916-
266075 +

AAGCCTTCGCCGAGGCCCAGAGCTGGCCGAGTG---GGGATCTGCGAGAGATTGGCAAGCGGCTGGTGGCGTTCGATAAGCTGAATACCTCAAAGCCTCGAATTGCCATTCTCACGCAGGGTTGCGATCCCGTGCTGCTCTTCCAGCAGGA---CTCGGTGCAGGA

droKik1 scf7180000302272:666730-
666889 -

AGGCCTTTGCCGAGGCCCAAAAATGGCCGAGCG---AGGATCTGCGTGAGATTGGCAAACGTCTGGTGGCAATGGACAAACTAAATCCGTCGCGGCCACGCATTGCCATCCTCACGCAGGGTTGTGATCCCGTCCTGCTCATCCAGCAGGA---TTCGGTGCAGGA

droFic1 scf7180000454048:724250-
724409 +

AGGCCTTCGCCGAGAAACAGAATTGGCCCAGCG---GGGATCTGCGCGAGATTGGCAAGCGACTGGTGGCGATGGACAAACTGAATCCGGCGCGGCCGCGCATTGCCATACTCACGCAGGGCTGCGATCCCGTCCTGCTCATCCAGCAGGA---TTCGGTGCAGGA

droEle1 scf7180000491255:1412102-
1412261 -

AGGCCTTCGCCGAGGCCCAGAACTGGCCCAGCG---GGGATCTGCGCGAGATTGGCAAGCGGCTGGTGGCGATGGACAAGCTGAATCCGACGCGACCCCGCATTGCCATACTCACGCAGGGCTGCGATCCCGTGCTGCTCATCCAGCAGGA---TTCGGTGCAGGA

droRho1 scf7180000769477:983-1142 + AGGCCTTCGCCGAGGCCCAGAACTGGCCAAGCG---GGGATCTGCGCGAGATTGGCAAGCGACTGGTGGCGCTGGACAAACTGAATCCGGCGCGGCCGCGCATTGCCATACTCACGCAGGGCTGCGATCCCGTGCTGCTCATCCAGCAGGA---TTCGGTGCAGGA
droBia1 scf7180000302193:2253869-

2254028 -
AGGCCTTCGCCGAGGCCCAGAGTTGGCCCAGCG---GGGATCTGCGCGAGATTGGCAAGCGGCTGGTGGCGTTCGACAAACTGAATCCGGCGCGGCCGCGCATTGCCATTCTCACGCAGGGCTGCGACCCCGTGCTGCTCTTCCAGCAGGA---TTCGGTGCAGGA

droTak1 scf7180000415706:66160-66319
-

AGGCCTTCGCCGAGGCCCAGAGTTGGCCCAGCG---GGGATCTGCGCGAGATTGGCAAGCGCCTGGTGGCGCTGGACAAGCTGAATCCGGCGCGGCCGCGCATTGCCATCCTCACGCAGGGCTGCGATCCCGTCCTGCTCATCCAGCAGGA---CTCGGTGCAGGA

droEug1 scf7180000409711:6101278-
6101437 -

AAGCCTTCGCCGAGGCCCAGAATTGGCCAAGTG---GGGATCTTCGTGAGATTGGCAAGCGTCTGGTGGCGATGGGCAAATTAAATACGACGCGGCCGCGCATTGCTATCCTCACGCAGGGCTGTGATCCTGTCCTGCTTATCCAACAGGA---CTCGGTACAGGA

dm3 chr3L:13013589-13013748 - dme_245 AGGCGTTCGCCGAGGCCCAGCAGTGGCCTAGCG---GGGACCTGCGCGAGATTGGCAAGCGACTGGTGGCGATGGAGAAGAAAAACCCGACGCGGCCGCGCATTGCCATTCTCACGCAGGGCTGCGATCCTGTACTGCTTATACAGCAGGA---TTCGGTGCAGGA
droSim2 3l:12704038-12704197 - dsi_32458 AGGCGTTCGCCGAGGCCCAGCAGTGGCCCAGCG---GGGACCTGCGCGAGATTGGCAAGCGATTGGTGGCGATGGAGAAGAAAAACCCGGCGCGGCCGCGCATTGCCATTCTCACGCAGGGCTGCGATCCTGTACTGCTTATTCAGCAGGA---TTCGGTGCAGGA
droSec2 scaffold_0:5185174-5185333 - dse_1846 AGTCGTTCGCCGAGGCCCAGCAGTGGCCCAGCG---GGGACCTGCGCGAGATTGGCAAGCGATTGGTGGCGATGGAGAAGAAAAACCCGGCGCGGCCGCGCATTGCCATTCTCACGCAGGGCTGCGATCCTGTACTGCTTATTCAGCAGGA---TTCGGTGCAGGA

droYak3 3L:13092492-13092651 - dya_1798 AGGCCTTCGCCGAGGCCCAGCAGTGGCCCAGCG---GGGACCTGCGCGAGATTGGCAAGCGACTGGTGGCGATGGAGAAGAAAAACCCGACGCGGCCGCGCATTGCCATCCTCACGCAGGGCTGCGATCCTGTGCTGCTTATTCAGCAGGA---TTCGGTGCAGGA
droEre2 scaffold_4784:13021122-

13021281 -
der_1523 AGGCCTTCGCCGAGGCCCAGCAGTGGCCCAGCG---GGGACCTGCGCGAGATTGGCAAGCGACTGGTGGCGATGGAGAAGAAAAACCCGACGCGACCGCGCATTGCCATCCTCACGCAGGGTTGCGATCCTGTGCTGCTCATCCAGCAGGA---TTCGGTGCAGGA
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ID:

dvi_24637

Coordinate:

scaffold_12855:6282501-6282598 +

Confidence:

Known Ortholog

Class:

Testes-restricted

Genomic Locale:

antisense_to_intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

Antisense to intron [Dvir\GJ10228-in]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

TCTGAGAAAGTTCAAGAAGAAAACCTAAGTATTTGAAGTACCTTGGATATATTGTTTGGTGTACATATTATTCTTGCTAATGATCCTCTGGGATCGCATGGAGATGACATCAGCCAGAATAGTATGTAACACGATGAGTATTAGGCGGTTATATAGGTTAAGGCAGTTCAATCTTATTAGTTCTTGGTTAAAATTGTT

**************************************************........((((((((((((((((.(((.(((.(((((((........)))))..))))).))).)))))))))))).))))..........********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060670

9_testes_total

SRR060659

Argentina_testes_total

SRR060678

9x140_testes_total

SRR060681

Argx9_testes_total

SRR060679

140x9_testes_total

SRR060689

160x9_testes_total
SRR2096056

Ovary_Min_46

SRR060665

9_females_carcasses_total

V047

embryo

SRR060682

9x140_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060664

9_males_carcasses_total

V053

head

.........................................................................................................GACATCAGCCAGAATAGTATGT....................................................................... 22 0 1 5.00 5 1 3 1 0 0 0 0 0 0 0 0 0 0

.........................................................................................................GACATCAGCCAGAATAGTATG........................................................................ 21 0 1 2.00 2 0 0 1 1 0 0 0 0 0 0 0 0 0

.......................................................................................................ATGACATCAGCCAGAATAGTAT......................................................................... 22 0 1 2.00 2 1 0 0 1 0 0 0 0 0 0 0 0 0

.....................................................................................................AGATGACATCAGCCAGAATAGTA.......................................................................... 23 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0

........................................................................................................TGACATCAGCCAGAATAGTATG........................................................................ 22 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0

.............................................................................................................................GTAACACGATGAGTATTAGGCGGTTA............................................... 26 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0

.................................................................TATTATTCTTGCTAATGATC................................................................................................................. 20 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0

.........................................................................................................GACATCAGCCAGAATAGTATGTC...................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

AGACTCTTTCAAGTTCTTCTTTTGGATTCATAAACTTCATGGAACCTATATAACAAACCACATGTATAATAAGAACGATTACTAGGAGACCCTAGCGTACCTCTACTGTAGTCGGTCTTATCATACATTGTGCTACTCATAATCCGCCAATATATCCAATTCCGTCAAGTTAGAATAATCAAGAACCAATTTTAACAA

********************************************************........((((((((((((((((.(((.(((.(((((((........)))))..))))).))).)))))))))))).))))..........**************************************************
Read
size

#
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Hit
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Total
Norm Total

SRR060684

140x9_0-
2h_embryos_total

SRR060687

9_0-
2h_embryos_total

V053

head

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12855:6282451-

6282648 +
dvi-
mir-
9538

TCTGAGAAAGTTCAAGAAGAAAACCTAAGTATTTGAAGTACCTTGGATATATTGTTTGGTGTACATATTATTCTTGCTAATGATCCTCTGGGATCGCATGGAGATGACATCAGCCAGAATAGTATGTAACACGATGAGTATTAGGCGGTTATATAGGTTAA-GGCAGTTCAATCTTAT-------------------TAGTTCTTGGTTAAAATTGTT-----

droMoj3 scaffold_6540:6629877-
6630050 +

dmo_74 ----------------------------------------------ATAAATTGCTCGCTTTACATGGTATTCTTGCTTATTGTCCTCTGTGTTTAG--TTAGATGACATCAGCTAGAATAACGTGCAATGCAATCGATAAA-TATCGTTAACTACATCACAGTGAATTCGATTTTTTAATATTGATGTATGTAAATCTAATCATGGTTGAAATTATATGTAT
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ID:

dvi_24638

Coordinate:

scaffold_13047:1194041-1194127 -

Confidence:

candidate-rescued

Class:

Canonical miRNA

Genomic Locale:

intron
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

intron [Dvir\GJ23540-in]; Antisense to utr5 [utr5_plus_10185]

No Repeatable elements found

Sense Strand Reads

hide 3p reads  show mid mismatch reads

ATAAATCAAAATCGCTGGAACGTAGACTTTTTGTATCACTTGTACTTTTTTCTCACAGCGAATTGTATTGATGTGTTAGCTTAATGATTGCGAGTCCCTCATAAGCGGGCACACCAATGCAGTTAATTGTGAAATGCCGTACCAAGTGCATTGGCAAGACACCACCACGTAACGCTCAGAACTGAAA

*********************************************.......((((((..((((((((((.((((((.(((((.(((...........)))))))).)))))).))))))))))..)))))).........**********************************************
Read
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#
Mismatch
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Total
Norm Total

M047

female
body

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060682

9x140_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060686

Argx9_0-
2h_embryos_total

SRR060660

Argentina_ovaries_total

SRR060681

Argx9_testes_total

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

SRR060674

9x140_ovaries_total

SRR060678

9x140_testes_total

SRR060680

Â 9xArg_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR060687

9_0-
2h_embryos_total

SRR060684

140x9_0-
2h_embryos_total

SRR060662

9x160_0-
2h_embryos_total

M061

embryo

SRR060656

9x160_ovaries_total

SRR060664

9_males_carcasses_total

SRR060665

9_females_carcasses_total

SRR060670

9_testes_total

SRR060672

9x160_females_carcasses_total

SRR060676

9xArg_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

SRR1106713

embryo_0-
2h

SRR1106724

embryo_12-
14h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096055

Ovary_Min_43

SRR2096060

Ovary_Min_193

V053

head

............................................................AATTGTATTGATGTGTTAGCTT......................................................................................................... 22 0 1 14.00 14 0 0 0 0 1 0 0 1 0 2 1 1 0 0 0 0 1 1 0 0 1 1 0 0 0 1 0 0 1 1 1 0

.................................................................TATTGATGTGTTAGCTTAATGAT................................................................................................... 23 0 1 9.00 9 1 0 0 0 0 2 0 0 1 0 0 1 0 1 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0

.................................................................TATTGATGTGTTAGCTTAATGA.................................................................................................... 22 0 1 6.00 6 0 0 0 1 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0

............................................................AATTGTATTGATGTGTTAGCT.......................................................................................................... 21 0 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGATGTGTTAGCTTAATGATT.................................................................................................. 24 0 1 2.00 2 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGATGTGTTAGCTTAATG..................................................................................................... 21 0 1 2.00 2 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGATGTGTTAGCTTAATGATAAA................................................................................................ 26 3 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGATGTGTTAGCTTAATGATAA................................................................................................. 25 2 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................TGTATTGATGTGTTAGCTTAAT...................................................................................................... 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

........................................................................................................GCGGGCACACCAATGCAGTTAA............................................................. 22 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................AAGCGGGCACACCAATGCAGT................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................ATAAGCGGGCACACCAATGCA.................................................................. 21 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

TATTTAGTTTTAGCGACCTTGCATCTGAAAAACATAGTGAACATGAAAAAAGAGTGTCGCTTAACATAACTACACAATCGAATTACTAACGCTCAGGGAGTATTCGCCCGTGTGGTTACGTCAATTAACACTTTACGGCATGGTTCACGTAACCGTTCTGTGGTGGTGCATTGCGAGTCTTGACTTT

**********************************************.......((((((..((((((((((.((((((.(((((.(((...........)))))))).)))))).))))))))))..)))))).........*********************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR060677

Argx9_ovaries_total

SRR060676

9xArg_ovaries_total

SRR060674

9x140_ovaries_total

SRR060675

140x9_ovaries_total
SRR2096059

Ovary_Min_164

M047

female
body

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096058

Ovary_Min_98

SRR2096060

Ovary_Min_193

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

SRR060658

140_ovaries_total

SRR060688

160_ovaries_total

SRR060673

9_ovaries_total

SRR060654

160x9_ovaries_total

SRR060660

Argentina_ovaries_total

SRR060656

9x160_ovaries_total

GSM1528803

follicle
cells

SRR060670

9_testes_total

SRR060671

9x160_males_carcasses_total

SRR060672

9x160_females_carcasses_total

...............................................................ACATAACTACACAATCGAATTA...................................................................................................... 22 0 1 675.00 675 287 217 58 38 2 11 6 6 1 1 12 7 2 0 8 6 7 2 3 0 1 0 0

..................................................................................................AGTATTCGCCCGTGTGGTTAC.................................................................... 21 0 1 91.00 91 10 21 7 8 8 7 4 4 4 7 1 1 0 4 0 1 0 4 0 0 0 0 0

...................................................................................................GTATTCGCCCGTGTGGTTAC.................................................................... 20 0 1 68.00 68 5 12 4 2 6 12 9 1 5 4 2 0 3 2 0 0 0 1 0 0 0 0 0

................................................................CATAACTACACAATCGAATTA...................................................................................................... 21 0 1 62.00 62 24 18 9 5 1 0 0 2 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0

....................................................................................................TATTCGCCCGTGTGGTTAC.................................................................... 19 0 1 54.00 54 7 12 2 4 10 3 5 3 1 3 0 0 3 1 0 0 0 0 0 0 0 0 0

.............................................................TAACATAACTACACAATCGAAT........................................................................................................ 22 0 1 40.00 40 20 9 4 2 3 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................ATTCGCCCGTGTGGTTAC.................................................................... 18 0 1 34.00 34 6 2 1 0 10 0 2 2 5 3 0 0 3 0 0 0 0 0 0 0 0 0 0

.................................................................................................AAGTATTCGCCCGTGTGGTTAC.................................................................... 22 1 1 18.00 18 0 2 1 0 0 0 0 11 1 0 0 2 0 1 0 0 0 0 0 0 0 0 0

..................................................................................................TGTATTCGCCCGTGTGGTTAC.................................................................... 21 1 1 12.00 12 3 2 1 1 0 0 0 2 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0

.................................................................ATAACTACACAATCGAATTA...................................................................................................... 20 0 1 10.00 10 3 2 2 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................GAGTATTCGCCCGTGTGGTTAC.................................................................... 22 0 1 6.00 6 1 0 0 1 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................TAGTATTCGCCCGTGTGGTTAC.................................................................... 22 1 1 5.00 5 1 1 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TACATAACTACACAATCGAATTA...................................................................................................... 23 1 1 5.00 5 2 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

................................................................................................AAAGTATTCGCCCGTGTGGTTAC.................................................................... 23 2 1 4.00 4 0 0 0 0 3 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................GAAAAAAGAGTGTCGCTT............................................................................................................................. 18 0 1 4.00 4 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

...................................................................................................GTATTCGCCCGTGTGGTTACGT.................................................................. 22 0 1 4.00 4 0 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATTCGCCCGTGTGGTTA..................................................................... 18 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................ACATAACTACACAATCGAATT....................................................................................................... 21 0 1 3.00 3 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................TTATTCGCCCGTGTGGTTAC.................................................................... 20 1 1 3.00 3 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

..................................................................................................AGTATTCGCCCGTGTGGTTA..................................................................... 20 0 1 3.00 3 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................GAAAAAAGAGTGTCGCTTA............................................................................................................................ 19 0 1 2.00 2 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................AATTCGCCCGTGTGGTTAC.................................................................... 19 1 1 2.00 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

.....................................................................................CTAACGCTCAGGGAGTATT................................................................................... 19 0 1 2.00 2 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................ACATAACTACACAATCGAAT........................................................................................................ 20 0 1 2.00 2 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................AACATAACTACACAATCGAAT........................................................................................................ 21 0 1 2.00 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATTCGCCCGTGTGGTTACGTC................................................................. 22 0 1 2.00 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................TAACTACACAATCGAATTA...................................................................................................... 19 0 1 2.00 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................CAAGTATTCGCCCGTGTGGTTAC.................................................................... 23 2 1 2.00 2 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTCGCTTAACATAACTAC.................................................................................................................. 19 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................AGAGTATTCGCCCGTGTGGTTAC.................................................................... 23 1 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................ATATTCGCCCGTGTGGTTAC.................................................................... 20 1 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

.........................................................................................CGCTCAGGGAGTATTCGC................................................................................ 18 0 1 1.00 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................AAAAAAGAGTGTCGCTTA............................................................................................................................ 18 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................ACATAACTACACAATCGAA......................................................................................................... 19 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TGTCGCTTAACATAACTACAC................................................................................................................ 21 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................ACATAACTACACAATCGAATTAC..................................................................................................... 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................AGTATTCGCCCGTGTGGT....................................................................... 18 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................TCTGTGGTGGTGCATTGCGA........... 20 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTCGCTTAACATAACTACACAATC............................................................................................................ 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................AAATTCGCCCGTGTGGTTAC.................................................................... 20 2 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................CCATAACTACACAATCGAATTA...................................................................................................... 22 1 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................GTCGCTTAACATAACTACAC................................................................................................................ 20 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................TTAACATAACTACACAATCGAAT........................................................................................................ 23 0 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................GTGGTGGTGCATTGCGAGTCTTGA.... 24 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GTATTCGCCCGTGTGGTTA..................................................................... 19 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................GTGGTGCATTGCGAGTCTTGA.... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................................................................TTTATTCGCCCGTGTGGTTAC.................................................................... 21 2 1 1.00 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......GTTTTAGCGACCTTGCATCTG................................................................................................................................................................ 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................................................................................................TGGTGCATTGCGAGTCTTGA.... 20 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

...........................................TGAAAAAAGAGTGTCGCT.............................................................................................................................. 18 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................GAAAAAAGAGTGTCGCTTAACATA....................................................................................................................... 24 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................CAGTATTCGCCCGTGTGGTTAC.................................................................... 22 1 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....TAGTTTTAGCGACCTTGCATCTGAA.............................................................................................................................................................. 25 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

.............................................................................................................................................................CTGTGGTGGTGCATTGCGAGTCTT...... 24 0 1 1.00 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................GGTATTCGCCCGTGTGGTTAC.................................................................... 21 1 1 1.00 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:1193991-

1194177 -
dvi_24638 ATAAATCAAAATCGCTGG-AACG-T-----A-----------------GAC--------TT-----------TTTGTATC-------ACTTGTACTTT-TTTCTCA-------CAGCGAATTGTATTGATGTGTTAGCTTAATGATTGCGAGTCCCTCATAAGCGGGCACACCAATGCAGTTAATTGTGAAA-------------TGCC----------------------------------------------------------------------------------------------G-TACCAAGTGCATTGGCAAGACACC--------------------------ACCACGTAACGCTCAGAACTGAAA

droMoj3 scaffold_6540:5224998-
5225185 -

dmo_105 ATAAATTGATATCGCTTC-AACGTT-----A-----------------GAC--------CT-----------ATTGCATC-------ACTCGGATCAA-TCTCTCA-------CAGCGAATTGCATTGATGTGTTAGCTTGATGATTGCGATTCCCTCATAAGCGGGCACACCAATGCAGTTAGTTGTGAAA-------------TGCC----------------------------------------------------------------------------------------------G-GACCGCAGGCATTGGCAAGACACT--------------------------AGCACGTAACACTCAGAACTGAAA

droGri2 scaffold_14906:5077556-
5077697 +

ATAAATGTAAATCATTGTCATC--AT-CGA-TGC-ACTCGGTT-------------CTTTTGCTCACAGCACAA-ATAGC-------AATTGCATTGA-TGTGTTG----GCTTAATG-----------------------------------------------------------CAGTTAATTGTGAAA-------------TGCCT------------------------------------------------------------------------------------------------------------AGCAAGACACC--------------------------ACCACGTAACACTCTGAACTGAAA

droWil2 scf2_1100000004902:74485-
74568 +

ATAAATTCATGTCGGCGA---A---------------------------GA--------TG-----------ATGATGTG-------GCTC-------------------------------------------------------------------------------------------------------------AGTTGAATCACTCGCGTTGCATTCGT----------------------------------------------------------------------------------------------------------------------------------TCACTTAAGGTTTAGAACTGAAA

dp5 2:7233592-7233752 + ATAAATTCAGGACAACGC-------------GAC-AATTGTA------------TTAC-TT-----------CCG------------------------------------------------------------------------------------------------------------------------------------------------------------AAACGAAGCGAA----------------AGGAAACACTTCCTTGCGGGAAGTTCAGTTCAGTACGATCTTTCGCTACCA--------AGGAACACAACGTCACCACATCACCGCCACAAATCAAAGAACGTATGGCTTAGAACTAAAA
droPer2 scaffold_0:1094281-

1094441 +
ATAAATTCAGGACAACGC-------------GAC-AATTGTA------------TTAC-TT-----------CCG------------------------------------------------------------------------------------------------------------------------------------------------------------AAACGAAGCAAA----------------AGGAAACACTTCCTTGCGGGAAGTTCAGTTCAGTACGATCTTTCGTTACCA--------AGGAACACACCGTCACCACATCACCGCCACAAATCAAAGAACGTATGGCTTAGAACTAAAA

droAna3 scaffold_13340:867462-
867595 +

ATAAATCTTG---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CTTCCTGACCGACCGCGTCGCTTGTAACTCCGGAATCAAACTAAAACCGGAGATCTGGCCATGCAGCTCTTATAAGCAGAAGGTTCGATGTCCA-------------------------------------CCGCCACTTCGCTGCC---------AGCGCATCAGGTTT----------

droBip1 scf7180000394085:131652-
131785 -

ATAAATCTGG---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TTTCCTGACCGATCGCGGCACTTGTAACTCCGGAGTCAAACTAAAACCGGAGATCTGGCCATGCAGCTCTTATAAGCAGAAGGTTCGATGTCCA-------------------------------------CCGCCACTTCGCTGCC---------AGCGCATCAGGTTT----------

droKik1 scf7180000302475:1425656-
1425741 -

ATAAATTCAGGACGCGATCGAGACTC-CGA-GGC-ACTTTTCTTC-------------------------------------------------------------------------------------------------------------------------------------------------------ACACTGTTCCACCAATCGCGACACCTTCAAGCCAA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droFic1 scf7180000453800:2313409-
2313526 -

ATAAATACAGGACGCGTTCGGGTTTC-CGA-TTC-AATGCTGCACA---AA---------------------------TG-------AGTTCCACTGGGTTCTTCA----A----AAG--------------------------------------------------------------------------GGGTAAATGTGGATACCAAACGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droEle1 scf7180000490995:508676-
508814 +

ATAAATTCAGGACGCGTTCGAAGTTC-CGA-GGC-CATATTTCACA---AA--------TG-----------AT-AGATGGATATATAATATCACTGG-CCCTTCAAAAGGGG---CT----------------------------------------------------------------AAT-------CAGAACACCGATTTACCAACCGCGAAACGAACTATTCGA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAG

droRho1 scf7180000777158:16580-
16714 +

ATAAATTCAGAGCGCGATCAAAGTTC-CGA-GGC-AGTGTTGCACA---AATTA----ACT-----------GTTG-GGA-------CTTTTAACTGG-CCATTCA----AGGCGGCC----------------------------------------------------------------AAG-------AGGAGCACCGATTTACCAACCGCGACACGAACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droBia1 scf7180000302402:8322680-
8322808 -

ATAAATTCAGGACGCGATCCAAGTTC-CGA-GGC-GGCATTGCAAA---AG--------TC-----------ATTTGATT-------ATTTTCACTGA-TTGCTCA----AGGGGGCT--------------------------------------------------------------------------GAGAACACCGATTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droTak1 scf7180000415380:1406290-
1406421 +

ATAAATTCAGGACGCGATCCAAGTTC-CAA-AGCACAAATTGCACA---AA--------TT-----------ATGAAATT-------ATTTTCACTGG-CTCTTCAAT--AGGGGGCT--------------------------------------------------------------------------ATGAGCACCGATTTACCAATCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droEug1 scf7180000409692:709952-
710079 -

ATAAATTCAGGACGCGTTCAAAGTTC-CGA-GGC-GAAGTTGCACAATGGA--------TT-----------ATTATATT-------ATTCTCACTGA-TATTTCA----AGA--CTG--------------------------------------------------------------------------A--TATTTCGATTTACCAACCGCGACACGTACTACTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

dm3 chr3R:6233729-6233859 - ATAAATTCAGGACGCGATCGAAGTTCCCGA-GGC-AATTGTGGTCAAC-AA--------TT-----------AT-GTATG-------ATTTTAACTGA-TTCCTCG----GGGTATCG--------------------------------------------------------------------------AAGTACCTCGATTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA
droSim2 3r:14842986-14843115 + ATAAATTCAGGACGCGATCGAAGTTC-CGA-GGC-AATTGTGGTCAAC-AA--------TT-----------AT-GTATG-------ATTTTAACTGA-TTCCTCG----GGGTATCG--------------------------------------------------------------------------AAGTACATCGATTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA
droSec2 scaffold_0:15709555-

15709684 +
ATAAATTCAGGACGCGATCGAAGTTC-CGA-GGC-AATTGTGGTCAAC-AA--------TT-----------AT-GTATG-------ATTTTAACTGA-TTCCTCG----GGGTATCG--------------------------------------------------------------------------AAGTACATCGTTTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA

droYak3 3R:10262244-10262374 - ATAAATTCAGGACGCGATCGAAGTTC-CGA-GGC-AATTGTGGCCATC-AA--------AT-----------ATTTTATG-------ATCTTAACTGA-TTCTTCG----AGGGATCG--------------------------------------------------------------------------AAGAACATCGATTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA
droEre2 scaffold_4770:15384140-

15384270 +
ATAAATTCAGGACGCGATCGAAGTTC-CGA-GGC-AACTGTGGGCAAC-AA--------TT-----------ATTGTATG-------ATTCTAACAGA-TTCGTTG----GGGGATCG--------------------------------------------------------------------------AAGAACATCGATTTACCAACCGCGACACGTACTATTCCA-------------------------------------------------------------------------------------------------------------------------------------------GAACTAAAA
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Flybase annnotation

intron [Dvir\GJ23911-in]; CDS [Dvir\GJ23911-cds]; CDS [Dvir\GJ23911-cds]

No Repeatable elements found
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hide 3p reads  show mid mismatch reads

GCAACACAACAACAATGTATCCCGCACCGGTGCGTCACCCCGCCGCCGGGGTAAGTATACAGATTGCACTGGGACCCAATCAAGTGTTTTGCTAATTGTGTTTCGCCCCCATGTCCATCTTCAATACGTACAGGGACCACCACCTCAGGGTCCAATCAAATTTACCATTGCCGATACACTGGA
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Read
size

#
Mismatch

Hit
Count

Total
Norm Total

M047

female
body

SRR060681

Argx9_testes_total
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embryo_16-
30h

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096060

Ovary_Min_193

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR2096058

Ovary_Min_98

SRR2096056

Ovary_Min_46
..................................................GTAAGTATACAGATTGCACTGGGACCC.......................................................................................................... 27 0 1 6.00 6 0 0 0 1 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0
..................................................GTAAGTATACAGATTGCACTGGGAC............................................................................................................ 25 0 1 3.00 3 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTATACAGATTGCACTGGGACC........................................................................................................... 26 0 1 2.00 2 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTATACAGATTGCACTGGGA............................................................................................................. 24 0 1 2.00 2 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0
................................................................................................................................................................TTTACCATTGCCGATAC...... 17 0 1 1.00 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
.........................................................TACAGATTGCACTGGGACCC.......................................................................................................... 20 0 1 1.00 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
..................................................GTAAGTATACAGATTGCAC.................................................................................................................. 19 0 1 1.00 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
............CAATGTATCCCGCACCGGTGC...................................................................................................................................................... 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
..AACACAACAACAATGTATCCC................................................................................................................................................................ 21 0 1 1.00 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
...........................................................................................................................................CCACCTCAGGGTCCAATCAAA....................... 21 0 1 1.00 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
............................................................................................................................................CACCTCAGGGTCCAATCAAATTT.................... 23 0 1 1.00 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

CGTTGTGTTGTTGTTACATAGGGCGTGGCCACGCAGTGGGGCGGCGGCCCCATTCATATGTCTAACGTGACCCTGGGTTAGTTCACAAAACGATTAACACAAAGCGGGGGTACAGGTAGAAGTTATGCATGTCCCTGGTGGTGGAGTCCCAGGTTAGTTTAAATGGTAACGGCTATGTGACCT

**************************************************(((.((((..((((.(((.((((((.((((..(((.....))).)))).))......)))))))..))))...)))).)))..**************************************************
Read
size

#
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Count

Total
Norm Total

SRR060664

9_males_carcasses_total

SRR060670

9_testes_total

SRR060667

160_females_carcasses_total

SRR060687

9_0-
2h_embryos_total

V047

embryo

GSM1528803

follicle
cells

V053

head

V116

male
body

Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_13047:5452795-

5452977 +
dvi_24636 G---C-----------AACACAACAACAATGTATCCCGCACCGGTGCGTCACCCCGCCGCCGGGGTAAGTA--TAC-AGATTGCACTGGGACCC-------------------A---------------------ATCA--AGTGT----------------------------------------------TTT----GCTAATTGTGTTTCG------------------------------------------------------CCCCCA----------------------------------------------------------------------------------TG------------TCCATCTT---------------------CAATACG-TACAGGGACCACCACCTCAGGGTCCAATCAAATTTACCATTGCCGATACACTGGA

droMoj3 scaffold_6540:15826563-
15826746 +

dmo_1964 G---C-----------AACACAACAACAATGTATCCCGCACCGGTGCGTCACCCCGCCGCCGGGGTAAGTATT-A-AAGATTGCAATGGGACCC-------------------A---------------------ATCA--AGTGT----------------------------------------------TAT----ACTAATTGTGTTTCG------------------------------------------------------CCCCCA----------------------------------------------------------------------------------TG------------TCCATCTT---------------------CAATACG-AACAGGGACCACCACCTCAGGGCCCAATCAAATTTACCATTGCCGATACATTGGA

droGri2 scaffold_14906:10827906-
10828099 +

GCAAC-----ATCAACACAACAACAACAATGTATCCCGCACCGGTGCGTCACCCCGCCGCCGGGGTAAGTATTTAACAGATTGCAATGGGACCC-------------------A---------------------ATCA--AGTGT----------------------------------------------TTT----GCTAATTGTGTTTCG----------------C---CC------------------------------------CA----------------------------------------------------------------------------------TG------------TCCATCTC---------------------TATCTCT-CTCAGGGACCACCACCTCAGGGCCCAATCAAATTCACCATTGCCGATACATTGGA

droWil2 scf2_1100000004943:15498544-
15498762 +

GCA-------------ACAAAAACAAA-ATGTATCCCGCACCGGTGCGTCACCCTGCCGCCGGGGTAAGTAAC-A-TC---------------CTCCTACAACTAC----------TCC--------TACACCTAAGTGTTAATGTCAACCA-ATTCAT---------------------------------------------TTGGGTTTATCCTAATTGACCACCCCG---TCTCTCTT--------------------T-------------CTTT--GTAT--TCC-------------------------------------------------------------TA------------------------------------------AT----CAAT-TATAGGGACCACCACCTCAGGGCCCAATCAAATTTACCATTGCTGACACATTGGA

dp5 2:19171210-19171485 - -------------------ATAACAAC-ATGTATCCCCAACCGGTGCGTCACCCCGCGGCCGGGGTAAGTACC-A-CCAAT---------------------CCACTCCATACAGCCCCGCAGAGCCGAGACCCGAGCCACATTGTTGTCCACACTCTCTCGGGCCTCTCCTCCCCTCCCCCCCACCGA----TT----GCTAATTGTGTTTCT----------------T---CCTTTTTCTCACTCCCTCTCGC-------------------------------------TCGCCGA-----------------------------------------------C----------------TGTT--------T-ATCCCCCCCGCACTTGG------CACAC-CTCAGGGACCACCACCTCAGGGCCCAATCAAATTTACCATTGCCGATACATTGGA
droPer2 scaffold_3:1916524-1916798 - -------------------ATAACAAC-ATGTATCCCCAACCGGTGCGTCACCCCGCGGCCGGGGTAAGTACC-A-CCAAT---------------------CCACTCCACACAGCCCCGCAGAGCCGAGACCCGAGCCACATTGTTGTCCACACTCTCTCGGCCCTCGCCTCCCCTCCCCCCCACCGA----TT----GCTAATTGTGTTTCT----------------T---CCTTTTTCTCACTCCCTCTCGC-------------------------------------TCGCCGA-----------------------------------------------C----------------TGTT--------T-ATCCC-CCCGCACTTGG------CACAC-CTCAGGGACCACCACCTCAGGGCCCAATCAAATTTACCATTGCCGATACATTGGA
droAna3 scaffold_13340:11273901-

11274084 -
G---CATAACGT-AGAATAATAACAAC-ATGTATCCCTCACCGGTGCGTCACCCCGCGGCAGGGGTAAGTT--G-----G--------------------------------------------------------------TCATTGGTCACTCGCTGTCGGCCTCCTCC------------------------------T-AATGTGTACCA----------------C---CTTCTATCC-------------------------------------------------------------------------------------------------------------CAC--------------------------------------------CCATCTA-TATAGGGACCACCACCTCAGGGCCCGATTAAGTTCACTATCGCCGATACCTTAGA

droBip1 scf7180000396691:183495-
183684 -

GTAGA-----------ATAATAACAAC-ATGTATCCCTCACCGGTGCGTCACCCCGCCGCAGGGGTAAGTT--CACCTAG-TCCCATTGGTC-----------------------------------------------------------ACTCGCTGTCGGTC-----------------------------T----TCTAA-TGTGTCCCC---------------------CTTTTTT--------------------------CCCCCA------------------------------------------------------------------------------------TC--------TATCCATCT------------------------ATCAC-TCCAGGGACCACCACCTCAGGGCCCGATTAAGTTCACTATCGCCGATACCTTAGA

droKik1 scf7180000302261:84617-84828
-

G---T-----------AGAATAACAAC-ATGTATCCCTCACCGGTGCGTCACCCCGCCGCCGGGGTAAGTT--CACCACA---CAGTC-----------------------------CGGTA-----------------------------------TCTTGACCC--------------------------TGTGCCCGCTAATCATGTGTGT----------------C---TCTCTCTC--------------------T--CT---------AT----GTCT--CCCCCACCCCAC--GTGTC---------------------------------------------CACC--TA-CC---------------------CA------------CGCATTCC-AATAGGGACCACCACCTCAGGGCCCAATTAAGTTCACCATCGCCGACACATTGGA

droFic1 scf7180000454055:1778669-
1778919 +

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--TATTTGC---AAATAAATCCA-------------------ACCTCT------------------------------------------GACCC--------------------CAAGTCCGT----GCTAATTGTGCTTCT----------------G---TCTCTCCCTCTCTCCCTCTCTCCCTCTCT-------------CC----CCCG--TC---GCCTCATGTGTGCCGCCCACTTACT----------------------CGAC----CACCCACC--C----------A--------------------------TTTGGATCCG-CGTAGGGACCACCTCCTCAGGGTCCAATCAAGTTCACCATCGCCGACACATTGGA

droEle1 scf7180000491261:839865-
840099 -

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCAGACC-CGACGGGTCCA-------------------ATCTCT------------------------------------------GGCCC-------------------CCAAATCTGT----GCTAATTGTGTTTCT----------------G---TCTCTATC--------------------T-------------AC----CCCG--CCGCCTTGCCAT--GTGCCGCCCACACTA----------------------TTGAC----CCGCCACC--C----------A--------------------------TCAACACTTT-CGCAGGGACCACCTCCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA

droRho1 scf7180000780074:219482-
219716 +

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CTCCCGAT--CAATGGGTCCA-------------------ATTTCT------------------------------------------GGCCC-------------------CCAGATCCGT----GCTAATTGTGTCTCT----------------G---TCTCTCTC--------------------T-------------CC----TCCG--CCACCGCGCCATGT-TTCCGCCCACCCTT----------------------TTGAC----CACGCACC--A----------A--------------------------TCCCCATCCT-GGCAGGGACCACCTCCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA

droBia1 scf7180000302113:2070749-
2070960 +

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTC--CAACCGC------------CC-------------------ACCCCC------------------------------------------GAGCC-------------------CCGAATCCGT----GCTAATTGTGTTTC-----------------G---TTTCTCCC--------------------T-------------CTCC--CTC---CC---ACGCCATGTGATCCGCCCGC---------------CACA--------------------------TC--------GA--------------------------TGTCCGCCTG-CACAGGGACCACCTCCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA

droTak1 scf7180000415851:309964-
310186 -

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CAACCGA---AAA-----CCC------ACCC----------ACTCT------------------------------------------GACCC-------------------CCGAATCCGT----GCTAATTGTGTTTCT----------------GTTGTTTCTCTC--------------------C-------------CC-----CCA--CCACCTCGCCAT--GTG---------------------ACCACC--------------------------TAATCCTCGGTA--------------------------TCCAC--CTGATGCAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA

droEug1 scf7180000409682:743887-
744127 -

G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCTGCCGCCGGGGTAAGTT--CACCCGC---GATGGGGACCA-------------------ACCTCT------------------------------------------GACCC-------------------TTAAATCCGT----GCTAATTGTGTTTCT----------------G---TCTCTCTC--------------------T-------------CCC---CATT--AC---GCGCCAT--GTACCACCCACTCAT----------------CATCTATTGAACACGCGCCCACT--C----------A--------------------------CTTACATCCG-AATAGGGACCACCACCTCAGGGTCCAATTAAATTCACCATCGCCGACACATTGGA

dm3 chr3R:21869053-21869286 + CCAGC-----------CT---AACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCCGA---CAGTGGGTCCC-------------------ACCTCT------------------------------------------GACCC-------------------CCGAATCCGT----GCTAATTGTGTTTAT----------------G---TCTCTTTC--------------------C-------------AC----CACG--CC---GCGCCAT--GTGCCGCCCACGTACGGAACACCAACCACC--------------------------TC--------TA--------------------------TTCACATCTA-AATAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGATACACTGGA
droSim2 3r:21366041-21366274 + CCAGC-----------CT---AACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCCGC---CAGCGGGTCCC-------------------ACCTCT------------------------------------------GACCC-------------------CCGAATCCGT----GCTAATTGTGTTTAT----------------G---TCTCTCTC--------------------C-------------CC----CACG--CC---GCGCCAT--GTGCCGCCCACGCACGTAACACCAACCACC--------------------------TC--------TA--------------------------TTCACGTCCA-AATAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA

droSec2 scaffold_13:663565-663797 + CCAGC-----------CT---AACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCCGC---CAGCGGGTCCC-------------------ACCTCT------------------------------------------GACCC--------------------CGAATCCGT----GCTAATTGTGTTTAT----------------G---TCTCTCTC--------------------C-------------CC----CACG--CC---GCGCCAT--GTGCCGCCCACGCACGTAACACCAACCACC--------------------------TC--------TA--------------------------TTCACGTCCA-AATAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA
droYak3 3R:24605979-24606239 - G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCCGC---AAGTGGGTTCC-------------------ACCTCT------------------------------------------GACCC-------------------CCGAATCCGT----GCTAATTGTGTTTAT----------------G---TCTCTCTC--------------------TCTCAACCCTCACCCCACAACACT--TC---GTGCCAT--GTGCCGCCCACGCATGGAACACCAAAAACCTCACCTATTTAC------------------------CA--------------------------TTCACGTCCA-AATAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA
droEre2 scaffold_4820:6176657-

6176898 -
G---C-----------CTAACAACAAC-ATGTATCCCTCACCGGTGCGCCACCCCGCCGCCGGGGTAAGTT--CACCCGC---CAGTGGGTTCT-------------------ACCTCT------------------------------------------GACCC-------------------CCGAATCCGT----GCTAATTGTGTTTAT----------------G---TCTCTCTC--------------------T-------------CC----C-CGACCC---GTGCCACATGTGCCGCCCACGCATGGAACACCAACCACC--------------------------T----------A----TTC-AC-----------T---ATTCACGTCGA-AATAGGGACCACCACCTCAGGGTCCAATCAAGTTCACCATCGCCGACACACTGGA
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ID:

dvi_24632

Coordinate:

scaffold_12447:131-223 +

Confidence:

confident-exception

Class:

Canonical miRNA

Genomic Locale:

intergenic
[View on UCSC Genome Browser {Cornell Mirror}]

Legend: mature star mismatch in alignment mismatch in read

Predicted structure

Show Alternate Folds

Flybase annnotation

rRNA [Dvir\5.8SrRNA:GJ24758-RA]

No Repeatable elements found

mature

1. scaffold_597:454-475 +
2. scaffold_1225:906-927 +
3. scaffold_1295:440-461 +
4. scaffold_1318:183-204 +
5. scaffold_1436:209-230 +
6. scaffold_1982:9-30 +
7. dvi_24658  scaffold_2511:440-461 +
8. scaffold_2627:188-209 +
9. scaffold_2774:440-461 +

10. scaffold_2778:209-230 +
11. scaffold_3034:239-260 +
12. scaffold_5360:239-260 +
13. scaffold_5390:195-216 +
14. scaffold_8749:56-77 +
15. scaffold_8893:27-48 +
16. scaffold_9371:422-443 +
17. scaffold_10915:200-221 +
18. scaffold_11024:180-201 +
19. dvi_24632  scaffold_12447:146-167 +
20. scaffold_12646:97-118 +
21. scaffold_1296:440-461 +
22. scaffold_1704:439-460 +
23. scaffold_2492:438-459 +
24. scaffold_2503:273-294 +
25. scaffold_2513:440-461 +
26. scaffold_2593:440-461 +
27. scaffold_2775:430-451 +
28. scaffold_2779:440-461 +
29. scaffold_5263:287-308 +
30. scaffold_5785:328-349 +
31. scaffold_6581:441-462 +
32. scaffold_6975:440-461 +
33. scaffold_8298:271-292 +
34. scaffold_8869:440-461 +
35. scaffold_9492:3563-3584 +
36. scaffold_1206:26-47 +
37. scaffold_9474:23-44 +
38. scaffold_1701:1272-1293 -
39. scaffold_1983:1108-1129 -
40. scaffold_1991:1375-1396 -
41. scaffold_2469:1209-1230 -
42. scaffold_2473:1201-1222 -
43. scaffold_2776:788-809 -
44. scaffold_2777:987-1008 -
45. scaffold_3348:1271-1292 -
46. scaffold_3619:1036-1057 -
47. scaffold_3621:1156-1177 -
48. scaffold_7361:1580-1601 -
49. scaffold_7439:1394-1415 -
50. scaffold_8439:483-504 -
51. scaffold_9438:939-960 -
52. scaffold_9446:667-688 -
53. scaffold_9454:4677-4698 -
54. scaffold_9459:666-687 -
55. scaffold_10818:1309-1330 -
56. scaffold_11579:590-611 -
57. scaffold_12785:2764-2785 -
58. scaffold_644:324-345 +
59. scaffold_1201:190-211 +
60. scaffold_1430:220-241 +
61. scaffold_1432:441-462 +
62. scaffold_1434:399-420 +
63. scaffold_1711:268-289 +
64. scaffold_2493:103-124 +
65. scaffold_2512:440-461 +
66. scaffold_2782:432-453 +
67. scaffold_3617:263-284 +
68. scaffold_5246:369-390 +
69. scaffold_5251:312-333 +
70. scaffold_7193:441-462 +
71. scaffold_7399:306-327 +
72. scaffold_7654:583-604 +
73. scaffold_9211:719-740 +
74. scaffold_10365:375-396 +
75. scaffold_11052:790-811 +
76. scaffold_12598:342-363 +
77. scaffold_13036:403513-403534 +
78. scaffold_1438:965-986 -
79. scaffold_2491:1330-1351 -
80. scaffold_1700:1034-1055 -
81. scaffold_1703:995-1016 -
82. scaffold_2496:790-811 -
83. scaffold_2497:820-841 -
84. scaffold_2626:1112-1133 -
85. scaffold_3620:827-848 -
86. scaffold_5277:1182-1203 -
87. scaffold_5346:1016-1037 -
88. scaffold_10226:542-563 -
89. scaffold_10301:843-864 -
90. scaffold_10346:583-604 -
91. scaffold_10869:595-616 -
92. scaffold_12188:768-789 -
93. scaffold_1435:543-564 -
94. scaffold_1440:1062-1083 -
95. scaffold_1705:778-799 -
96. scaffold_1990:1308-1329 -
97. scaffold_2487:1394-1415 -
98. scaffold_2506:1394-1415 -
99. scaffold_2514:920-941 -

100. scaffold_2780:1352-1373 -
101. scaffold_2781:1086-1107 -
102. scaffold_3792:1333-1354 -
103. scaffold_6474:858-879 -
104. scaffold_6985:1052-1073 -
105. scaffold_8113:976-997 -
106. scaffold_8380:813-834 -
107. scaffold_9282:457-478 -
108. scaffold_9471:3865-3886 -
109. scaffold_9521:648-669 -
110. scaffold_9968:1394-1415 -
111. scaffold_10045:878-899 -
112. scaffold_12926:74904-74925 -
113. scaffold_1429:515-536 +
114. scaffold_6971:1133-1154 +
115. scaffold_8172:440-461 +
116. scaffold_2504:35-56 +
117. scaffold_2510:441-462 +
118. scaffold_7467:441-462 +
119. scaffold_8015:32-53 +
120. scaffold_8394:36-57 +
121. scaffold_8448:37-58 +
122. scaffold_8753:441-462 +
123. scaffold_9514:3774-3795 +
124. scaffold_10001:52-73 +
125. scaffold_13241:161-182 +
126. scaffold_1431:354-375 +
127. scaffold_1439:419-440 +
128. scaffold_2509:325-346 +
129. scaffold_2547:440-461 +
130. scaffold_3793:395-416 +
131. scaffold_7195:516-537 +
132. scaffold_9453:3623-3644 +
133. scaffold_9457:361-382 +
134. scaffold_10305:693-714 +
135. scaffold_645:324-345 +
136. scaffold_5478:440-461 +
137. scaffold_6455:504-525 +
138. scaffold_2479:956-977 -
139. scaffold_2495:617-638 -
140. scaffold_2773:922-943 -
141. scaffold_2477:1252-1273 -
142. scaffold_6534:1098-1119 -
143. scaffold_6546:815-836 -
144. scaffold_8842:1790-1811 -
145. scaffold_9246:1391-1412 -
146. scaffold_11972:732-753 -
147. scaffold_12528:223440-223461 -
148. scaffold_12731:17935-17956 -
149. scaffold_12926:109510-109531 -
150. scaffold_13036:27882-27903 -
151. scaffold_13341:61764-61785 -
152. scaffold_2628:227-248 +
153. scaffold_7242:384-405 +
154. scaffold_9868:3343-3364 +
155. scaffold_12737:33870-33891 +
156. scaffold_899:627-648 -
157. scaffold_1702:991-1012 -
158. scaffold_2499:487-508 -
159. scaffold_8705:1337-1358 -
160. scaffold_11933:724-745 -
161. scaffold_12720:37990-38011 -
162. scaffold_9455:1363-1384 -
163. scaffold_12860:3961-3982 -
164. scaffold_13036:1395-1416 -
165. scaffold_13036:96853-96874 -

star

1. scaffold_645:357-379 +
2. scaffold_1206:59-81 +
3. scaffold_2504:68-90 +
4. scaffold_2510:474-496 +
5. scaffold_2628:260-282 +
6. scaffold_5360:272-294 +
7. scaffold_5478:473-495 +
8. scaffold_6455:537-559 +
9. scaffold_7242:417-439 +

10. scaffold_7467:474-496 +
11. scaffold_8015:65-87 +
12. scaffold_8394:69-91 +
13. scaffold_8448:70-92 +
14. scaffold_8753:474-496 +
15. scaffold_9474:56-78 +
16. scaffold_9868:3376-3398 +
17. scaffold_10001:85-107 +
18. dvi_24632  scaffold_12447:179-201 +
19. scaffold_12737:33903-33925 +
20. scaffold_13241:194-216 +
21. scaffold_644:357-379 +
22. scaffold_1296:473-495 +
23. scaffold_1429:548-570 +
24. scaffold_1431:387-409 +
25. scaffold_1439:452-474 +
26. scaffold_1704:472-494 +
27. scaffold_2509:358-380 +
28. scaffold_2513:473-495 +
29. scaffold_2593:473-495 +
30. scaffold_2779:473-495 +
31. scaffold_3793:428-450 +
32. scaffold_6971:1166-1188 +
33. scaffold_6975:473-495 +
34. scaffold_7195:549-571 +
35. scaffold_8172:473-495 +
36. scaffold_8869:473-495 +
37. scaffold_9453:3656-3678 +
38. scaffold_9457:394-416 +
39. scaffold_9492:3596-3618 +
40. scaffold_10305:726-748 +
41. scaffold_597:487-509 +
42. scaffold_1200:28-50 +
43. scaffold_1203:7-29 +
44. scaffold_1208:3-25 +
45. scaffold_1295:473-495 +
46. scaffold_1318:216-238 +
47. scaffold_1982:42-64 +
48. scaffold_1989:32-54 +
49. scaffold_2488:5-27 +
50. dvi_24658  scaffold_2511:473-495 +
51. scaffold_2515:28-50 +
52. scaffold_5390:228-250 +
53. scaffold_7623:963-985 +
54. scaffold_8682:162-184 +
55. scaffold_8749:89-111 +
56. scaffold_8893:60-82 +
57. scaffold_10915:233-255 +
58. scaffold_11024:213-235 +
59. scaffold_12646:130-152 +
60. scaffold_13036:157928-157950 +
61. scaffold_1201:223-245 +
62. scaffold_1430:253-275 +
63. scaffold_1432:474-496 +
64. scaffold_1434:432-454 +
65. scaffold_2493:136-158 +
66. scaffold_2512:473-495 +
67. scaffold_3617:296-318 +
68. scaffold_5246:402-424 +
69. scaffold_5251:345-367 +
70. scaffold_7193:474-496 +
71. scaffold_7654:616-638 +
72. scaffold_9211:752-774 +
73. scaffold_10365:408-430 +
74. scaffold_11052:823-845 +
75. scaffold_13036:403546-403568 +
76. scaffold_1438:931-953 -
77. scaffold_1701:1238-1260 -
78. scaffold_1983:1074-1096 -
79. scaffold_1991:1341-1363 -
80. scaffold_2469:1175-1197 -
81. scaffold_2473:1167-1189 -
82. scaffold_2491:1296-1318 -
83. scaffold_2776:754-776 -
84. scaffold_3348:1237-1259 -
85. scaffold_3619:1002-1024 -
86. scaffold_3621:1122-1144 -
87. scaffold_7361:1546-1568 -
88. scaffold_7439:1360-1382 -
89. scaffold_9438:905-927 -
90. scaffold_9454:4643-4665 -
91. scaffold_9459:632-654 -
92. scaffold_10818:1275-1297 -
93. scaffold_11579:556-578 -
94. scaffold_12528:223406-223428 -
95. scaffold_12785:2730-2752 -
96. scaffold_1433:1072-1094 -
97. scaffold_1440:1028-1050 -
98. scaffold_2477:1218-1240 -
99. scaffold_2479:922-944 -

100. scaffold_2495:583-605 -
101. scaffold_2507:785-807 -
102. scaffold_2508:894-916 -
103. scaffold_2773:888-910 -
104. scaffold_3615:1183-1205 -
105. scaffold_3618:1108-1130 -
106. scaffold_6534:1064-1086 -
107. scaffold_6546:781-803 -
108. scaffold_8701:1323-1345 -
109. scaffold_8842:1756-1778 -
110. scaffold_9246:1357-1379 -
111. scaffold_9455:1329-1351 -
112. scaffold_11944:1292-1314 -
113. scaffold_11972:698-720 -
114. scaffold_12926:109476-109498 -
115. scaffold_13036:27848-27870 -
116. scaffold_1436:242-264 +
117. scaffold_2503:306-328 +
118. scaffold_2627:221-243 +
119. scaffold_2774:473-495 +
120. scaffold_2778:242-264 +
121. scaffold_3034:272-294 +
122. scaffold_5263:320-342 +
123. scaffold_6581:474-496 +
124. scaffold_8298:304-326 +
125. scaffold_9371:455-477 +
126. scaffold_1225:939-961 +
127. scaffold_2492:471-493 +
128. scaffold_2775:463-485 +
129. scaffold_5785:361-383 +
130. scaffold_2506:1360-1382 -
131. scaffold_2514:886-908 -
132. scaffold_2780:1318-1340 -
133. scaffold_3792:1299-1321 -
134. scaffold_6474:824-846 -
135. scaffold_8113:942-964 -
136. scaffold_9282:423-445 -
137. scaffold_10045:844-866 -
138. scaffold_1711:301-323 +
139. scaffold_2782:465-487 +
140. scaffold_7399:339-361 +
141. scaffold_12598:375-397 +
142. scaffold_12731:17901-17923 -
143. scaffold_1700:1000-1022 -
144. scaffold_1703:961-983 -
145. scaffold_2496:756-778 -
146. scaffold_2497:786-808 -
147. scaffold_2626:1078-1100 -
148. scaffold_2777:953-975 -
149. scaffold_3620:793-815 -
150. scaffold_5277:1148-1170 -
151. scaffold_5346:982-1004 -
152. scaffold_8439:449-471 -
153. scaffold_9446:633-655 -
154. scaffold_10301:809-831 -
155. scaffold_10346:549-571 -
156. scaffold_10869:561-583 -
157. scaffold_12188:734-756 -
158. scaffold_1435:509-531 -
159. scaffold_1705:744-766 -
160. scaffold_1990:1274-1296 -
161. scaffold_2781:1052-1074 -
162. scaffold_6985:1018-1040 -
163. scaffold_9471:3831-3853 -
164. scaffold_9968:1360-1382 -
165. scaffold_12926:74870-74892 -
166. scaffold_899:593-615 -
167. scaffold_1702:957-979 -
168. scaffold_2499:453-475 -
169. scaffold_8705:1303-1325 -
170. scaffold_9521:614-636 -
171. scaffold_10226:508-530 -
172. scaffold_11933:690-712 -
173. scaffold_12720:37956-37978 -

Sense Strand Reads

hide 3p reads  show mid mismatch reads

CCAATATTTTAAAAGTATATGTAAAATAAAGACATTTCGCAACACATTTTAGGTATAAACAATTTTATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTAATTTCTTTCAATAAAAACATTTGTGACGTAATGAAATAAACCAATATAAATTATCACTCTAAGCGGTGGATCACTCGGCTCATGG

**************************************************..(((((((...((((((((((((((((((.((((((((......))))))))..)))).))))))))))))))...))))).)).*********************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

GSM1528803

follicle
cells

M047

female
body

SRR1106728

larvae

SRR2096026

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR2096050

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR060681

Argx9_testes_total

SRR060678

9x140_testes_total

SRR060677

Argx9_ovaries_total

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

M061

embryo

SRR060684

140x9_0-
2h_embryos_total

SRR060654

160x9_ovaries_total
SRR2096059

Ovary_Min_164

SRR060670

9_testes_total

SRR060679

140x9_testes_total

SRR060659

Argentina_testes_total

SRR060689

160x9_testes_total

V047

embryo

SRR060686

Argx9_0-
2h_embryos_total

SRR060676

9xArg_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

SRR060675

140x9_ovaries_total

SRR060685

9xArg_0-
2h_embryos_total

M027

male
body

SRR2096058

Ovary_Min_98

SRR060660

Argentina_ovaries_total
SRR2096057

Ovary_Min_50

SRR060665

9_females_carcasses_total

V116

male
body

SRR060674

9x140_ovaries_total

SRR060683

160_testes_total

SRR060662

9x160_0-
2h_embryos_total

SRR1106727

larvae

SRR060656

9x160_ovaries_total

SRR2096038

embryo_0-
2h from 14
day old
Strain 9
mothers

SRR060658

140_ovaries_total
SRR2096055

Ovary_Min_43

SRR060687

9_0-
2h_embryos_total

SRR1106730

embryo_16-
30h

SRR2096013

Ovary_Strain_9_oxidized

SRR2096080

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096072

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR060673

9_ovaries_total

SRR060655

9x160_testes_total
SRR2096014

Ovary_Strain_160_oxidized

SRR1106716

embryo_4-
6h

M028

head

SRR060657

140_testes_total

SRR1106714

embryo_2-
4h

SRR2096056

Ovary_Min_46

SRR1106723

embryo_12-
14h

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

SRR2096060

Ovary_Min_193

SRR1106712

embryo_0-
2h

SRR060661

160x9_0-
2h_embryos_total

SRR060680

Â 9xArg_testes_total

SRR060663

160_0-
2h_embryos_total

SRR1106715

embryo_4-
6h

SRR060669

160x9_females_carcasses_total

SRR1106725

embryo_14-
16h

SRR060666

160_males_carcasses_total

SRR060688

160_ovaries_total

SRR1106729

mixed
whole
adult body

SRR060664

9_males_carcasses_total

SRR1106713

embryo_0-
2h

SRR1106722

embryo_10-
12h

SRR060667

160_females_carcasses_total

SRR1106717

embryo_6-
8h

SRR2096079

embryo_0-
2h from
15to16 day
old
dysgenic
mothers

SRR1106718

embryo_6-
8h

V053

head

SRR1106726

embryo_14-
16h

SRR060672

9x160_females_carcasses_total

SRR1106724

embryo_12-
14h

SRR1106720

embryo_8-
10h

SRR1106721

embryo_10-
12h

SRR060671

9x160_males_carcasses_total

SRR060668

160x9_males_carcasses_total

SRR1106719

embryo_8-
10h

.................................................................................................................................................................TCACTCTAAGCGGTGGATC............. 19 0 20 7596.95 151939 151788 0 0 0 0 0 0 37 0 0 42 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 3 0 56 0 0 0 0 0 0 0 0 0 9 0 0 2 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGC...... 26 0 20 2721.15 54423 47012 1454 0 0 1559 0 477 352 1331 338 0 140 0 0 272 36 0 0 0 0 256 0 469 0 640 0 0 0 0 0 0 0 0 0 0 0 0 0 53 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 10 15 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCT..... 26 0 20 1465.80 29316 21283 4748 0 0 0 0 33 0 0 0 0 6 1469 0 0 47 0 0 50 0 0 6 0 0 488 0 0 519 0 3 0 0 612 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 36 0 0 0 0 0 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGG....... 24 0 20 1108.60 22172 22014 0 0 0 0 0 0 0 33 3 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 10 72 0 17 3 0 0 0 15 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGCT..... 27 0 20 672.75 13455 10844 0 0 0 0 0 0 0 0 1734 50 0 0 0 0 0 0 187 0 0 31 0 35 0 0 0 0 0 0 0 23 0 0 0 0 0 210 0 0 0 0 0 0 0 38 11 0 0 0 172 0 0 0 8 0 0 0 0 0 0 0 0 63 0 20 0 0 11 0 0 7 0 0 0 0 11 0 0 0

.................................................................TATTGAAGGAATTGATATATGC.......................................................................................................... 22 0 20 591.70 11834 0 815 0 3378 0 0 967 0 1301 0 1393 0 0 0 0 1413 0 1576 0 0 0 0 0 16 0 0 333 0 0 0 417 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 218 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATG........................................................................................................... 21 0 20 421.80 8436 0 0 0 0 1254 2443 0 0 0 110 0 0 76 0 0 0 1562 0 897 0 0 0 0 0 0 1121 0 0 0 0 0 762 1 0 0 0 61 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 148 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCACTCGGCT..... 22 0 20 399.20 7984 7613 0 0 0 0 0 0 0 0 25 31 0 2 0 0 9 15 3 19 0 3 0 0 257 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGC...... 25 0 20 394.65 7893 0 0 6258 281 0 0 0 0 0 0 2 0 530 0 9 13 0 0 0 0 0 0 16 0 0 1 0 0 0 0 0 6 0 0 335 13 0 0 0 0 0 393 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 13 0 0 0 0 0 5 0 0 8 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCG........ 24 0 20 187.40 3748 1584 0 0 0 0 0 343 0 0 14 0 0 0 1032 365 0 0 0 0 0 0 0 0 0 0 0 0 0 0 74 308 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 14 0 13 1 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATC............. 18 0 20 153.90 3078 0 0 0 0 0 0 210 0 5 0 51 1249 77 606 0 237 0 0 0 0 0 0 0 0 0 0 46 115 1 0 0 0 0 377 0 0 51 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 48 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCA........................................................................................................ 24 0 20 143.90 2878 0 0 0 0 119 0 0 0 0 0 0 238 117 0 0 1 25 0 0 1334 0 0 0 0 0 0 0 0 0 0 0 0 0 0 248 614 0 0 0 71 0 0 0 17 0 0 0 6 0 0 0 0 0 0 88 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCC......................................................................................................... 23 0 20 117.65 2353 1 0 0 0 0 0 0 1317 0 0 0 183 0 0 0 0 0 0 0 0 224 0 0 0 0 0 0 0 224 296 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 45 31 0 0 0 32 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCG........ 23 0 20 113.15 2263 0 1572 0 0 22 351 0 23 0 0 0 0 0 72 0 0 0 0 0 0 0 25 33 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 39 0 0 0 0 0 0 69 0 0 0 0 0 0 0 0 0 0 0 0 0 0 46 0 0 0 0 0 11 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCA........................................................................................................ 22 0 20 98.25 1965 0 0 0 0 36 0 0 0 0 0 482 0 0 165 0 0 169 0 0 0 0 0 0 0 52 0 35 0 0 472 0 0 0 0 0 0 0 363 0 50 0 0 0 0 31 0 0 0 0 0 0 0 0 0 0 0 110 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTCGGCT..... 24 0 20 82.50 1650 974 0 0 0 0 0 0 0 0 0 0 0 0 0 14 2 0 0 0 0 0 0 0 512 0 0 0 0 123 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 12 0 1 0 0 0 0 2 0 0 4 0 0 0 0 0 6 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCA............ 19 0 20 80.85 1617 0 0 0 0 0 0 0 0 0 0 0 0 0 0 988 96 0 1 0 0 0 195 0 0 0 0 13 0 0 0 0 0 0 209 1 0 0 107 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGA...... 25 1 20 53.25 1065 1062 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTCGGCT..... 28 0 20 52.45 1049 0 548 0 38 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 21 0 0 0 0 0 401 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 14 5 0 5 0 2 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCAGTAAAA.................................................................................................. 28 0 20 45.80 916 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 810 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 94 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACT.......... 21 0 20 44.15 883 0 0 30 37 39 0 0 0 25 0 0 0 0 0 0 0 0 7 0 0 15 51 0 0 0 0 315 117 0 0 0 0 0 113 0 0 0 28 0 0 32 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 4 39 0 0 0 0 0 30 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATA........................................................................ 23 0 20 43.70 874 1 0 0 0 0 0 159 391 0 0 85 0 0 0 141 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 35 0 0 0 0 0 32 0 0 0 0 26 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTCA... 28 0 20 39.15 783 0 0 0 0 0 0 0 0 57 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 115 0 0 10 0 0 0 0 0 0 0 0 0 0 0 27 0 0 195 0 170 0 0 12 0 0 0 190 0 2 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCA............ 20 0 20 35.90 718 0 0 0 0 0 0 261 0 0 0 0 0 0 0 0 0 0 0 34 0 0 102 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 319 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGCTC.... 28 0 20 34.35 687 0 0 0 0 0 0 0 0 0 0 0 37 0 0 0 0 0 0 36 0 0 0 0 0 18 0 0 0 0 33 0 0 0 0 0 0 0 0 0 0 0 0 0 24 0 0 266 0 1 116 6 0 67 0 0 0 13 0 0 0 42 0 0 9 0 0 0 0 0 0 0 0 19 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGCTCA... 29 0 20 33.70 674 0 0 0 0 0 0 0 17 0 0 0 0 89 0 0 0 0 0 0 64 0 39 0 0 3 0 0 0 118 0 0 0 0 0 0 0 0 0 203 0 0 0 0 1 0 72 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 68 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCAGTAAA................................................................................................... 27 0 20 33.25 665 0 0 0 0 0 0 0 0 0 0 0 35 0 0 61 0 8 0 123 0 173 0 238 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 27 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCC......................................................................................................... 21 0 20 33.20 664 0 0 0 0 0 0 0 334 0 0 0 0 0 78 0 0 0 0 50 0 0 0 0 0 0 0 176 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 18 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGG................... 15 0 20 31.10 622 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 161 0 0 188 0 0 0 0 37 0 0 0 236 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCAC........... 19 0 20 30.75 615 596 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTC.... 27 0 20 30.15 603 0 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9 0 0 0 0 4 0 0 0 0 241 0 0 0 0 0 0 101 0 219 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 11 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0

..................................................................ATTGAAGGAATTGATATATGC.......................................................................................................... 21 0 20 28.55 571 0 0 0 0 0 0 0 78 32 0 0 0 0 0 32 0 0 131 0 0 0 0 0 0 0 0 0 0 24 0 6 0 0 98 0 0 0 0 0 0 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 10 128 0 0 0 0 3 0 0 0 0 0 0 24 0 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCAGTAA.................................................................................................... 26 0 20 28.15 563 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 155 0 198 187 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 22 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGA............... 18 0 20 28.15 563 242 0 0 0 0 0 0 0 0 0 0 50 0 63 0 14 0 0 0 0 20 0 0 0 0 0 0 2 0 0 70 0 0 78 1 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACT.......... 19 0 20 26.10 522 373 0 0 0 0 0 0 0 0 0 0 6 0 93 0 0 0 0 0 0 3 0 6 0 0 0 1 0 0 0 0 0 0 0 0 9 4 0 0 0 11 2 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATAT............................................................................................................ 20 0 20 25.75 515 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 67 122 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 19 0 0 0 1 0 0 0 0 0 0 169 0 0 0 0 56 0 0 71 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGAT.............. 15 0 20 25.65 513 512 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCACTCG........ 19 0 20 25.55 511 397 84 0 0 0 0 0 0 0 0 0 2 0 0 0 23 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTCGGC...... 27 0 20 25.40 508 0 0 0 0 0 0 0 0 0 0 0 14 0 0 0 1 0 0 0 0 0 0 0 0 0 1 167 0 0 0 0 0 0 0 0 4 0 0 0 172 0 0 0 0 142 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................AATTATCACTCTAAGCGG................... 18 0 20 25.30 506 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 100 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 140 162 0 103 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACTCGGC...... 28 0 20 24.85 497 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 12 0 39 0 0 0 0 0 0 0 0 20 0 0 27 0 0 0 0 0 0 0 0 358 0 0 0 0 0 0 0 0 0 0 0 15 0 1 0 1 0 0 0 0 22 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGAT.............. 18 0 20 24.80 496 0 155 0 0 0 0 0 0 0 0 0 0 0 88 0 0 71 0 13 39 0 0 0 15 0 0 0 0 0 0 111 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTCG........ 22 0 20 22.65 453 0 143 0 0 0 76 0 0 0 0 0 0 0 0 62 92 0 0 0 0 0 6 0 0 0 0 0 0 0 9 0 0 0 0 0 35 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 3 0 0 0 0 0 0 23 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGG....... 25 0 20 22.60 452 0 0 0 0 0 0 228 0 0 0 18 0 0 0 91 0 0 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 94 0 0 0 8 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGA.......................................................................................................... 22 1 20 22.45 449 0 0 0 201 0 0 38 0 46 0 0 0 0 0 0 0 0 0 0 29 0 0 18 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 90 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTCGGCTCA... 27 0 20 22.10 442 0 345 0 0 4 25 0 0 1 0 0 0 0 0 0 0 0 0 0 19 0 9 0 0 0 0 0 0 0 13 0 0 0 2 0 0 6 0 0 0 0 0 0 0 8 0 0 5 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATGC.......................................................................................................... 23 0 20 21.75 435 0 23 0 0 12 47 0 0 13 39 31 0 13 0 0 38 0 0 0 0 0 0 39 0 0 0 0 0 48 0 0 0 0 0 0 0 10 0 0 0 0 5 35 31 0 0 0 34 0 0 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACT.......... 22 0 20 20.55 411 0 0 21 0 0 0 0 0 8 0 0 284 0 0 80 0 0 1 16 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAA....................................................................... 24 0 20 20.45 409 0 0 0 0 0 0 0 0 2 0 0 0 0 0 53 0 1 0 103 0 0 120 113 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCACTCGGCTCATG. 26 0 20 20.30 406 399 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCA......................................................................................................... 23 1 20 18.90 378 0 0 0 0 0 0 0 291 0 8 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 31 0 0 0 0 0 0 0 0 0 21 0 22 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTG................. 15 0 20 18.75 375 0 0 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 175 0 0 0 0 0 0 0 0 0 2 0 146 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 31 0 0 0 0 0 0 0 0 0

............................................................................................................................................................................GGTGGATCACTCGGCTCATG. 20 0 20 18.70 374 0 268 0 6 0 0 0 0 0 9 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 47 3 0 0 0 0 0 0 8 0 15 0 2 0 0 0 1 0 0 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGG................... 17 0 20 18.65 373 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 84 0 289 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGGTGGAT.............. 21 0 20 17.10 342 297 0 0 0 0 0 4 0 0 0 4 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 20 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTCGGCTC.... 29 0 20 16.60 332 0 42 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 199 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 77 0 2 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATA............................................................................................................. 19 0 20 15.55 311 0 0 3 0 0 0 0 0 0 3 12 38 0 13 0 7 30 0 0 0 0 0 0 0 160 0 0 3 0 0 10 0 1 0 0 0 0 0 5 7 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 6 3 0 0 0 0 8 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCAC........... 20 0 20 15.05 301 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 95 0 0 0 0 0 47 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 51 85 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAAA...................................................................... 25 0 20 14.55 291 0 0 0 0 0 0 0 0 0 0 124 0 0 0 0 0 0 0 134 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 23 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 1 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCA............ 22 0 20 14.45 289 234 0 0 0 0 18 0 0 0 0 0 0 0 0 0 0 0 0 9 0 0 0 0 0 0 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 8 0 0 1 0 3 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGGC...... 22 0 20 14.25 285 0 40 141 0 6 0 11 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 48 0 0 0 0 0 0 0 0 0 0 0 3 17 0 4 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCAC........... 23 0 20 13.60 272 245 0 0 0 0 15 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 3 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTT...................................................................................... 42 0 20 13.30 266 0 0 29 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168 0 0 0 0 0 0 0 0 0 0 0 0 0 69 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCAA....................................................................................................... 25 1 20 12.95 259 0 0 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 211 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 24 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCC............ 19 1 20 12.40 248 232 0 0 0 0 0 0 0 0 0 0 7 0 0 1 0 0 0 0 0 0 0 0 2 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTCGGC...... 24 0 20 12.25 245 0 0 135 0 0 17 0 16 0 0 0 0 0 0 0 0 9 0 0 0 0 0 0 0 0 0 10 0 0 0 0 21 0 6 0 0 0 13 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATC............. 20 0 20 11.70 234 0 0 1 0 0 0 27 0 0 0 0 35 0 0 0 0 0 0 0 48 0 0 0 0 0 0 0 44 0 0 0 0 0 0 0 0 0 11 0 0 0 0 0 0 11 0 0 0 0 0 0 0 0 0 0 0 1 0 4 0 29 23 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCA............ 21 0 20 11.70 234 0 0 0 0 0 0 0 0 0 0 32 0 2 0 0 0 75 0 0 0 0 0 33 0 0 0 0 0 0 41 0 0 0 0 0 0 0 0 0 0 0 0 0 51 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATG........................................................................................................... 22 0 20 11.45 229 0 0 0 0 0 0 0 0 0 5 0 7 0 25 0 0 0 0 0 66 0 0 44 0 0 0 4 12 0 0 0 0 0 0 0 0 0 43 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 18 0 0 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAAAA..................................................................... 26 0 20 11.25 225 0 63 0 12 0 5 0 0 0 0 0 0 0 0 0 0 0 0 63 0 74 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGC.......................................................................................................... 20 0 20 11.05 221 3 0 0 0 0 20 0 56 0 0 0 0 0 0 0 0 0 0 13 0 0 0 0 0 0 99 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACT.......... 18 0 20 10.75 215 213 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTCGGC...... 23 0 20 10.75 215 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 76 0 0 0 0 104 0 0 0 0 0 0 0 0 0 0 0 0 14 0 3 3 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 1 0

........................................................................................................................................................................AAGCGGTGGATCACTCGGCT..... 20 0 20 10.70 214 0 0 0 0 0 9 0 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 0 106 0 0 0 0 0 0 0 0 1 0 3 20 0 0 0 0 0 0 5 0 0 0 23 33 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGA............... 19 0 20 10.65 213 94 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 12 7 0 0 0 0 0 0 2 2 0 0 0 0 0 38 0 0 0 0 0 0 0 0 40 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTCG........ 21 0 20 10.35 207 141 51 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACT.......... 20 0 20 10.20 204 0 0 0 0 0 0 39 0 5 0 0 0 0 0 0 38 39 0 0 0 0 4 0 1 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 2 0 0 0 0 0 62 0 2 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTC......... 23 0 20 10.10 202 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 20 0 0 0 0 0 0 40 0 0 0 0 0 0 0 0 0 31 2 0 0 7 33 0 31 0 0 0 0 0 0 21 0 0 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAAT......................................................................... 22 0 20 9.50 190 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 42 0 73 0 69 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGCC..... 27 1 20 8.65 173 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 173 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTCATGG 31 0 20 8.55 171 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTCGGCTC.... 25 0 20 8.45 169 0 148 0 0 0 0 0 0 0 0 3 0 0 0 0 1 3 0 1 6 0 4 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCAC........... 21 0 20 8.35 167 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 6 0 0 0 83 0 0 16 7 0 0 0 22 0 0 0 0 0 0 0 0 0 20 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCAC........... 16 0 20 7.95 159 159 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TGAAGGAATTGATATATGCCA........................................................................................................ 21 0 20 7.65 153 0 0 0 0 0 0 9 0 0 0 0 0 0 0 23 0 0 0 0 0 42 0 0 0 1 28 1 0 0 39 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCACTCGGC...... 21 0 20 7.55 151 0 0 98 0 0 0 0 0 0 0 0 0 2 0 0 5 0 0 0 1 0 0 8 0 0 0 0 0 0 1 0 15 0 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTCATG. 30 0 20 7.40 148 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 38 0 0 0 0 0 0 0 0 0 0 0 0 30 0 0 12 0 0 0 0 1 0 0 0 0 64 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACTCGG....... 27 0 20 7.35 147 0 26 0 37 0 41 0 0 0 2 10 1 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 1 2 0 0 0 0 0 3 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 3 0 0 11 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGT.................. 18 0 20 6.85 137 0 0 7 0 0 0 4 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 52 0 0 0 0 0 0 0 6 51 0 0 0 0 12 0 0 0 1 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................................AGCGGTGGATCACTCGGCTC.... 20 0 20 6.45 129 0 120 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTCGGCTCA... 26 0 20 6.45 129 0 101 2 0 0 5 0 1 0 1 0 0 0 0 10 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

...................................................................................................................................TGACGTAATGAAATAAACCAATATAAAT.................................. 28 0 20 6.40 128 0 0 0 0 29 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 20 0 0 0 0 0 0 0 0 2 0 0 0 0 0 13 0 0 29 0 0 0 0 0 0 0 0 30 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................................ATTGAAGGAATTGATATATG........................................................................................................... 20 0 20 6.10 122 0 0 0 0 0 0 0 0 0 4 0 2 0 0 0 0 0 0 0 0 10 0 8 0 0 33 0 0 0 0 4 11 0 11 0 39 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGG................... 16 0 20 6.05 121 0 0 87 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 34 0 0 0 0 0 0 0

........................................................................................................................................................................AAGCGGTGGATCACTCGGCTCA... 22 0 20 5.90 118 0 112 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

........................................................................................................................................................TATAAATTATCACTCTAAGCGGTGGA............... 26 0 20 5.85 117 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 98 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCA............ 18 0 20 5.50 110 0 0 0 0 0 0 0 0 0 0 8 0 0 31 37 0 0 0 0 0 7 13 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACG.......... 21 1 20 5.50 110 0 0 0 0 0 0 65 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 31 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGGCT..... 23 0 20 5.35 107 0 0 0 0 0 0 0 5 0 34 0 0 0 0 0 0 6 6 0 2 0 2 4 0 0 0 3 0 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 20 0 0 0 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 3 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTCGG....... 26 0 20 5.35 107 0 0 0 0 19 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 1 27 0 0 8 0 0 0 0 0 6 0 0 0 3 0 0 0 24 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.........................................................................................................................................................................AGCGGTGGATCACTCGGC...... 18 0 20 5.35 107 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 87 0 0 0 0 0 0 0 5 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATGCCAGT...................................................................................................... 27 0 20 5.20 104 0 8 0 0 3 49 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 18 0 10 0 5 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGAG.............. 17 1 20 5.15 103 103 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGGCTC.... 24 0 20 5.15 103 0 66 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 1 0 0 0 0 5 0 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCA............ 17 0 20 4.90 98 98 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................................................................................................................TAAGCGGTGGATCACTCGGC...... 20 0 20 4.75 95 0 46 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 36 0 0 0 0 0 0 0 0 0 1 0 3 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTC......... 24 0 20 4.75 95 0 80 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 4 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACT.......... 23 0 20 4.75 95 0 0 0 4 0 0 33 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 2 16 0 10 0 0 5 0 0 0 5 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGAT.............. 20 0 20 4.70 94 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 7 10 0 0 6 0 0 0 15 0 16 0 0 3 0 8 0 0 0 0 0 0 0 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 8 0 0 0 2 0 0 0 0 0 0 2 0

.................................................................TATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTAAT................................................................................... 45 0 20 4.60 92 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 57 0 0 0 0 0 0 0 0 30 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0

..................................................................ATTGAAGGAATTGATATATGCC......................................................................................................... 22 0 20 4.40 88 0 0 0 0 0 0 0 0 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 66 0 0 8 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 3 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATC............. 21 0 20 4.40 88 0 0 0 0 0 0 0 12 0 0 4 0 0 0 14 1 0 0 8 0 0 0 0 0 0 0 1 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 21 12 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 7 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0

............................................................................................................................................................................GGTGGATCACTCGGCTCAT.. 19 0 20 4.35 87 13 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 28 0 0 0 0 8 0 0 0 0 0 1 0 0 0 0 5 0 2 20 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

........................................................................................................................................................................AAGCGGTGGATCACTCGGC...... 19 0 20 4.15 83 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 4 0 0 0 0 1 0 0 0 0 0 63 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATG........................................................................................................... 19 0 20 4.15 83 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 4 0 9 0 0 20 0 0 0 8 0 0 0 0 6 26 0 0 0 1 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0

...............................................................................................................................................................................GGATCACTCGGCTCATGG 18 0 20 4.15 83 0 0 0 0 0 0 0 0 0 0 0 0 0 0 31 0 0 0 0 2 0 0 0 0 0 0 0 0 1 0 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 45 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACTCG........ 26 0 20 4.10 82 0 29 0 0 0 0 0 0 0 0 0 7 0 0 29 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 13 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTCAT.. 29 0 20 4.10 82 0 0 0 0 0 0 0 0 3 69 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 5 0 0 0

..............................................................................................................................................................................TGGATCACTCGGCTCATG. 18 0 20 3.85 77 0 50 0 0 0 0 5 1 0 0 0 2 0 0 9 0 0 0 0 0 0 0 0 0 1 0 3 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTC......... 19 0 20 3.85 77 0 41 0 2 0 0 0 0 0 0 21 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTC......... 22 0 20 3.85 77 0 0 0 0 0 0 0 0 15 0 4 0 0 0 0 0 20 0 0 0 0 0 0 0 0 0 13 0 0 0 0 0 0 0 0 0 15 0 8 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GTATTTTTAATTTCTTTCAATA........................................................................ 22 0 20 3.80 76 0 44 0 0 0 18 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 3 0 0 2 0 0 0 0 0 0 0 0 0 1 0 0

..............................................................TTTTATTGAAGGAATTGATATATGC.......................................................................................................... 25 0 20 3.70 74 0 0 0 0 0 0 0 0 0 9 0 0 0 23 0 0 0 0 0 0 0 17 0 0 0 0 0 0 9 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................................AAATTATCACTCTAAGCGG................... 19 0 20 3.60 72 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 16 29 0 0 0 0 0 0 0 25 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCT........................................................................................................ 24 1 20 3.60 72 0 0 0 0 0 0 0 0 9 5 0 17 0 0 0 0 0 0 32 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTT........................................................................................ 40 0 20 3.60 72 0 0 15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 26 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 18 0 0 0 7

.................................................................TATTGAAGGAATTGATATATGCCAAA...................................................................................................... 26 2 20 3.50 70 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 42 0 0 0 0 0 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 2 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

............................................................................................................................................................................GGTGGATCACTCGGCTCA... 18 0 20 3.30 66 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 3 10 0 0 0 33 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCC........................................................................................................ 24 1 20 3.25 65 1 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 28 3 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 2 0 0 12 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................................GTGGATCACTCGGCTCAT.. 18 0 20 3.10 62 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 2 2 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 3 0 0 1 41 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGC............... 17 1 20 3.00 60 60 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGGCTCA... 25 0 20 3.00 60 0 42 0 0 0 0 0 0 0 0 1 3 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................TGACGTAATGAAATAAACCAATATAAA................................... 27 0 20 2.90 58 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 43 0 0 0 0 0 0 3 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTT....................................................................................... 41 0 20 2.75 55 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 18 0 0 0 0 0 0 19 0 0 0 0 12 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCAGT...................................................................................................... 24 0 20 2.70 54 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 16 0 0 0 0 0 0 0 0 26 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACTC......... 25 0 20 2.70 54 0 36 0 0 0 0 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGTGGA............... 21 0 20 2.65 53 0 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0 11 0 0 0 14 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCA............ 16 0 20 2.65 53 53 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GTATTTTTAATTTCTTTCAATAAAA..................................................................... 25 0 20 2.60 52 0 0 0 0 0 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 34 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCA........................................................................... 20 0 20 2.50 50 0 31 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0

.................................................................TATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTT..................................................................................... 43 1 20 2.50 50 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 26 0 0 0 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 10 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCT......................................................................................................... 23 1 20 2.45 49 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTCGGCT..... 25 0 20 2.40 48 0 0 0 0 0 0 0 0 7 0 10 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 17 0 0 0 0 0 0 2 0 0 5 0 0 0 0 0 0 0 0

...................................................................................................GTATTTTTAATTTCTTTCAATAAA...................................................................... 24 0 20 2.35 47 1 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 1 0 0 0 0 0 0 0 0 0 24 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGGTGGA............... 20 0 20 2.35 47 0 0 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 1 0 5 0 0 0 0 0 0 0 0 0 16 0 0 0 0 0 0 0 0 0 0 0 9 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTCGGCTC.... 26 0 20 2.30 46 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 16 0 0 0 0 0 0 0 0 0 0 0 0 10 0 0 2 0 7 6 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................GTATTTTTAATTTCTTTCAAT......................................................................... 21 0 20 2.25 45 0 0 0 0 0 0 0 0 0 0 11 0 0 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 18 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCG........ 20 0 20 2.25 45 0 0 0 0 0 0 0 2 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 28 0 4 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATGCCA........................................................................................................ 25 0 20 2.20 44 0 0 0 0 0 0 24 0 0 0 0 3 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGAA......................................................................................................... 23 2 20 2.20 44 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..........................................................................................................................................................TAAATTATCACTCTAAGCGG................... 20 0 20 2.15 43 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 34 0 0 0 0 0 0 0 0 0 0 0 0 9 0 0 0

................................................................................................................................................................ATCACTCTAAGCGGTGGATCACTCGGCA..... 28 1 20 2.15 43 43 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................TTTATTGAAGGAATTGATATATGCCAG....................................................................................................... 27 0 20 2.15 43 0 0 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 10 20 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGGTGGATCACTCGGC...... 29 0 20 2.10 42 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 30 0 0 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGTGG................ 20 0 20 2.10 42 0 0 0 0 0 0 11 0 0 0 0 4 0 0 0 0 0 0 0 4 0 4 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 1 0 0 4 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................................................................CTAAGCGGTGGATCACTC......... 18 0 20 2.10 42 0 0 0 0 0 2 0 1 0 0 0 0 0 0 0 21 5 0 0 0 0 0 0 0 0 0 4 0 0 0 0 6 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGGCTCATG. 31 0 20 2.10 42 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 14 0 0 0 0 0 0 0 0 0 0 0 18 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0

.................................................................................................................................................................TCACTCTAAGCGGTGGATCACTCGA....... 25 1 20 1.95 39 34 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................TATTGAAGGAATTGATATATGCCAGT...................................................................................................... 26 0 20 1.90 38 0 0 1 8 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 3 0 0 0 2 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATA............. 17 1 20 1.90 38 38 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................................................................CTCTAAGCGGTGGATCACTC......... 20 0 20 1.90 38 0 0 0 0 1 0 0 0 0 0 16 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 6 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 3 0 6 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATGCA......................................................................................................... 24 1 20 1.85 37 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 22 0 2 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................TTTTATTGAAGGAATTGATATATGCCAG....................................................................................................... 28 0 20 1.85 37 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 3 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 2 15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGG....... 21 0 20 1.85 37 0 0 0 6 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 11 6 0 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAAAAA.................................................................... 27 0 20 1.85 37 0 35 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................TATTTTTAATTTCTTTCAATAAA...................................................................... 23 0 20 1.85 37 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 27 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATATGCCAG....................................................................................................... 26 0 20 1.80 36 0 0 0 5 0 0 14 0 0 1 0 0 0 0 0 0 14 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACT.......... 24 0 20 1.80 36 0 0 0 0 0 0 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 6 0 7 0 0 0 0 2 0 0 0 0 0 0 0 5 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAAAAACA.................................................................. 29 0 20 1.80 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...........................................................................................................................................................................CGGTGGATCACTCGGCTCA... 19 0 20 1.75 35 0 0 0 0 0 0 0 0 0 0 0 0 0 13 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 1 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................ATTGAAGGAATTGATATATGCCA........................................................................................................ 23 0 20 1.75 35 0 0 0 0 0 0 0 4 0 1 0 0 0 0 0 0 0 0 6 0 7 0 5 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0

.....................................................................................................................................................................TCTAAGCGGTGGATCACTCGGCTCATGG 28 0 20 1.75 35 0 28 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................TGAAGGAATTGATATATGCCAG....................................................................................................... 22 0 20 1.75 35 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 21 3 0 0 0 0 0 1 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................TTTATTGAAGGAATTGATATATGCCA........................................................................................................ 26 0 20 1.70 34 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 13 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................TTGAAGGAATTGATATATGCCT........................................................................................................ 22 1 20 1.70 34 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 8 0 0 9 0 0 0 0 0 0 0 10 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 2 0 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGTGGATCACTCGGC...... 30 0 20 1.55 31 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 17 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 4 3 0 0 0

...................................................................TTGAAGGAATTGATATATGCCC........................................................................................................ 22 1 20 1.50 30 0 9 0 0 0 0 0 0 0 0 0 0 0 0 0 18 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTGGATCACTCGGCT..... 29 0 20 1.50 30 0 0 0 0 8 0 0 0 6 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 12 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGGTGGATC............. 22 0 20 1.50 30 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 12 0 0 0 2 0 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................................TTTATTGAAGGAATTGATATATGCCAGT...................................................................................................... 28 0 20 1.50 30 0 0 0 0 0 27 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGTGGATCACTC......... 27 0 20 1.45 29 0 0 0 0 0 0 0 0 0 0 7 2 0 0 1 0 3 0 3 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 2 0 0 0 0

.............................................................................................................................................................ATTATCACTCTAAGCGGTGGATCACT.......... 26 0 20 1.45 29 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 10 5 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................TTATTGAAGGAATTGATATAT............................................................................................................ 21 0 20 1.40 28 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 16 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 8 0 0 0 0 0 0 0 0 0 0 0 0

..............................................................................................................................................................TTATCACTCTAAGCGGTGGATCA............ 23 0 20 1.40 28 26 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................................CACTCTAAGCGGTGGATCACTCGGCTCC... 28 1 20 1.40 28 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 25 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0

..................................................................................................TGTATTTTTAATTTCTTTCAATAAT...................................................................... 25 1 20 1.40 28 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 14 0 0 0 0 0 0 0 0 0 0 4 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................TGACGTAATGAAATAAACCAATATAA.................................... 26 0 20 1.35 27 0 0 0 0 0 2 0 0 3 0 10 0 3 0 0 0 0 0 0 0 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................................ACTCTAAGCGGTGGATCACTC......... 21 0 20 1.35 27 0 0 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 7 0 0 2 0 0 0 0 1 0 0 0 2 0 0 0 0 2 0 0 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 0 0 0 0 0

...............................................................................................................................................................TATCACTCTAAGCGGTG................. 17 0 20 1.30 26 25 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Anti-sense strand reads

GGTTATAAAATTTTCATATACATTTTATTTCTGTAAAGCGTTGTGTAAAATCCATATTTGTTAAAATAACTTCCTTAACTATATACGGTCATTTTACCACATAAAAATTAAAGAAAGTTATTTTTGTAAACACTGCATTACTTTATTTGGTTATATTTAATAGTGAGATTCGCCACCTAGTGAGCCGAGTACC

*********************************************************..(((((((...((((((((((((((((((.((((((((......))))))))..)))).))))))))))))))...))))).)).**************************************************
Read
size

#
Mismatch

Hit
Count

Total
Norm Total

SRR2096013

Ovary_Strain_9_oxidized

SRR2096014

Ovary_Strain_160_oxidized

SRR2096057

Ovary_Min_50

SRR2096059

Ovary_Min_164

SRR060678

9x140_testes_total
SRR2096058

Ovary_Min_98

SRR060686

Argx9_0-
2h_embryos_total

SRR060674

9x140_ovaries_total

SRR060682

9x140_0-
2h_embryos_total

M047

female
body

SRR060654

160x9_ovaries_total

SRR060675

140x9_ovaries_total

SRR060677

Argx9_ovaries_total

SRR060679

140x9_testes_total

V047

embryo

SRR060662

9x160_0-
2h_embryos_total

SRR060670

9_testes_total

SRR060673

9_ovaries_total

SRR060681

Argx9_testes_total

SRR060684

140x9_0-
2h_embryos_total

SRR060685

9xArg_0-
2h_embryos_total

SRR060688

160_ovaries_total

SRR1106712

embryo_0-
2h

SRR1106714

embryo_2-
4h

SRR2096055

Ovary_Min_43

SRR2096056

Ovary_Min_46

SRR2096060

Ovary_Min_193

SRR2096061

embryo_0-
2h from 14
day old
Strain 160
mothers

SRR2096081

embryo_0-2h
from 15to16
day old
nondysgenic
mothers

V116

male
body

.....................................................GTATTTGTTAAAATAACTTCCTTA.................................................................................................................... 24 1 20 0.90 18 18 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCATATTTGTTAAAATAACTTCCTTA.................................................................................................................... 26 0 20 0.50 10 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................................................................................................................GTTATATTTAATAGTGAGATTC...................... 22 0 20 0.45 9 0 0 0 6 2 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................ATTTGGTTATATTTAATAGTGAGATTC...................... 27 0 20 0.20 4 0 0 0 0 0 0 2 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................TATTTGTTAAAATAACTTCCTTA.................................................................................................................... 23 0 20 0.15 3 0 0 0 0 1 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................CCTGGTTATATTTAATAGTGAGATTC...................... 26 2 20 0.15 3 0 0 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................TTGGTTATATTTAATAGTGAGATTC...................... 25 0 20 0.15 3 0 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................CCATATTTGTTAAAATAACTTCCT...................................................................................................................... 24 0 20 0.10 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................ATTGGTTATATTTAATAGTGAGATTC...................... 26 1 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................GTTATTTTTGTAAACACTGCATT...................................................... 23 0 20 0.10 2 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

......................................................................................................................TATTTTTGTAAACACTGCATTAC.................................................... 23 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.....................................................ATATTTGTTAAAATAACTTCCTTA.................................................................................................................... 24 0 20 0.10 2 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................TTGGTTATATTTAATAGTGAGATT....................... 24 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0

...............................................................................................................AGAAAGTTATTTTTGTAAACACTGCATT...................................................... 28 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0

...........................................................GTTAAAATAACTTCCTTA.................................................................................................................... 18 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0

..................................................................................................................TTGTTATTTTTGTAAACACTGCATTAC.................................................... 27 2 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0

.................................................................................................................CTAGTTATTTTTGTAAACACTGCATTAC.................................................... 28 2 20 0.05 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.................................................................................................................................................................AGTGAGATTCGCCAC................. 15 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0

.................................................................................................................................................TTTGGTTATATTTAATAGTGAGATTC...................... 26 0 20 0.05 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...............................................AAATCCATATTTGTTAAAATAACTTCCTTA.................................................................................................................... 30 0 20 0.05 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.......................................................................TCCTTAACTATATACGGTCAT..................................................................................................... 21 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0

..................................................................................................................................................CTGGTTATATTTAATAGTGAGATTC...................... 25 1 20 0.05 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

................................................................................................................................................CCTTGGTTATATTTAATAGTGAGATTC...................... 27 2 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

.........................................................TTGTTAAAATAACTTCCTTAACTATATAC........................................................................................................... 29 0 20 0.05 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

.............................................................................................................................................TTTATTTGGTTATATTTAA................................. 19 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0

....................................................................................................................GTTATTTTTGTAAACACTGCATTA..................................................... 24 0 20 0.05 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0

................................................................................................................GAAAGTTATTTTTGTAAACACTGCATT...................................................... 27 0 20 0.05 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

...................................................................................................................................................TGGTTATATTTAATAGTGAGAT........................ 22 0 20 0.05 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Show Alignment With Reads

Re-alignment of all predicted orthologs

Species Coordinate ID Alignment
droVir3 scaffold_12447:81-273 + dvi_24632 CCAATATTTTAAAAGTATATGTAAAATAAAGACATTTCGCAACA--CATTTTAGGTATAAA--CAA--------------------T-TTTATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTAATTTCTTTCAATAAAAACATTTGTGAC-----------------------------------------------------------------GTAAT-GAAATAAACCAATATAAATTATCACTCTAAGCGGTGGATCACTCGGCTCATGG
droMoj3 scaffold_6426:37296-

37488 -
TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGGTGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------

droGri2 scaffold_661:11-203 - TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------
droWil2 scf2_1100000010421:790-

982 -
TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGGTGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------

dp5 Unknown_group_232:20530-
20722 -

TTATCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTG--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------

droPer2 scaffold_802:8684-8876 - TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------
droAna3 scaffold_2644:370-562 - TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------
droBip1 scf7180000392609:4218-

4411 +
ATATTTA---TATTGATTATATAAAACTAAGACATTTCGCAACAATTATTTTAGGTATAAAAATAA--------------------C-TTTATTGAAGGAATTGATATATGCCAGTTAAATGGTGTATTTTTAATTTCTTTCAATAAAAACATAATTGAC---------------------------------------------------GAATTGTATATTTATATAT---------------ATTTATAAAACTCTAAGCGGTGGATCACTCGGCTCATGG

droKik1 scf7180000302661:221105-
221298 -

TGAGCCA---TAGATGGTGATAG--CCCA-----------------------------GTA--G-------------ACGAAATCAGATTCCCTCAGT-TCAGGATCCTGAGTACGGCGACAC------------------------------ACGTGAAACGTCGTCGGAAGCCGG-GAGGACCATCTCCCAAGGCTAAATACTACCTAGTGACCGATAGTGAACCAGT-ACCGTGAGGGAAAGGTGAAAAGCACCCCGGAAGGGGAGTGAAATA--------

droFic1 scf7180000452824:3574-
3766 -

TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------

droEle1 scf7180000487861:656-848
-

TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTTAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------

droRho1 scf7180000764814:209-388
+

GTTTATA---TAAAAC-----------TAAGACATTTCGCAGCATTCTTTTTAGGTATA------AAAAAAA--------------CATTTATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTAATTTCTTTCAATAAAAACATACTTGAC---------------------------------------------------AAATTGA-------------------AAAAACAAATATATAAAACTCTAAGCGGTGGATCACTCGGCTCATGG

droBia1 scf7180000298290:755-948
-

TTACCCAC--TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------

droTak1 scf7180000413686:49-242
-

TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGTAACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------

droEug1 scf7180000409599:12701-
12893 -

TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAATA--------

dm3 chrUextra:8717581-
8717773 -

TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------

droSim2 node_61490:1-129 + dsi_306 TTTTAGG---TATAAAAA---------------------------------------------TAA--------------------A-TTTATTGAAGGAATTGATATATGCCAGTAAAATGGTGTATTTTTACTTTCTTTCAATAAAAACAATATTGAC-------------------------ATTATAT--------------------------------------------AAAAATGAA--TTATAAAACTCTAAGCGGTGGA---------------
droSec2 scaffold_757:7321-7513 - TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTGCTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------
droYak3 v2_chrUn_5029:704-896 - TTACCCA---CAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------
droEre2 scaffold_837:486-678 - TTACCCA---TAGAGGGTGCCAG--GCCC-----------------------------GTA--TAACGTTAATGATTACTAGATGATGTTTCCAAAGAGTCGTGTTGCTTGATAGTGCAGCAC----------------------------------------------TAAGTGGGTGGTAAACTCCATCTAAAACTAAATATAACCATGAGACCGATAGTAAACAAGT-ACCGTGAGGGAAAGTTGAAAAGAACTCTGAATAGAGAGTTAAACA--------
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http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12447:81-273
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_597:454-475
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1225:906-927
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1295:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1318:183-204
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1436:209-230
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1982:9-30
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_24658.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2511:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2627:188-209
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2774:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2778:209-230
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_3034:239-260
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5360:239-260
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5390:195-216
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_8749:56-77
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_8893:27-48
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9371:422-443
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_10915:200-221
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_11024:180-201
http://compgen.cshl.edu/~jmohamme/static/droVir3/html/dvi_24632.html
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12447:146-167
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12646:97-118
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1296:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1704:439-460
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2492:438-459
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2503:273-294
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2513:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2593:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2775:430-451
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2779:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5263:287-308
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5785:328-349
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_6581:441-462
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_6975:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_8298:271-292
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_8869:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9492:3563-3584
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1206:26-47
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9474:23-44
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1701:1272-1293
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1983:1108-1129
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1991:1375-1396
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2469:1209-1230
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2473:1201-1222
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2776:788-809
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2777:987-1008
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_3348:1271-1292
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_3619:1036-1057
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_3621:1156-1177
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7361:1580-1601
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7439:1394-1415
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_8439:483-504
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9438:939-960
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9446:667-688
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9454:4677-4698
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9459:666-687
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_10818:1309-1330
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_11579:590-611
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_12785:2764-2785
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_644:324-345
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1201:190-211
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1430:220-241
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1432:441-462
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1434:399-420
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_1711:268-289
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2493:103-124
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2512:440-461
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_2782:432-453
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_3617:263-284
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5246:369-390
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_5251:312-333
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7193:441-462
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7399:306-327
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_7654:583-604
http://jmohamme.genome-mirror.cshl.edu/cgi-bin/hgTracks?db=droVir3&position=scaffold_9211:719-740
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